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Ordered by publication year, newest first

2025

01 24
citations

Profiling lateral gene transfer events in the human microbiome using WAAFLE

Nature Microbiology · 10, 94-111
https://exaly.com/article/196300674

02 0
citations

ParallelEvolCCM: Quantifying Coevolutionary Patterns Among Genomic Features
Open Access

Genome Biology and Evolution
https://exaly.com/article/200996725

2024

03 5
citations

Mock microbial community meta-analysis using different trimming of amplicon
read lengths

Environmental Microbiology · 26, e16566
https://exaly.com/article/174272190

04 7
citations

Identification of key drivers of antimicrobial resistance in Enterococcus using
machine learning

Canadian Journal of Microbiology · 70, 446-460
https://exaly.com/article/187770192

2023

05 5
citations

The Community Coevolution Model with Application to the Study of Evolutionary
Relationships between Genes Based on Phylogenetic Profiles.

Systematic Biology · 72, 559-574
https://exaly.com/article/150055028

06 14
citations

Integrating seascape resistances and gene flow to produce area-based metrics of
functional connectivity for marine conservation planning

Landscape Ecology · 38, 2189-2205
https://exaly.com/article/163523189

2022

07 4
citations

deepSimDEF: deep neural embeddings of gene products and gene ontology terms
for functional analysis of genes.

Bioinformatics · 38, 3051-3061
https://exaly.com/article/145284555

08 181
citations

Machine Learning for Antimicrobial Resistance Prediction: Current Practice,
Limitations, and Clinical Perspective.

Clinical Microbiology Reviews · 35, e0017921
https://exaly.com/article/146006228
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Ordered by publication year, newest first

2022 / continued

09 13
citations

Exploring the mobilome and resistome of Enterococcus faecium in a One Health
context across two continents

Microbial Genomics · 8, 000880
https://exaly.com/article/155059630

10 13
citations

Vaginal microbiota in women with spontaneous preterm labor versus those with
term labor in Kenya: a case control study

BMC Microbiology · 22, 1-11
https://exaly.com/article/156462527

2021

11 9
citations

Identifying novel β-lactamase substrate activity through in silico prediction of
antimicrobial resistance

Microbial Genomics · 7, 000500
https://exaly.com/article/78849895

2020

12 1,671
citations

CARD 2020: antibiotic resistome surveillance with the comprehensive antibiotic
resistance database.

Nucleic Acids Research · 48, D517-D525
https://exaly.com/article/72380152

13 14
citations

PSORTm: a bacterial and archaeal protein subcellular localization prediction tool for
metagenomics data

Bioinformatics · 36, 3043-3048
https://exaly.com/article/77270026

14 86
citations

Metagenome-assembled genome binning methods with short reads
disproportionately fail for plasmids and genomic Islands

Microbial Genomics · 6, e000436
https://exaly.com/article/85590322

2019

15 32
citations

Identification of Primary Antimicrobial Resistance Drivers in Agricultural
Nontyphoidal Salmonella enterica Serovars by Using Machine Learning.

MSystems
https://exaly.com/article/71894327

16 10
citations

RADProc: A computationally efficient de novo locus assembler for population
studies using RADseq data

Molecular Ecology Resources · 19, 272-282
https://exaly.com/article/74738788
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2018

17 0
citations

Investigating biogeographical patterns using point-based cartograms

Global Ecology and Biogeography · 27, 380-388
https://exaly.com/article/69184317

18 16
citations

Oceanographic variation influences spatial genomic structure in the sea scallop,
Placopecten magellanicus

Ecology and Evolution · 8, 2824-2841
https://exaly.com/article/69289697

19 101
citations

A climate-associated multispecies cryptic cline in the northwest Atlantic

Science Advances · 4, eaaq0929
https://exaly.com/article/69330209

20 96
citations

Applications of random forest feature selection for fine-scale genetic population
assignment

Evolutionary Applications · 11, 153-165
https://exaly.com/article/69616822

21 22
citations

Environmental extremes drive population structure at the northern range limit of
Atlantic salmon in North America

