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j Paper IF Citations

654 —yntheticG–iboswitchesGforGtheGnnalysisGofGt–‘nG“rocessingGbyGeukaryoticG–‘aseG“GrnzymesVVGRnaTG
2022TG 5.8 3

653 rvolutionGofGq‘nGzethylationGncrossGrcdysozoaVVGJournalZofZMolecularZEvolutionTG2022TGfXTGbc 3.1 0

652 phromosomeUlevelGThlaspiGarvenseGgenomeGprovidesGnewGtoolsGforGtranslationalGresearchGandGforGaG
newlyGdomesticatedGcashGcoverGcropGofGtheGcoolerGclimatesVVGPlantZBiotechnologyZJournalTG2022TG 11.6 2

651 “redicTsgGpredictionGofGbacterialGtranscriptionGfactorsGinGcomplexGmicrobialGcommunitiesGusingGdeepG
learningVVGEnvironmentalZMicrobiomesTG2022TGYdTGd 5.6 0

650 sromGmodularGdecompositionGtreesGtoGrootedGmedianGgraphsVGDiscreteZAppliedZMathematicsTG2022TG
_YXTGYUf 1 1

649 rvolutionGandG“hylogenyGofGzicro–‘nsGUG“rotocolsTG“itfallsTGandG“roblemsVGMethodsZinZMolecularZ
BiologyTG2022TGZZbdTGZYYUZ__ 1.4

648 aaGpurrentGphallengesGinGmi–‘omicsVGMethodsZinZMolecularZBiologyTG2022TGZZbdTGaZ_Ua_e 1.4 4

647 —mallGintegralGmembraneGproteinGYXGlikeGYGenhancesGdifferentiationGofGadiposeGprogenitorGcellsVVG
BiochemicalZandZBiophysicalZResearchZCommunicationsTG2022TGcXaTGbdUcZ 3.4

646 pompatibilityGofGpartitionsGwithGtreesTGhierarchiesTGandGsplitGsystemsVGDiscreteZAppliedZMathematicsTG
2022TG_YaTGZcbUZe_ 1 2

645 pasYGandGsenYGqisplayGrquivalentGsunctionsGquringGnrchaealGq‘nG–epairVVGFrontiersZinZMicrobiologyTG
2022TGY_TGeZZ_Xa 5.7 0

644 TheGgenomicGandGtranscriptionalGlandscapeGofGprimaryGcentralGnervousGsystemGlymphomaVVGNatureZ
CommunicationsTG2022TGY_TGZbbe 17.4 4

643 oiUalignmentsGwithGaffineGgapsGcostsVVGAlgorithmsZforZMolecularZBiologyTG2022TGYdTGYX 1.8

642 xosteneffektiveGhybrideGtenomassemblierungGmitGyazyoVGBioSpektrumTG2022TGZeTGZe_UZec 0.1

641 pompleteGedgeUcoloredGpermutationGgraphsVGAdvancesZinZAppliedZMathematicsTG2022TGY_fTGYXZ_dd 0.8 0

640 –‘nGqesignG“rinciplesGforG–iboswitchesGthatG–egulateG–‘aseG“UzediatedGt–‘nG“rocessingVGMethodsZ
inZMolecularZBiologyTG2022TGYdfUZXZ 1.4 0

639 cy“hy–‘nUseqgGaGgenomeUscaleG–‘nUseqGmethodGtoGdetectGactiveGselfUcleavingGribozymesGbyG
capturingG–‘nsGwithGZOT_OGclicGhosphatesGandGbOGdroxylGendsVVGRNAZBiologyTG2021TGYeTGeYeUe_Y 4.8 3

638 nGsimplerGlinearUtimeGalgorithmGforGtheGcommonGrefinementGofGrootedGphylogeneticGtreesGonGaG
commonGleafGsetVGAlgorithmsZforZMolecularZBiologyTG2021TGYcTGZ_ 1.8 2
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637 pombiningG’rthologyGandGαenologyGqataGinGaGpommonG“hylogeneticGTreeVGLectureZNotesZinZ
ComputerZScienceTG2021TGb_Uca 0.9 1

636 rfficientGyaplacianGspectralGdensityGcomputationsGforGnetworksGwithGarbitraryGdegreeGdistributionsVG
NetworkZScienceTG2021TGfTG_YZU_Zd 2.9 0

