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36 StrategiesQforQdetectingQandQidentifyingQbiologicalQsignalsQamidstQtheQvariationQcommonlyQfoundQinQ
RNAQsequencingQdataiQBMCrGenomicsgQ2021gQmmgQnmm 4.5 2

35 FragmentQscreeningQtargetingQEbolaQvirusQnucleoproteinQChterminalQdomainQidentifiesQleadQ
candidatesiQAntiviralrResearchgQ2020gQlskgQlkosmm 10.8 1

34 ProbabilisticQidentificationQofQsaccharideQmoietiesQinQbiomoleculesQandQtheirQproteinQcomplexesiQ
ScientificrDatagQ2020gQrgQmlk 8.2 4

33 CoordinatedQanalysisQofQexonQandQintronQdataQrevealsQnovelQdifferentialQgeneQexpressionQchangesiQ
ScientificrReportsgQ2020gQlkgQlpqqt 4.9 3

32 IhPINEQwebQserveruQanQintegrativeQprobabilisticQNMRQassignmentQsystemQforQproteinsiQJournalrofr
BiomolecularrNMRgQ2019gQrngQmlnhmmm 3 26

31 AutomatedQevaluationQofQconsistencyQwithinQtheQPubChemQCompoundQdatabaseiQScientificrDatagQ
2019gQqgQltkkmn 8.2 7

30 ApproachQtoQImprovingQtheQQualityQofQOpenQDataQinQtheQUniverseQofQSmallQMoleculesiQLecturerNotesr
inrBusinessrInformationrProcessinggQ2019gQplthpnk 0.6

29 ToolsQforQEnhancedQNMRhBasedQMetabolomicsQAnalysisiQMethodsrinrMolecularrBiologygQ2019gQmknrgQolnhomr1.4 3

28 NMRhSTARuQcomprehensiveQontologyQforQrepresentinggQarchivingQandQexchangingQdataQfromQnuclearQ
magneticQresonanceQspectroscopicQexperimentsiQJournalrofrBiomolecularrNMRgQ2019gQrngQpht 3 17

27 CaloricQRestrictionQEngagesQHepaticQRNAQProcessingQMechanismsQinQRhesusQMonkeysiQCellr
MetabolismgQ2018gQmrgQqrrhqssiep 24.6 37

26 NMReDATAgQaQstandardQtoQreportQtheQNMRQassignmentQandQparametersQofQorganicQcompoundsiQ
MagneticrResonancerinrChemistrygQ2018gQpqgQrknhrlp 2.1 43

25 ApplicationsQofQParametrizedQNMRQSpinQSystemsQofQSmallQMoleculesiQAnalyticalrChemistrygQ2018gQtkgQlkqoqhlkqot7.8 15

24 NMRboxuQAQResourceQforQBiomolecularQNMRQComputationiQBiophysicalrJournalgQ2017gQllmgQlpmthlpno 2.9 157

23 UniqueQidentifiersQforQsmallQmoleculesQenableQrigorousQlabelingQofQtheirQatomsiQScientificrDatagQ2017gQ
ogQlrkkrn 8.2 19

22 SpinQSystemQModelingQofQNuclearQMagneticQResonanceQSpectraQforQApplicationsQinQMetabolomicsQ
andQSmallQMoleculeQScreeningiQAnalyticalrChemistrygQ2017gQstgQlmmklhlmmks 7.8 19

21 TheQfutureQofQNMRhbasedQmetabolomicsiQCurrentrOpinionrinrBiotechnologygQ2017gQongQnohok 11.4 500

20 IncreasingQrigorQinQNMRhbasedQmetabolomicsQthroughQvalidatedQandQopenQsourceQtoolsiQCurrentr
OpinionrinrBiotechnologygQ2017gQongQpqhql 11.4 17
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19 NMRhBasedQIdentificationQofQMetabolitesQinQPolarQandQNonhPolarQExtractsQofQAvianQLiveriQMetabolites
gQ2017gQrgQ 5.6 9

18 NMRmixuQAQToolQforQtheQOptimizationQofQCompoundQMixturesQinQlDQcldHQNMRQLigandQAffinityQ
ScreensiQJournalrofrProteomerResearchgQ2016gQlpgQlnqkhs 5.6 17