Molecular Ecology · 27, 4026-4040
https://exaly.com/article/70974456

22 11
citations

PMERGE: Computational filtering of paralogous sequences from RAD-seq data

Ecology and Evolution · 8, 7002-7013
https://exaly.com/article/71239797

23 24
citations

Phylogenetic Clustering of Genes Reveals Shared Evolutionary Trajectories and
Putative Gene Functions

Genome Biology and Evolution · 10, 2255-2265
https://exaly.com/article/71618041

24 25
citations

Cellulase−Hemicellulase Activities and Bacterial Community Composition of
Different Soils from Algerian Ecosystems

Microbial Ecology · 77, 713-725
https://exaly.com/article/74500965

2017

25 63
citations

megasat: automated inference of microsatellite genotypes from sequence data

Molecular Ecology Resources · 17, 247-256
https://exaly.com/article/65877785

https://exaly.com/author/4820689 Version 2026-10-06 · 4 / 11

https://exaly.com/article/69184317
https://exaly.com/article/69184317
https://exaly.com/article/69289697
https://exaly.com/article/69289697
https://exaly.com/article/69289697
https://exaly.com/article/69330209
https://exaly.com/article/69330209
https://exaly.com/article/69616822
https://exaly.com/article/69616822
https://exaly.com/article/69616822
https://exaly.com/article/70974456
https://exaly.com/article/70974456
https://exaly.com/article/70974456
https://exaly.com/article/71239797
https://exaly.com/article/71239797
https://exaly.com/article/71618041
https://exaly.com/article/71618041
https://exaly.com/article/71618041
https://exaly.com/article/74500965
https://exaly.com/article/74500965
https://exaly.com/article/74500965
https://exaly.com/article/65877785
https://exaly.com/article/65877785
https://exaly.com/author/4820689


exaly Robert G Beiko

Ordered by publication year, newest first

2017 / continued

26 38
citations

RAD sequencing reveals genomewide divergence between independent invasions of
the European green crab (Carcinus maenas) in the Northwest Atlantic

Ecology and Evolution · 7, 2513-2524
https://exaly.com/article/66622273

27 34
citations

Range-wide parallel climate-associated genomic clines in Atlantic salmon

Royal Society Open Science · 4, 171394
https://exaly.com/article/67435198

28 169
citations

Inter-personal diversity and temporal dynamics of dental, tongue, and salivary
microbiota in the healthy oral cavity

Npj Biofilms and Microbiomes · 3, 1-7
https://exaly.com/article/67568547

2016

29 9
citations

Discovery of an expanded set of avian leukosis subgroup E proviruses in chickens
using Vermillion, a novel sequence capture and analysis pipeline

Poultry Science · 95, 2250-2258
https://exaly.com/article/63461004

30 50
citations

A new way to contemplate Darwin's tangled bank: how DNA barcodes are
reconnecting biodiversity science and biomonitoring

Philosophical Transactions of the Royal Society B: Biological Sciences · 371, 20150330
https://exaly.com/article/64476208

31 23
citations

simDEF: definition-based semantic similarity measure of gene ontology terms for
functional similarity analysis of genes.

Bioinformatics · 32, 1380-7
https://exaly.com/article/65667954

2015

32 48
citations

Genomic Comparison of Non-Typhoidal Salmonella enterica Serovars
Typhimurium, Enteritidis, Heidelberg, Hadar and Kentucky Isolates from Broiler
Chickens

PLoS ONE · 10, e0128773
https://exaly.com/article/61043934

33 6
citations

Transfer of energy pathway genes in microbial enhanced biological phosphorus
removal communities

BMC Genomics · 16, 1-13
https://exaly.com/article/61397196
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2015 / continued

34 31
citations

Phylogenetic approaches to microbial community classification

Microbiome · 3, 47
https://exaly.com/article/62576855

35 7
citations

Fixed-Parameter and Approximation Algorithms for Maximum Agreement Forests
of Multifurcating Trees

Algorithmica · 74, 1019-1054
https://exaly.com/article/65802169

2014

36 593
citations

A phylogenomic view of ecological specialization in the Lachnospiraceae, a family of
digestive tract-associated bacteria.

Genome Biology and Evolution · 6, 703-13
https://exaly.com/article/57713904

37 0
citations

Bioinformatics: Hypothesis Free—Or Hypotheses Freed?