635 qisturbanceGofGphylogeneticGlayerUspecificGadaptationGofGhumanGbrainGgeneGexpressionGinG
nlzheimerOsGdiseaseVGScientificZReportsTG2021TGYYTGZXZXX 4.9

634 pompositionalG“ropertiesGofGnlignmentsVGMathematicsZinZComputerZScienceTG2021TGYbTGcXf 0.5 2

633 nrcUpompletionGofGZUpoloredGoestGzatchGtraphsGtoGoinaryUrxplainableGoestGzatchGtraphsVG
AlgorithmsTG2021TGYaTGYYX 1.8 1

632 yifestyleGweightUlossGinterventionGmayGattenuateGmethylationGaginggGtheGpr‘T–nyGz–vGrandomizedG
controlledGtrialVGClinicalZEpigeneticsTG2021TGY_TGae 7.7 2

631 pomplexityGofGmodificationGproblemsGforGbestGmatchGgraphsVGTheoreticalZComputerZScienceTG2021TG
ecbTGc_Uea 1.1 5

630 nGworkflowGtoGidentifyGnovelGproteinsGbasedGonGtheGdirectGmappingGofGpeptideUspectrumUmatchesG
toGgenomicGlocationsVGBMCZBioinformaticsTG2021TGZZTGZdd 3.6 2

629 rffectsGofGlifestyleGinterventionsGonGepigeneticGsignaturesGofGliverGfatgGpentralGrandomizedG
controlledGtrialVGLiverZInternationalTG2021TGaYTGZYXYUZYYY 7.9 3

628 zutationalGmechanismsGshapingGtheGcodingGandGnoncodingGgenomeGofGgerminalGcenterGderivedG
oUcellGlymphomasVGLeukemiaTG2021TG_bTGZXXZUZXYc 10.7 3

627 yazyogGfastGandGcheapGgenomeGassemblyVGAlgorithmsZforZMolecularZBiologyTG2021TGYcTGe 1.8 0

626 nlignmentsGofGbiomolecularGcontactGmapsVGInterfaceZFocusTG2021TGYYTGZXZXXXcc 3.9 2

625 —uperbubblesGasGanGempiricalGcharacteristicGofGdirectedGnetworksVGNetworkZScienceTG2021TGfTGafUbe 2.9

624 “roteomicsGrevealsGsexUspecificGheatGshockGresponseGofGoaikalGamphipodGrulimnogammarusG
cyaneusVGScienceZofZtheZTotalZEnvironmentTG2021TGdc_TGYa_XXe 10.2 0

623 uumanzetagenomeqogGaGpublicGrepositoryGofGcuratedGandGstandardizedGmetadataGforGhumanG
metagenomesVGNucleicZAcidsZResearchTG2021TGafTGqda_UqdbX 20.1 4

622 oeyondG“lugGandG“raygGpontextG—ensitivityGandGqesignGofGnrtificialG‘eomycinG–iboswitchesVGRNAZ
BiologyTG2021TGYeTGabdUacd 4.8 2

621 zp“v“YGribonucleaseGcanGbindGandGcleaveGm–‘nGinGUamplifiedGneuroblastomaGcellsVGRNAZBiologyTG
2021TGYeTGYaaUYbc 4.8 4

620 rfficientGnlgorithmsGforGpoUfoldingGofGzultipleG–‘nsVGCommunicationsZinZComputerZandZInformationZ
ScienceTG2021TGYf_UZYa 0.3

(2021-2021)

3



619 putGōertexGTransitGsunctionsGofGuypergraphsVGLectureZNotesZinZComputerZScienceTG2021TGZZZUZ__ 0.9

618 yigandUdependentGt–‘nGprocessingGbyGaGrationallyGdesignedG–‘aseG“GriboswitchVGNucleicZAcidsZ
ResearchTG2021TGafTGYdeaUYeXX 20.1 4

617 oestGzatchGtraphsGwithGoinaryGTreesVGLectureZNotesZinZComputerZScienceTG2021TGeZUf_ 0.9 1

616 pomprehensiveGbenchmarkingGofGsoftwareGforGmappingGwholeGgenomeGbisulfiteGdatagGfromGreadG
alignmentGtoGq‘nGmethylationGanalysisVGBriefingsZinZBioinformaticsTG2021TGZZTG 13.4 3

615 ThermalGreactionGnormsGofGkeyGmetabolicGenzymesGreflectGdivergentGphysiologicalGandGbehavioralG
adaptationsGofGcloselyGrelatedGamphipodGspeciesVGScientificZReportsTG2021TGYYTGabcZ 4.9 4

