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l Paper IF Citations

89 βdentificationMandManalysisMofMfunctionalMelementsMinMeSMofMtheMhumanMgenomeMbyMtheMyNwOxyMpilotM
projectbMNatureZM2007ZMhhkZMkmmalej 50.4 4121

88 KcnqeoteMantisenseMnoncodingMRNuMmediatesMlineageaspecificMtranscriptionalMsilencingMthroughM
chromatinalevelMregulationbMMoleculareCellZM2008ZMgfZMfgfahj 17.6 961

87 My™gMlongMnoncodingMRNuMregulatesMtheMT™za˛†MpathwayMgenesMthroughMformationMofMRNuaxNuM
triplexMstructuresbMNatureeCommunicationsZM2015ZMjZMkkhg 17.4 414

86 ™eneticManalysisMofMoverMeMmillionMpeopleMidentifiesMigiMnewMlociMassociatedMwithMbloodMpressureM
traitsbMNatureeGeneticsZM2018ZMidZMehefaehfi 36.3 386

85 ™enomeawideMassociationManalysisMidentifiesMnovelMbloodMpressureMlociMandMoffersMbiologicalMinsightsM
intoMcardiovascularMriskbMNatureeGeneticsZM2017ZMhmZMhdgahei 36.3 313

84 ™eneticMassociationsMatMigMlociMhighlightMcellMtypesMandMbiologicalMpathwaysMrelevantMforMkidneyM
functionbMNatureeCommunicationsZM2016ZMkZMeddfg 17.4 295

83 TheMgeneticsMofMbloodMpressureMregulationMandMitsMtargetMorgansMfromMassociationMstudiesMinMghfZheiM
individualsbMNatureeGeneticsZM2016ZMhlZMeekeaeelh 36.3 251

82 NucleosomesMareMwellMpositionedMinMexonsMandMcarryMcharacteristicMhistoneMmodificationsbMGenomee
ResearchZM2009ZMemZMekgfahe 9.7 242

81 TheMβnfluenceMofMugeMandMSexMonM™eneticMussociationsMwithMudultMvodyMSizeMandMShapenMuM
LargeaScaleM™enomeaWideMβnteractionMStudybMPLoSeGeneticsZM2015ZMeeZMeeddigkl 6 220

80 wontinuousMugingMofMtheM umanMxNuMMethylomeMThroughoutMtheM umanMLifespanbMPLoSeONEZM2013
ZMlZMejkgkl 3.7 220

79 ™enomeawideMassociationManalysesMforMlungMfunctionMandMchronicMobstructiveMpulmonaryMdiseaseM
identifyMnewMlociMandMpotentialMdruggableMtargetsbMNatureeGeneticsZM2017ZMhmZMhejahfi 36.3 170

78 NewMgeneticMsignalsMforMlungMfunctionMhighlightMpathwaysMandMchronicMobstructiveMpulmonaryM
diseaseMassociationsMacrossMmultipleMancestriesbMNatureeGeneticsZM2019ZMieZMhleahmg 36.3 156

77 MonteMwarloMfeatureMselectionMforMsupervisedMclassificationbMBioinformaticsZM2008ZMfhZMeedak 7.2 155

76
KLvMisMassociatedMwithMalcoholMdrinkingZMandMitsMgeneMproductM˛†aKlothoMisMnecessaryMforMz™zfeM
regulationMofMalcoholMpreferencebMProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitede
StateseofeAmericaZM2016ZMeegZMehgkfaehgkk

11.5 150

75
™eneticMadaptationMofMfattyaacidMmetabolismnMaMhumanaspecificMhaplotypeMincreasingMtheM
biosynthesisMofMlongachainMomegaagMandMomegaajMfattyMacidsbMAmericaneJournaleofeHumaneGeneticsZM
2012ZMmdZMldmafd

11 148

74 xirectionalMdominanceMonMstatureMandMcognitionMin´ diverseMhumanMpopulationsbMNatureZM2015ZMifgZMhimahjf50.4 119

73 ™enomeawideMassociationMstudyMofMsusceptibilityMlociMforMcervicalMcancerbMJournaleofetheeNationale
CancereInstituteZM2013ZMediZMjfhagg 9.7 113

Stefan Enroth

2



72 vutyrateMmediatesMdecreaseMofMhistoneMacetylationMcenteredMonMtranscriptionMstartMsitesMandM
downaregulationMofMassociatedMgenesbMGenomeeResearchZM2007ZMekZMkdlaem 9.7 106