BioScience · 64, 844-845
https://exaly.com/article/58131435

38 334
citations

Microbial shifts in the aging mouse gut

Microbiome · 2, 1-12
https://exaly.com/article/58439276

39 149
citations

Interactions in the microbiome: communities of organisms and communities of
genes.

FEMS Microbiology Reviews · 38, 90-118
https://exaly.com/article/58768416

40 51
citations

Supertrees Based on the Subtree Prune-and-Regraft Distance

Systematic Biology · 63, 566-581
https://exaly.com/article/58958337

41 3,524
citations

STAMP: statistical analysis of taxonomic and functional profiles.

Bioinformatics · 30, 3123-4
https://exaly.com/article/59092812

2013

42 7,433
citations

Predictive functional profiling of microbial communities using 16S rRNA marker
gene sequences

Nature Biotechnology · 31, 814-821
https://exaly.com/article/54869998
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Ordered by publication year, newest first

2013 / continued

43 55
citations

Fixed-Parameter Algorithms for Maximum Agreement Forests

SIAM Journal on Computing · 42, 1431-1466
https://exaly.com/article/55333052

44 7
citations

SPANNER: taxonomic assignment of sequences using pyramid matching of
similarity profiles.

Bioinformatics · 29, 1858-64
https://exaly.com/article/56578246

45 22
citations

Being Aquifex aeolicus: Untangling a hyperthermophile's checkered past.

Genome Biology and Evolution · 5, 2478-97
https://exaly.com/article/56815059

46 90
citations

GenGIS 2: Geospatial Analysis of Traditional and Genetic Biodiversity, with New
Gradient Algorithms and an Extensible Plugin Framework

PLoS ONE · 8, e69885
https://exaly.com/article/57200472

2012

47 24
citations

Measuring community similarity with phylogenetic networks.

Molecular Biology and Evolution · 29, 3947-58
https://exaly.com/article/53581539

48 93
citations

Comparative metagenomics of three Dehalococcoides-containing enrichment
cultures: the role of the non-dechlorinating community

BMC Genomics · 13, 1-19
https://exaly.com/article/53696442

49 20
citations

Lateral gene transfer of an ABC transporter complex between major constituents of
the human gut microbiome

BMC Microbiology · 12, 1-8
https://exaly.com/article/53697019

50 40
citations

Rapid identification of high-confidence taxonomic assignments for metagenomic
data

Nucleic Acids Research · 40, e111
https://exaly.com/article/54318695

51 6
citations

Human Microbiome: A Genetic Bazaar for Microbes?

Current Biology · 22, R20-R22
https://exaly.com/article/54510478
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Ordered by publication year, newest first

2012 / continued

52 33
citations

Measures of phylogenetic differentiation provide robust and complementary
insights into microbial communities

ISME Journal · 7, 173-183
https://exaly.com/article/55435633

53 14
citations

Comparative Genomic and Phylogenetic Approaches to Characterize the Role of
Genetic Recombination in Mycobacterial Evolution

PLoS ONE · 7, e50070
https://exaly.com/article/86987762

2011

54 46
citations

Classifying short genomic fragments from novel lineages using composition and
homology

BMC Bioinformatics · 12, 1-16
https://exaly.com/article/51141493

55 31
citations

Telling the whole story in a 10,000-genome world

Biology Direct · 6, 1-36
https://exaly.com/article/51438490

56 36
citations

Lateral transfer of genes and gene fragments in Staphylococcus extends beyond
mobile elements.

Journal of Bacteriology · 193, 3964-77
https://exaly.com/article/51890883

2010

57 10
citations

Gene sharing and genome evolution: networks in trees and trees in networks

Biology and Philosophy · 25, 659-673
https://exaly.com/article/47941017

58 4
citations

Assembling networks of microbial genomes using linear programming

BMC Evolutionary Biology · 10, 1-22
https://exaly.com/article/48032384

59 11
citations

Distinguishing microbial genome fragments based on their composition:
evolutionary and comparative genomic perspectives.

Genome Biology and Evolution · 2, 117-31
https://exaly.com/article/49028669

60 19
citations

Efficient learning of microbial genotype-phenotype association rules.