614 ūeightedGponsensusG—egmentationsVGComputationTG2021TGfTGYd 2.2

613 pompleteGpharacterizationGofGvncorrectG’rthologyGnssignmentsGinGoestGzatchGtraphsVGJournalZofZ
MathematicalZBiologyTG2021TGeZTGZX 2 6

612 uumanGpathwaysGinGanimalGmodelsgGpossibilitiesGandGlimitationsVGNucleicZAcidsZResearchTG2021TGafTGYebfUYedY20.1 7

611 vndirectGidentificationGofGhorizontalGgeneGtransferVGJournalZofZMathematicalZBiologyTG2021TGe_TGYX 2 0

610 “Tr‘GregulatesGadiposeGprogenitorGcellGgrowthTGdifferentiationTGandGreplicativeGagingVGJournalZofZ
BiologicalZChemistryTG2021TGZfdTGYXXfce 5.4 1

609 ueuristicGalgorithmsGforGbestGmatchGgraphGeditingVGAlgorithmsZforZMolecularZBiologyTG2021TGYcTGYf 1.8

608 qifferentGwaysGtoGplayGitGcoolgGTranscriptomicGanalysisGshedsGlightGonGdifferentGactivityGpatternsGofG
threeGamphipodGspeciesGunderGlongUtermGcoldGexposureVGMolecularZEcologyTG2021TG_XTGbd_bUbdbY 5.7 0

607 rpiqiverseGToolkitgGaGpipelineGsuiteGforGtheGanalysisGofGbisulfiteGsequencingGdataGinGecologicalGplantG
epigeneticsVGNARZGenomicsZandZBioinformaticsTG2021TG_TGlqabYXc 3.7 0

606 nreGsplicedGnc–‘nGhostGgenesGdistinctGclassesGofGlnc–‘nslVGTheoryZinZBiosciencesTG2020TGY_fTG_afU_bf 1.3 0

605 vntronicGt–‘nsGofGmitochondrialGoriginGregulateGconstitutiveGandGalternativeGsplicingVGGenomeZ
BiologyTG2020TGZYTGZff 18.3 2

604 nGprobabilisticGversionGofG—ankoffOsGmaximumGparsimonyGalgorithmVGJournalZofZBioinformaticsZandZ
ComputationalZBiologyTG2020TGYeTGZXbXXXa 1 1

603 oestGmatchGgraphsGandGreconciliationGofGgeneGtreesGwithGspeciesGtreesVGJournalZofZMathematicalZ
BiologyTG2020TGeXTGYabfUYafb 2 9

602 nlzheimerUrelatedGgenesGshowGacceleratedGevolutionVGMolecularZPsychiatryTG2020TG 15.1 1
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601 nGguideGtoGnamingGhumanGnonUcodingG–‘nGgenesVGEMBOZJournalTG2020TG_fTGeYX_ddd 13 39

600 qistinctGabdominalGandGglutealGadiposeGtissueGtranscriptomeGsignaturesGareGalteredGbyGexerciseG
trainingGinGnfricanGwomenGwithGobesityVGScientificZReportsTG2020TGYXTGYXZaX 4.9 7

599 teneralizedGsitchGgraphsGvvgG—etsGofGbinaryGrelationsGthatGareGexplainedGbyGedgeUlabeledGtreesVG
DiscreteZAppliedZMathematicsTG2020TGZe_TGafbUbYY 1 3

598 zasterGandGservantgGyv‘pXXYbZGUGaG—TnT_UinducedGlongGnoncodingG–‘nGregulatesG—TnT_GinGaG
positiveGfeedbackGinGhumanGmultipleGmyelomaVGBMCZMedicalZGenomicsTG2020TGY_TGZZ 3.7 7

597 vdentificationGofG–‘nG_´·GendsGandGterminationGsitesGinVGRNAZBiologyTG2020TGYdTGcc_Ucdc 4.8 8

596 “anUcancerGanalysisGofGwholeGgenomesVGNatureTG2020TGbdeTGeZUf_ 50.4 840

595 TerrestrialzetagenomeqogGaGpublicGrepositoryGofGcuratedGandGstandardizedGmetadataGforG
terrestrialGmetagenomesVGNucleicZAcidsZResearchTG2020TGaeTGqcZcUqc_Z 20.1 4