71 ™enomeawideMassociationManalysisMidentifiesMsixMnewMlociMassociatedMwithMforcedMvitalMcapacitybM
NatureeGeneticsZM2014ZMhjZMjjmakk 36.3 104

70 MappingMofMkmMlociMforMlgMplasmaMproteinMbiomarkersMinMcardiovascularMdiseasebMPLoSeGeneticsZM2017ZM
egZMeeddjkdj 6 102

69 StrongMeffectsMofMgeneticMandMlifestyleMfactorsMonMbiomarkerMvariationMandMuseMofMpersonalizedM
cutoffsbMNatureeCommunicationsZM2014ZMiZMhjlh 17.4 98

68 NovelMvloodMPressureMLocusMandM™eneMxiscoveryMUsingM™enomeaWideMussociationMStudyMandM
yxpressionMxataMSetsMzromMvloodMandMtheMKidneybMHypertensionZM2017ZM 8.5 85

67 LongMnoncodingMRNuamediatedMmaintenanceMofMxNuMmethylationMandMtranscriptionalMgeneM
silencingbMDevelopmentenCambridgeoZM2012ZMegmZMfkmfaldg 6.6 85

66 SixteenMnewMlungMfunctionMsignalsMidentifiedMthroughMedddM™enomesMProjectMreferenceMpanelM
imputationbMNatureeCommunicationsZM2015ZMjZMljil 17.4 79

65 WholeagenomeMmapsMofMUSzeMandMUSzfMbindingMandMhistoneM gMacetylationMrevealMnewMaspectsMofM
promoterMstructureMandMcandidateMgenesMforMcommonMhumanMdisordersbMGenomeeResearchZM2008ZMelZMgldamf9.7 72

64 edddM™enomesabasedMmetaaanalysisMidentifiesMedMnovelMlociMforMkidneyMfunctionbMScientificeReportsZM
2017ZMkZMhidhd 4.9 70

63 ypigenomeawideMassociationMstudyMrevealsMdifferentialMxNuMmethylationMinMindividualsMwithMaM
historyMofMmyocardialMinfarctionbMHumaneMoleculareGeneticsZM2016ZMfiZMhkgmahkhl 5.6 67

62 βdentificationMofMgeneticMvariantsMinfluencingMtheMhumanMplasmaMproteomebMProceedingseofethee
NationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericaZM2013ZMeedZMhjkgal 11.5 67

61 vindingMsitesMforMmetabolicMdiseaseMrelatedMtranscriptionMfactorsMinferredMatMbaseMpairMresolutionMbyM
chromatinMimmunoprecipitationMandMgenomicMmicroarraysbMHumaneMoleculareGeneticsZM2005ZMehZMghgiahk 5.6 66

60 ™enomicMandMdrugMtargetMevaluationMofMmdMcardiovascularMproteinsMinMgdZmgeMindividualsbMNaturee
MetabolismZM2020ZMfZMeegiaeehl 14.6 61

59 MolecularMinteractionsMbetweenM NzhaZMzOXufMandM™uvPMidentifiedMatMregulatoryMxNuMelementsM
throughMwhβPasequencingbMNucleiceAcidseResearchZM2009ZMgkZMkhmlaidl 20.1 51

58 StabilityMofMProteinsMinMxriedMvloodMSpotMviobanksbMMoleculareandeCellulareProteomicsZM2017ZMejZMefljaefmj7.6 47

57
™enomeawideMprofilingMofMhistoneM gMlysineMfkMandMlysineMhMtrimethylationMinMmultipleMmyelomaM
revealsMtheMimportanceMofMPolycombMgeneMtargetingMandMhighlightsMyZ fMasMaMpotentialMtherapeuticM
targetbMOncotargetZM2016ZMkZMjldmafg

3.3 47

56 yffectsMofMLongaTermMStorageMTimeMandMOriginalMSamplingMMonthMonMviobankMPlasmaMProteinM
woncentrationsbMEBioMedicineZM2016ZMefZMgdmageh 8.8 45

55  ighMthroughputMproteomicsMidentifiesMaMhighaaccuracyMeeMplasmaMproteinMbiomarkerMsignatureMforM
ovarianMcancerbMCommunicationseBiologyZM2019ZMfZMffe 6.7 44
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54 TheMrelativeMcontributionMofMxNuMmethylationMandMgeneticMvariantsMonMproteinMbiomarkersMforM
humanMdiseasesbMPLoSeGeneticsZM2017ZMegZMeeddkddi 6 39