17 InterhIndividualQDifferencesQinQRNAQLevelsQinQHumanQPeripheralQBloodiQPLoSrONEgQ2016gQllgQeklosmqk 3.7 17

16 IntegrativeQNMRQforQbiomolecularQresearchiQJournalrofrBiomolecularrNMRgQ2016gQqogQnkrhnm 3 36

15 NMRFAMhSDFuQaQproteinQstructureQdeterminationQframeworkiQJournalrofrBiomolecularrNMRgQ2015gQ
qmgQoslhtp 3 4

14 AQprobabilisticQapproachQforQautomatedQdiscoveryQofQperturbedQgenesQusingQexpressionQdataQfromQ
microarrayQorQRNAhSeqiQComputersrinrBiologyrandrMedicinegQ2015gQqrgQmthok 7 6

13 MetabolicQEvidenceQofQDiminishedQLipidQOxidationQinQWomenQWithQPolycysticQOvaryQSyndromeiQ
CurrentrMetabolomicsgQ2014gQmgQmqthmrs 1 37

12 CrosstalksQbetweenQcytokinesQandQSonicQHedgehogQinQHelicobacterQpyloriQinfectionuQaQmathematicalQ
modeliQPLoSrONEgQ2014gQtgQelllnns 3.7 9

11 RobustgQintegratedQcomputationalQcontrolQofQNMRQexperimentsQtoQachieveQoptimalQassignmentQbyQ
ADAPThNMRiQPLoSrONEgQ2012gQrgQennlrn 3.7 15

10 RNAhPAIRSuQRNAQprobabilisticQassignmentQofQiminoQresonanceQshiftsiQJournalrofrBiomolecularrNMRgQ
2012gQpmgQmsthnkm 3 13

9 FeedbacksQInQSonicQHedgehogQCircuitsQWithQCytokinesQInQHiQpyloriQMediatedQGastritisiQFASEBrJournalgQ
2012gQmqgQrlqir 0.9

8 ProbabilisticQinteractionQnetworkQofQevidenceQalgorithmQandQitsQapplicationQtoQcompleteQlabelingQofQ
peakQlistsQfromQproteinQNMRQspectroscopyiQPLoSrComputationalrBiologygQ2009gQpgQelkkknkr 5 162

7 HIFIhCuQaQrobustQandQfastQmethodQforQdeterminingQNMRQcouplingsQfromQadaptiveQnDQtoQmDQ
projectionsiQJournalrofrBiomolecularrNMRgQ2007gQnsgQnolhpl 3 12

6 NearesthneighborQeffectsQonQbackboneQalphaQandQbetaQcarbonQchemicalQshiftsQinQproteinsiQJournalrofr
BiomolecularrNMRgQ2007gQntgQmorhpr 3 16

5 ProbabilisticQapproachQtoQdeterminingQunbiasedQrandomhcoilQcarbonhlnQchemicalQshiftQvaluesQfromQ
theQproteinQchemicalQshiftQdatabaseiQJournalrofrBiomolecularrNMRgQ2006gQnpgQlpphqp 3 13

4 HighhresolutionQiterativeQfrequencyQidentificationQforQNMRQasQaQgeneralQstrategyQforQ
multidimensionalQdataQcollectioniQJournalrofrtherAmericanrChemicalrSocietygQ2005gQlmrgQlmpmshnq 16.4 96

3
LinearQanalysisQofQcarbonhlnQchemicalQshiftQdifferencesQandQitsQapplicationQtoQtheQdetectionQandQ
correctionQofQerrorsQinQreferencingQandQspinQsystemQidentificationsiQJournalrofrBiomolecularrNMRgQ
2005gQnmgQlnhmm

3 62

2 ProteinQenergeticQconformationalQanalysisQfromQNMRQchemicalQshiftsQcPECANdQandQitsQuseQinQ
determiningQsecondaryQstructuralQelementsiQJournalrofrBiomolecularrNMRgQ2005gQnmgQrlhsl 3 97
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1 ProbabilisticQIdentificationQofQSpinQSystemsQandQtheirQAssignmentsQincludingQCoilhHelixQInferenceQasQ
OutputQcPISTACHIOdiQJournalrofrBiomolecularrNMRgQ2005gQnmgQmlthnn 3 52

Hamid R Eghbalnia

4