594 pomputationalG—imulationsGforGpyclizationsGpatalyzedGbyG“lantGzonoterpeneG—ynthasesVGLectureZ
NotesZinZComputerZScienceTG2020TGZadUZbe 0.9

593 nntiUpq_G—timulatedGTGpellGTranscriptomeG–evealsG‘ovelGnc–‘nsGandGporrelatesGwithGaG—uppressiveG
“rofileVGLectureZNotesZinZComputerZScienceTG2020TGYeXUYfY 0.9

592 pographGeditinggGzergingGmodulesGisGequivalentGtoGeditingG“_asVGArtZofZDiscreteZandZAppliedZ
MathematicsTG2020TG_TGK“ZVXY 1.5 2

591 –‘nG—econdaryG—tructuresGwithGyimitedGoaseG“airG—pangGrxactGoacktrackingGandGanGnpplicationVG
GenesTG2020TGYZTG 4.2 2

590 oiUalignmentsGasGzodelsGofGvncongruentGrvolutionGofG–‘nG—equenceGandG—econdaryG—tructureVG
LectureZNotesZinZComputerZScienceTG2020TGYbfUYdX 0.9 1

589 y’TTrUseqGPyongGhairpinGoligonucleotideGbasedGt–‘nGhighUthroughputGsequencingQgGspecificG
selectionGofGt–‘nsGwithG_OUppnGendGforGhighUthroughputGsequencingVGRNAZBiologyTG2020TGYdTGZ_U_Z 4.8 7

588 –eciprocalGbestGmatchGgraphsVGJournalZofZMathematicalZBiologyTG2020TGeXTGecbUfb_ 2 9

587
TranscriptomeUlevelGeffectsGofGtheGmodelGorganicGpollutantGphenanthreneGandGitsGsolventGacetoneG
inGthreeGamphipodGspeciesVGComparativeZBiochemistryZandZPhysiologyZPartZD:ZGenomicsZandZ
ProteomicsTG2020TG__TGYXXc_X

2 1

586 pomplexityGofGmodificationGproblemsGforGreciprocalGbestGmatchGgraphsVGTheoreticalZComputerZ
ScienceTG2020TGeXfTG_eaU_f_ 1.1 4

585 rnrichmentGandGidentificationGofGsmallGproteinsGinGaGsimplifiedGhumanGgutGmicrobiomeVGJournalZofZ
ProteomicsTG2020TGZY_TGYX_cXa 3.9 19

584 q‘nGmethylationGsignatureGinGbloodGmirrorsGsuccessfulGweightUlossGduringGlifestyleGinterventionsgG
theGpr‘T–nyGtrialVGGenomeZMedicineTG2020TGYZTGfd 14.4 9

(2020-2020)
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583 ´nusualG’ccurrenceGofGTwoGoonaUsideGppnUnddingGrnzymesGinVGInternationalZJournalZofZMolecularZ
SciencesTG2020TGZYTG 6.3 3

582 rxactUZUrelationGgraphsVGDiscreteZAppliedZMathematicsTG2020TGZebTGZYZUZZc 1 2

581 ponvexityGqeficitGofGoenzenoidsVGCroaticaZChemicaZActaTG2020TGfZTGabdUacc 0.8 2

580 plusteringGvmprovesGtheGtoemansâ��ūilliamsonGnpproximationGforGtheGzaxUputG“roblemVG
ComputationTG2020TGeTGdb 2.2

579 —plicingGrndonucleaseGvsGanGvmportantG“layerGinGr–‘nGandGt–‘nGzaturationGinGnrchaeaVGFrontiersZinZ
MicrobiologyTG2020TGYYTGbfae_e 5.7 3

578 —treetG‘ameGqataGasGaG–eflectionGofGzigrationGandG—ettlementGuistoryVGUrbanZScienceTG2020TGaTGda 2.2

577 nverageGsitnessGqifferencesGonG‘xGyandscapesVGTheoryZinZBiosciencesTG2020TGY_fTGYUd 1.3 3

576 TransitGsetsGofGUpointGcrossoverGoperatorsVGAKCEZInternationalZJournalZofZGraphsZandZCombinatoricsTG
2020TGYdTGbYfUb__ 0.5

575 sromGpairsGofGmostGsimilarGsequencesGtoGphylogeneticGbestGmatchesVGAlgorithmsZforZMolecularZ
BiologyTG2020TGYbTGb 1.8 8