53 wausalMandMsyntheticMassociationsMofMvariantsMinMtheMSyRPβNuMgeneMclusterMwithMalphaeaantitrypsinM
serumMlevelsbMPLoSeGeneticsZM2013ZMmZMeeddgili 6 37

52 TheMLwvMxataMWarehousebMBioinformaticsZM2006ZMffZMedfhaj 7.2 34

51 wombinationsMofMhistoneMmodificationsMmarkMexonMinclusionMlevelsbMPLoSeONEZM2012ZMkZMefmmee 3.7 29

50 βntegrativeMepigenomicMandMgenomicManalysisMofMmalignantMpheochromocytomabMExperimentaleande
MoleculareMedicineZM2010ZMhfZMhlhaidf 12.8 29

49 whronicMobstructiveMpulmonaryMdiseaseMandMrelatedMphenotypesnMpolygenicMriskMscoresMinM
populationabasedMandMcaseacontrolMcohortsbMLanceteRespiratoryeMedicinestheZM2020ZMlZMjmjakdl 35.1 29

48 ProteinMprofilingMrevealsMconsequencesMofMlifestyleMchoicesMonMpredictedMbiologicalMagingbMScientifice
ReportsZM2015ZMiZMekflf 4.9 28

47 wancerMassociatedMepigeneticMtransitionsMidentifiedMbyMgenomeawideMhistoneMmethylationMbindingM
profilesMinMhumanMcolorectalMcancerMsamplesMandMpairedMnormalMmucosabMBMCeCancerZM2011ZMeeZMhid 4.8 27

46 yvidenceMforMlargeascaleMgeneabyasmokingMinteractionMeffectsMonMpulmonaryMfunctionbMInternationale
JournaleofeEpidemiologyZM2017ZMhjZMlmhamdh 7.8 25

45
RandomisedMstudyMshowsMthatMrepeatedMselfasamplingMandM PVMtestMhasMmoreMthanMtwoafoldMhigherM
detectionMrateMofMwomenMwithMwβNfYMhistologyMthanMPapMsmearMcytologybMBritisheJournaleofeCancerZM
2018ZMeelZMlmjamdh

8.7 25

44 ™enomeawideMbindingMofMtranscriptionMfactorMZyveMinMtripleanegativeMbreastMcancerMcellsbMJournaleofe
CellularePhysiologyZM2018ZMfggZMkeegakefk 7 25

43  istoneM gMlysineMfkMtrimethylationMinMadultMdifferentiatedMcolonMassociatedMtoMcancerMxNuM
hypermethylationbMEpigeneticsZM2009ZMhZMedkaeg 5.7 24

42 ™enomeawideMxNuMmethylationMstudyMidentifiesMgenesMassociatedMwithMtheMcardiovascularM
biomarkerM™xzaeibMHumaneMoleculareGeneticsZM2016ZMfiZMlekafk 5.6 23

41 ™enomewideMbindingMofMtranscriptionMfactorMSnaileMinMtripleanegativeMbreastMcancerMcellsbMMoleculare
OncologyZM2018ZMefZMeeigaeekh 7.9 20

40 βmprovedMpowerMandMprecisionMwithMwholeMgenomeMsequencingMdataMinMgenomeawideMassociationM
studiesMofMinflammatoryMbiomarkersbMScientificeReportsZM2019ZMmZMejlhh 4.9 20

39 uMMetaaunalysisMofM™enomeaWideMussociationMStudiesMofM™rowthMxifferentiationMzactoraeiM
woncentrationMinMvloodbMFrontierseineGeneticsZM2018ZMmZMmk 4.5 19

38 PrevalenceMandMsensitizationMofMatopicMallergyMandMcoeliacMdiseaseMinMtheMNorthernMSwedenM
PopulationM ealthMStudybMInternationaleJournaleofeCircumpolareHealthZM2013ZMkfZM 1.7 19

37 PuTZeMdownaregulatesMzuxSeMbyMbindingMtoMrsekhiikMandMisMopposedMbyMSPecSRyvPecbMNucleice
AcidseResearchZM2017ZMhiZMfhdlafhff 20.1 18
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36 SystemicMandMspecificMeffectsMofMantihypertensiveMandMlipidaloweringMmedicationMonMplasmaMproteinM
biomarkersMforMcardiovascularMdiseasesbMScientificeReportsZM2018ZMlZMiige 4.9 18