Bioinformatics · 26, 1834-40
https://exaly.com/article/49072644
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Ordered by publication year, newest first

2010 / continued

61 783
citations

Identifying biologically relevant differences between metagenomic communities.

Bioinformatics · 26, 715-21
https://exaly.com/article/49686513

2009

62 41
citations

Are Protein Domains Modules of Lateral Genetic Transfer?

PLoS ONE · 4, e4524
https://exaly.com/article/45342481

63 39
citations

Lateral Transfer of Genes and Gene Fragments in Prokaryotes

Genome Biology and Evolution · 1, 429-438
https://exaly.com/article/45725278

64 0
citations

Radié: visualizing taxon properties and parsimonious mappings using a radial
phylogenetic tree.

Bioinformatics · 25, 672-3
https://exaly.com/article/45730726

65 97
citations

GenGIS: A geospatial information system for genomic data

Genome Research · 19, 1896-1904
https://exaly.com/article/45829417

66 58
citations

Lateral genetic transfer: open issues

Philosophical Transactions of the Royal Society B: Biological Sciences · 364, 2241-51
https://exaly.com/article/47146462

2008

67 39
citations

The impact of reticulate evolution on genome phylogeny.

Systematic Biology · 57, 844-56
https://exaly.com/article/44588235

2007

68 76
citations

Virulence profiling of Streptococcus dysgalactiae subspecies equisimilis isolated
from infected humans reveals 2 distinct genetic lineages that do not segregate with
their phenotypes or propensity to cause diseases.

Clinical Infectious Diseases · 44, 1442-54
https://exaly.com/article/41619728

69 21
citations

A simulation test bed for hypotheses of genome evolution

Bioinformatics · 23, 825-831
https://exaly.com/article/41735086
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Ordered by publication year, newest first

2006

70 56
citations

Do different surrogate methods detect lateral genetic transfer events of different
relative ages?

Trends in Microbiology · 14, 4-8
https://exaly.com/article/39943650

71 32
citations

Detecting recombination in evolving nucleotide sequences

BMC Bioinformatics · 7, 1-15
https://exaly.com/article/40812932

72 44
citations

Searching for convergence in phylogenetic Markov chain Monte Carlo.

Systematic Biology · 55, 553-65
https://exaly.com/article/41008246

2005

73 11
citations

A word-oriented approach to alignment validation.

Bioinformatics · 21, 2230-9
https://exaly.com/article/39015024

74 343
citations

Highways of gene sharing in prokaryotes

Proceedings of the National Academy of Sciences of the United States of America · 102, 14332-14337
https://exaly.com/article/39034503

2003

75 23
citations

Characterization of species-specific genes using a flexible, web-based querying
system.

FEMS Microbiology Letters · 225, 213-20
https://exaly.com/article/35173320

2002

76 78
citations

Inferring genome trees by using a filter to eliminate phylogenetically discordant
sequences and a distance matrix based on mean normalized BLASTP scores.

Journal of Bacteriology · 184, 2072-80
https://exaly.com/article/33841346

77 10
citations

Expression and genomic organization of the zebrafish chaperonin gene complex

Genome · 45, 804-11
https://exaly.com/article/34173269
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Ordered by publication year, newest first

Year unavailable

78 10
citations

Ananke: temporal clustering reveals ecological dynamics of microbial communities

PeerJ · 5, e3812
https://exaly.com/article/90754115

79 1
citations

Comparison of Spatio-Temporal Dynamics and Composition in Size-Fractionated
and Unfractionated Northwestern Atlantic Microbial Communities

Environmental Microbiology Reports · 18, e70206
https://exaly.com/article/210183408

80 0
citations

Effect of bedrest on the human gut and oral microbiome: implications for frailty.

Experimental Gerontology · 216, 113079
https://exaly.com/article/210849622

81 0
citations

Investigating the mobility and host range of mobile genetic elements harbouring
antimicrobial resistance genes in enterococci.

Microbiology (United Kingdom)
https://exaly.com/article/215616166

82 0
citations

Sarand: exploring antimicrobial resistance gene neighbourhoods in complex
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