574 —plicingGconservationGsignalsGinGplantGlongGnoncodingG–‘nsVGRnaTG2020TGZcTGdeaUdf_ 5.8 7

573 qevelopmentallyGqrivenGphangesGinGndipogenesisGinGqifferentGsatGqepotsGnreG–elatedGtoG’besityVG
FrontiersZinZEndocrinologyTG2020TGYYTGY_e 5.7 4

572 q–rnzGandG–oGcooperateGtoGinduceGgeneGrepressionGandGcellUcycleGarrestGinGresponseGtoGpb_G
activationVGNucleicZAcidsZResearchTG2019TGadTGfXedUfYX_ 20.1 32

571 nGstreamlinedGprotocolGforGtheGdetectionGofGm–‘nUs–‘nGinteractionsGusingGnzTUcrosslinkingVG
BioTechniquesTG2019TGcdTGYdeUYe_ 2.5 3

570 pomparisonGbetweenGtranscriptomicGresponsesGtoGshortUtermGstressGexposuresGofGaGcommonG
uolarcticGandGendemicGyakeGoaikalGamphipodsVGBMCZGenomicsTG2019TGZXTGdYZ 4.5 10

569 qescriptionGofGstronglyGheatUinducibleGheatGshockGproteinGdXGtranscriptsGfromGoaikalGendemicG
amphipodsVGScientificZReportsTG2019TGfTGefXd 4.9 7

568 oestGmatchGgraphsVGJournalZofZMathematicalZBiologyTG2019TGdeTGZXYbUZXbd 2 14

567 rxplorationGofGtheGchemicalGspaceGandGitsGthreeGhistoricalGregimesVGProceedingsZofZtheZNationalZ
AcademyZofZSciencesZofZtheZUnitedZStatesZofZAmericaTG2019TGYYcTGYZccXUYZccb 11.5 37

566 qirectG—uperbubbleGqetectionVGAlgorithmsTG2019TGYZTGeY 1.8 1
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565 TheG–‘nGworkbenchGZVXgGnextGgenerationG–‘nGdataGanalysisVGNucleicZAcidsZResearchTG2019TGadTGūbYYUūbYb20.1 7

564 rxploringG“lantG—esquiterpeneGqiversityGbyGteneratingGphemicalG‘etworksVGProcessesTG2019TGdTGZaX 2.9 3

563 oigGqataGpompetenceGpenterG—caq—GqresdenWyeipziggG’verviewGandGselectedGresearchGactivitiesVG
DatenbanknSpektrumTG2019TGYfTGbUYc 0.6 2

562 nutomaticGcurationGofGlargeGcomparativeGanimalGzicro–‘nGdatasetsVGBioinformaticsTG2019TG_bTGabb_Uabbf7.2 2

561 –y¯«t¯�gGnetworkUflowGbasedGtranscriptomeGreconstructionVGBMCZBioinformaticsTG2019TGZXTGYfX 3.6 12

560 tenomicGandGtranscriptomicGchangesGcomplementGeachGotherGinGtheGpathogenesisGofGsporadicG
ourkittGlymphomaVGNatureZCommunicationsTG2019TGYXTGYabf 17.4 49

559 ———UtestgGaGnovelGtestGforGdetectingGpositiveGselectionGonG–‘nGsecondaryGstructureVGBMCZ
BioinformaticsTG2019TGZXTGYbY 3.6 7

558 vndicationGofGongoingGamphipodGspeciationGinGyakeGoaikalGbyGgeneticGstructuresGwithinGendemicG
speciesVGBMCZEvolutionaryZBiologyTG2019TGYfTGY_e 3 4

557 teneGexpressionGprofileGofGhumanGTGcellsGfollowingGaGsingleGstimulationGofGperipheralGbloodG
mononuclearGcellsGwithGantiUpq_GantibodiesVGBMCZGenomicsTG2019TGZXTGbf_ 4.5 7

556 —electionG“ressuresGonG–‘nG—equencesGandG—tructuresVGEvolutionaryZBioinformaticsTG2019TGYbTGYYdcf_a_YfedYfYf1.9 5

555 vmprovedGannotationGofGproteinUcodingGgenesGboundariesGinGmetazoanGmitochondrialGgenomesVG
NucleicZAcidsZResearchTG2019TGadTGYXba_UYXbbZ 20.1 70

