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Circulating long non-coding RNAs in cancer: current status and future perspectives. Molecular 19.9 250
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A Positive Feedback Loop of IncRNA-<i>PVT1</[i> and FOXM1 Facilitates Gastric Cancer Growth and
Invasion. Clinical Cancer Research, 2017, 23, 2071-2080.

Circulating Long RNAs in Serum Extracellular Vesicles: Their Characterization and Potential
Application as Biomarkers for Diagnosis of Colorectal Cancer. Cancer Epidemiology Biomarkers and 2.5 175
Prevention, 2016, 25, 1158-1166.
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Long non-coding RNAs in colorectal cancer: implications for pathogenesis and clinical application. 55 101
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2015, 137, 1269-1278.

Long non-coding RNAs in cancer invasion and metastasis. Modern Pathology, 2015, 28, 4-13. 5.5 71
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PTTG3P promotes gastric tumour cell proliferation and invasion and is an indicator of poor p 42
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Long non-coding RNAs LOC285194, RP11-462C24.1 and Nblal2061 in serum provide a new approach for
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