35 ™eneticMvariantsMinfluencingMphenotypicMvarianceMheterogeneitybMHumaneMoleculareGeneticsZM2018ZM
fkZMkmmaled 5.6 18

34 SystematicMvalidationMofMhypothesisadrivenMcandidateMgenesMforMcervicalMcancerMinMaMgenomeawideM
associationMstudybMCarcinogenesisZM2014ZMgiZMfdlhal 4.6 18

33  omozygousMlossaofafunctionMvariantsMinMyuropeanMcosmopolitanMandMisolateMpopulationsbMHumane
MoleculareGeneticsZM2015ZMfhZMihjhakh 5.6 18

32 PathwayManalysisMofMcervicalMcancerMgenomeawideMassociationMstudyMhighlightsMtheMM wMregionMandM
pathwaysMinvolvedMinMresponseMtoMinfectionbMHumaneMoleculareGeneticsZM2014ZMfgZMjdhkajd 5.6 17

31 MetaaanalysisMofMexomeMarrayMdataMidentifiesMsixMnovelMgeneticMlociMforMlungMfunctionbMWellcomeeOpene
ResearchZM2018ZMgZMh 4.8 16

30 PooledManalysisMofMgenomeawideMassociationMstudiesMofMcervicalMintraepithelialMneoplasiaMgMVwβNgWM
identifiesMaMnewMsusceptibilityMlocusbMOncotargetZM2016ZMkZMhffejahfffh 3.3 16

29 βdentificationMofMwandidateMPlasmaMProteinMviomarkersMforMwervicalMwancerMUsingMtheMMultiplexM
ProximityMyxtensionMussaybMMoleculareandeCellulareProteomicsZM2019ZMelZMkgiakhg 7.6 15

28 wanvasxvnMaMlocalMdatabaseMinfrastructureMforManalysisMofMtargetedaMandMwholeMgenomeM
reasequencingMprojectsbMDatabase:etheeJournaleofeBiologicaleDatabaseseandeCurationZM2014ZMfdehZM 5 14

27
NovelMgenesMinMcellMcycleMcontrolMandMlipidMmetabolismMwithMdynamicallyMregulatedMbindingMsitesMforM
sterolMregulatoryMelementabindingMproteinMeMandMRNuMpolymeraseMββMinM ep™fMcellsMdetectedMbyM
chromatinMimmunoprecipitationMwithMmicroarrayMdetectionbMFEBSeJournalZM2009ZMfkjZMelklamd

5.7 14

26 ™rowthMsignalsMemployMw™™vPeMtoMsuppressMtranscriptionMofMuluaSβNysbMCelleCycleZM2016ZMeiZMeiilake 4.7 13

25 βmmuneMcellsMlackingMYMchromosomeMshowMdysregulationMofMautosomalMgeneMexpressionbMCellulare
andeMoleculareLifeeSciencesZM2021ZMklZMhdemahdgg 10.3 13

24
wlinicalMvalidationMofMtheM PVβRMhighariskM PVMtestMonMcervicalMsamplesMaccordingMtoMtheM
internationalMguidelinesMforMhumanMpapillomavirusMxNuMtestMrequirementsMforMcervicalMcancerM
screeningbMVirologyeJournalZM2019ZMejZMedk

6.1 12

23 yffectMofMgeneticMandMenvironmentalMfactorsMonMproteinMbiomarkersMforMcommonMnonacommunicableM
diseaseMandMuseMofMpersonallyMnormalizedMplasmaMproteinMprofilesMVPNPPPWbMBiomarkersZM2015ZMfdZMgiiajh 2.6 12

22 uMtwoastepMstrategyMforMidentificationMofMplasmaMproteinMbiomarkersMforMendometrialMandMovarianM
cancerbMClinicaleProteomicsZM2018ZMeiZMgl 5 11

21 RandomisedMstudyMofM PVMprevalenceMandMdetectionMofMwβNfYMinMvaginalMselfasamplingMcomparedMtoM
cervicalMspecimensMcollectedMbyMmedicalMpersonnelbMInternationaleJournaleofeCancerZM2019ZMehhZMlmamk 7.5 10

20 PeakMzinderMMetaserverMaMaMnovelMapplicationMforMfindingMpeaksMinMwhβPaseqMdatabMBMCeBioinformaticsZM
2013ZMehZMfld 3.6 10