554 ūithinU“opulationGtenomeG—izeGōariationGisGzediatedGbyGzultipleGtenomicGrlementsGThatG
—egregateGvndependentlyGduringGzeiosisVGGenomeZBiologyZandZEvolutionTG2019TGYYTG_aZaU_a_b 3.9 7

553 tenomeGanalysesGofGaGplacozoanGrickettsialGendosymbiontGshowGaGcombinationGofGmutualisticGandG
parasiticGtraitsVGScientificZReportsTG2019TGfTGYdbcY 4.9 8

552 flowrzzigGanGautomatedGmodelUbasedGclusteringGtoolGforGmicrobialGcytometricGdataVGBMCZ
BioinformaticsTG2019TGZXTGca_ 3.6 10

551 –‘npuzzlergGefficientGouterplanarGdrawingGofG–‘nUsecondaryGstructuresVGBioinformaticsTG2019TG_bTGY_aZUY_af7.2 6

550 –‘ncentralgGaGhubGofGinformationGforGnonUcodingG–‘nGsequencesVGNucleicZAcidsZResearchTG2019TGadTGqZZYUqZZf20.1 90

549 phemicalGTransformationGzotifsUzodellingG“athwaysGasGvntegerGuyperflowsVGIEEEpACMZTransactionsZ
onZComputationalZBiologyZandZBioinformaticsTG2019TGYcTGbYXUbZ_ 3 10

548 qivergentGevolutionGinGtheGgenomesGofGcloselyGrelatedGlacertidsTGyacertaGviridisGandGyVGbilineataTGandG
implicationsGforGspeciationVGGigaScienceTG2019TGeTG 7.6 6

(2019-2019)
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547 ce–‘nsGinGplantsgGcomputationalGapproachesGandGassociatedGchallengesGforGtargetGmimicGresearchVG
BriefingsZinZBioinformaticsTG2018TGYfTGYZd_UYZef 13.4 13

546 vnGvitroGipyv“UbasedGmodelingGuncoversGhowGtheGsplicingGfactorG´ZnsZGreliesGonGregulationGbyG
cofactorsVGGenomeZResearchTG2018TGZeTGcffUdY_ 9.7 43

545
TowardGaGmechanisticGexplanationGofGphenotypicGevolutiongGTheGneedGforGaGtheoryGofGtheoryG
integrationVGJournalZofZExperimentalZZoologyZPartZB:ZMolecularZandZDevelopmentalZEvolutionTG2018TG
__XTGbUYa

1.8 10

544 TheGfungalGsno–‘nomeVGRnaTG2018TGZaTG_aZU_cX 5.8 7

543 teneG“hylogeniesGandG’rthologousGtroupsVGMethodsZinZMolecularZBiologyTG2018TGYdXaTGYUZe 1.4 5

542 pomparativeG–‘nGtenomicsVGMethodsZinZMolecularZBiologyTG2018TGYdXaTG_c_UaXX 1.4 5

541 rxpansionGofGgeneGclustersTGcircularGordersTGandGtheGshortestGuamiltonianGpathGproblemVGJournalZofZ
MathematicalZBiologyTG2018TGddTG_Y_U_aY 2 1

540 nccurateGmappingGofGt–‘nGreadsVGBioinformaticsTG2018TG_aTGYYYcUYYZa 7.2 18

539 TracingGtheGevolutionGofGtheGheterotrimericGtGproteinG˛–GsubunitGinGzetazoaVGBMCZEvolutionaryZ
BiologyTG2018TGYeTGbY 3 6

538 sindingGtheGxGbestGsynthesisGplansVGJournalZofZCheminformaticsTG2018TGYXTGYf 8.6 5

537 “artiallyGyocalGzultiUwayGnlignmentsVGMathematicsZinZComputerZScienceTG2018TGYZTGZXdUZ_a 0.5 4

536 TheG—ierraG“latinumG—erviceGforGgeneratingGpeakUcallsGforGreplicatedGphv“UseqGexperimentsVGBMCZ
ResearchZNotesTG2018TGYYTGbYZ 2.3 2

535 Tr–riblyGqifficultgG—earchingGforGTelomeraseG–‘nsGinG—accharomycetesVGGenesTG2018TGfTG 4.2 8

534 ‘onproteinUpodingG–‘nsGasG–egulatorsGofGqevelopmentGinGTunicatesVGResultsZandZProblemsZinZCellZ
DifferentiationTG2018TGcbTGYfdUZZb 1.4 1

