20

papers

22

all docs

759233

708 12
citations h-index
22 22
docs citations times ranked

794594
19

g-index

627

citing authors



10

12

14

16

18

ARTICLE IF CITATIONS

Human Pif1 helicase is a G-quadruplex DNA-binding protein with G-quadruplex DNA-unwinding activity.
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Bacteriophage T5 gene D10 encodes a branch-migration protein. Scientific Reports, 2016, 6, 39414.
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