19 SβwTβNnMRapidMfootprintingMofMmassivelyMparallelMsequencingMdatabMBioDataeMiningZM2010ZMgZMh 4.3 9

(2010-2018)

5



18 NucleosomeMregulatoryMdynamicsMinMresponseMtoMT™z˛†bMNucleiceAcidseResearchZM2014ZMhfZMjmfeagh 20.1 6

17 MetaaanalysisMofMexomeMarrayMdataMidentifiesMsixMnovelMgeneticMlociMforMlungMfunctionbMWellcomeeOpene
ResearchZgZMh 4.8 6

16 TargetedMplasmaMproteomicsMidentifiesMaMnovelZMrobustMassociationMbetweenMcornulinMandMSwedishM
moistMsnuffbMScientificeReportsZM2018ZMlZMfgfd 4.9 5

15 ™enomicMevaluationMofMcirculatingMproteinsMforMdrugMtargetMcharacterisationMandMprecisionMmedicine 5

14 NewMgeneticMsignalsMforMlungMfunctionMhighlightMpathwaysMandMpleiotropyZMandMchronicMobstructiveM
pulmonaryMdiseaseMassociationsMacrossMmultipleMancestries 5

13 ProteinMxetectionMUsingMtheMMultiplexedMProximityMyxtensionMussayMVPyuWMfromMPlasmaMandMVaginalM
zluidMuppliedMtoMtheMβndicatingMzTuMyluteMMicroMwardâ�¢bMJournaleofeCirculatingeBiomarkersZM2016ZMiZMm 3.3 4

12 uMstrandMspecificMhighMresolutionMnormalizationMmethodMforMchipasequencingMdataMemployingM
multipleMexperimentalMcontrolMmeasurementsbMAlgorithmseforeMoleculareBiologyZM2012ZMkZMf 1.8 4

11 ™eneticManalysisMofMoverMoneMmillionMpeopleMidentifiesMigiMnovelMlociMforMbloodMpressure 4

10 TemporalMchangesMinMtheMvaginalMmicrobiotaMinMselfasamplesMandMitsMassociationMwithMpersistentM
 PVejMinfectionMandMwβNfbMVirologyeJournalZM2020ZMekZMehk 6.1 4

9  PVMviralMloadMinMselfacollectedMvaginalMfluidMsamplesMasMpredictorMforMpresenceMofMcervicalM
intraepithelialMneoplasiabMVirologyeJournalZM2019ZMejZMehj 6.1 4

8 βnvasiveMcervicalMtumorsMwithMhighMandMlowM PVMtiterMrepresentMmolecularMsubgroupsMwithMdifferentM
diseaseMetiologybMCarcinogenesisZM2019ZMhdZMfjmafkl 4.6 3

7 βdentificationMofMwandidateMProteinMviomarkersMforMwβNfYMLesionsMfromMSelfaSampledZMxriedM
wervicoaVaginalMzluidMUsingMLwaMScMSbMCancersZM2021ZMegZM 6.6 2

6 xistinctMgeneticMregionsMareMassociatedMwithMdifferentialMpopulationMsusceptibilityMtoMchemicalM
exposuresbMEnvironmenteInternationalZM2021ZMeifZMedjhll 12.9 2

5 MetaaanalysisMofMexomeMarrayMdataMidentifiesMsixMnovelMgeneticMlociMforMlungMfunctionbMWellcomeeOpene
ResearchZgZMh 4.8 1

4 VisualizationMofMRulesMinMRuleavasedMwlassifiersbMSmarteInnovationseSystemseandeTechnologiesZM2012ZMgfmaggl0.5 1

3
yvaluationMofMmfMcardiovascularMproteinsMinMdriedMbloodMspotsMcollectedMunderMfieldaconditionsnM
OffatheashelfMaffinityabasedMmultiplexedMassaysMworkMwellZMallowingMforMsimplifiedMsampleMcollectionbM
BioEssaysZM2021ZMhgZMefdddfmm

4.1 1

2 wontributionMofMrareMwholeagenomeMsequencingMvariantsMtoMplasmaMproteinMlevelsMandMtheMmissingM
heritabilitybbMNatureeCommunicationsZM2022ZMegZMfigf 17.4 0

1 LongMnoncodingMRNuamediatedMmaintenanceMofMxNuMmethylationMandMtranscriptionalMgeneM
silencingbMJournaleofeCelleScienceZM2012ZMefiZMeeaee 5.3
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