533 poverUrncodingsGofGsitnessGyandscapesVGBulletinZofZMathematicalZBiologyTG2018TGeXTGZYbaUZYdc 2.1

532 TimeUconsistentGreconciliationGmapsGandGforbiddenGtimeGtravelVGAlgorithmsZforZMolecularZBiologyTG
2018TGY_TGZ 1.8 7

531 TrichoplaxGgenomesGrevealGprofoundGadmixtureGandGsuggestGstableGwildGpopulationsGwithoutG
bisexualGreproductionVGScientificZReportsTG2018TGeTGYYYce 4.9 22

530 oeyondGtheG_O´T–GbindingUmicro–‘nUinducedGproteinGtruncationGviaGq‘nGbindingVGOncotargetTG2018
TGfTG_ZebbU_Zecd 3.3 8
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529 nGshortGnoteGonGundirectedGsitchGgraphsVGArtZofZDiscreteZandZAppliedZMathematicsTG2018TGYTGKYVXe 1.5 5

528 TemporalGorderingGofGsubstitutionsGinG–‘nGevolutiongG´ncoveringGtheGstructuralGevolutionGofGtheG
uumanGncceleratedG–egionGYVGJournalZofZTheoreticalZBiologyTG2018TGa_eTGYa_UYbX 2.3 7

527 qetailedGsecondaryGstructureGmodelsGofGinvertebrateGd—xG–‘nsVGRNAZBiologyTG2018TGYbTGYbeUYca 4.8 8

526 vnferringGphylogeneticGtreesGfromGtheGknowledgeGofGrareGevolutionaryGeventsVGJournalZofZ
MathematicalZBiologyTG2018TGdcTGYcZ_UYcb_ 2 5

525 vdentificationGandGcharacterizationGofGnovelGconservedG–‘nGstructuresGinGqrosophilaVGBMCZGenomicsTG
2018TGYfTGeff 4.5 3

524 —uperbubblesGrevisitedVGAlgorithmsZforZMolecularZBiologyTG2018TGY_TGYc 1.8 3

523 —plitUinducingGindelsGinGphylogenomicGanalysisVGAlgorithmsZforZMolecularZBiologyTG2018TGY_TGYZ 1.8 10

522 “atterningGtheGinsectGeyegGsromGstochasticGtoGdeterministicGmechanismsVGPLoSZComputationalZ
BiologyTG2018TGYaTGeYXXc_c_ 5 5

521 pombinedGrxperimentalGandG—ystemUyevelGnnalysesG–evealGtheGpomplexG–egulatoryG‘etworkGofG
mi–UYZaGduringGuumanG‘eurogenesisVGCellZSystemsTG2018TGdTGa_eUabZVee 10.6 25

520 poordinateGsystemsGforGsupergenomesVGAlgorithmsZforZMolecularZBiologyTG2018TGY_TGYb 1.8 8

519 ‘oncodingG–‘nGTranscriptsGduringGqifferentiationGofGvnducedG“luripotentG—temGpellsGintoG
uepatocytesVGStemZCellsZInternationalTG2018TGZXYeTGbcfZeaX 5 3

518 –econstructingGgeneGtreesGfromGsitchOsGxenologyGrelationVGJournalZofZMathematicalZBiologyTG2018TG
ddTGYabfUYafY 2 15

517 zoderateGweatherGextremesGalterGphytoplanktonGdiversityâ��nGmicrocosmGstudyVGFreshwaterZBiology
TG2018TGc_TGYZYYUYZZa 3.1 11

516 —tudyingGlanguageGevolutionGinGtheGageGofGbigGdataVGJournalZofZLanguageZEvolutionTG2018TG_TGfaUYZf 1.4 4

515 “hylogeneticsGbeyondGbiologyVGTheoryZinZBiosciencesTG2018TGY_dTGY__UYa_ 1.3 3

514 TheGcompleteGmitochondrialGgenomeGofGyacertaGbilineataGandGcomparisonGwithGitsGcloselyGrelatedG
congenerGyVGōiridisVGMitochondrialZDNAZPartZA:ZDNAZMappingmZSequencingmZandZAnalysisTG2017TGZeTGYYcUYYe 1.3 5

513 TowardsGaGponsistentTG”uantitativeGrvaluationGofGzicro–‘nGrvolutionVGJournalZofZIntegrativeZ
BioinformaticsTG2017TGYaTG 3.8 2

512 TheG–‘nGworkbenchgGbestGpracticesGforG–‘nGandGhighUthroughputGsequencingGbioinformaticsGinG
talaxyVGNucleicZAcidsZResearchTG2017TGabTGūbcXUūbcc 20.1 33

(2017-2018)
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511 –‘nUbioinformaticsgGToolsTGservicesGandGdatabasesGforGtheGanalysisGofG–‘nUbasedGregulationVGJournalZ
ofZBiotechnologyTG2017TGZcYTGdcUea 3.7 17

510 TheGmathematicsGofGxenologygGdiUcographsTGsymbolicGultrametricsTGZUstructuresGandG
treeUrepresentableGsystemsGofGbinaryGrelationsVGJournalZofZMathematicalZBiologyTG2017TGdbTGYffUZ_d 2 22

509 xeepingGitGcomplicatedgGzitochondrialGgenomeGplasticityGacrossGdiplonemidsVGScientificZReportsTG
2017TGdTGYaYcc 4.9 14

508 —imilarityUoasedG—egmentationGofGzultiUqimensionalG—ignalsVGScientificZReportsTG2017TGdTGYZ_bb 4.9 5

507 rcologicalGplantGepigeneticsgGrvidenceGfromGmodelGandGnonUmodelGspeciesTGandGtheGwayGforwardVG
EcologyZLettersTG2017TGZXTGYbdcUYbfX 10 165

506 –vsearchZgGsuffixGarrayUbasedGlargeUscaleGpredictionGofG–‘nU–‘nGinteractionsGandGsi–‘nGoffUtargetsVG
NucleicZAcidsZResearchTG2017TGabTGecX 20.1 41

505 ´ncoveringGmissingGpiecesgGduplicationGandGdeletionGhistoryGofGarrestinsGinGdeuterostomesVGBMCZ
EvolutionaryZBiologyTG2017TGYdTGYc_ 3 27

504 “artiallyGlocalGthreeUwayGalignmentsGandGtheGsequenceGsignaturesGofGmitochondrialGgenomeG
rearrangementsVGAlgorithmsZforZMolecularZBiologyTG2017TGYZTGZZ 1.8 5

503 TractableG–‘nUligandGinteractionGkineticsVGBMCZBioinformaticsTG2017TGYeTGaZa 3.6 8

502 —z’–rgG—yntenyGzodulatorGofG–epetitiveGrlementsVGLifeTG2017TGdTG 3 1

501 —TnT_UinducedGlongGnoncodingG–‘nsGinGmultipleGmyelomaGcellsGdisplayGdifferentGpropertiesGinG
cancerVGScientificZReportsTG2017TGdTGdfdc 4.9 24

500 nnGintermediateGlevelGofGabstractionGforGcomputationalGsystemsGchemistryVGPhilosophicalZ
TransactionsZSeriesZAmZMathematicalmZPhysicalmZandZEngineeringZSciencesTG2017TG_dbTG 3 5

499 –ecentGadvancesGinG–‘nGfoldingVGJournalZofZBiotechnologyTG2017TGZcYTGfdUYXa 3.7 38

498 qoGgenomeGsizeGdifferencesGwithinGP–otiferaTGzonogonontaQGcauseGreproductiveGbarriersGamongG
geographicGpopulationslVGHydrobiologiaTG2017TGdfcTGbfUdb 2.4 10

497 nccurateGannotationGofGproteinUcodingGgenesGinGmitochondrialGgenomesVGMolecularZPhylogeneticsZ
andZEvolutionTG2017TGYXcTGZXfUZYc 4.1 13

496 rvolutionaryGcluesGinGlnc–‘nsVGWileyZInterdisciplinaryZReviewsZRNATG2017TGeTGeY_dc 9.3 36

495 –‘ncentralgGaGcomprehensiveGdatabaseGofGnonUcodingG–‘nGsequencesVGNucleicZAcidsZResearchTG2017TG
abTGqYZeUqY_a 20.1 119

494 rvolutionGofGsungalG´_Gsno–‘nsgG—tructuralGōariationGandGvntronsVGNonncodingZRNATG2017TG_TG 7.1 1
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493 –areG—pliceGōariantsGinGyongG‘onUpodingG–‘nsVGNonncodingZRNATG2017TG_TG 7.1 5

492 qesignGofGnrtificialG–iboswitchesGasGoiosensorsVGSensorsTG2017TGYdTG 3.8 38

491 nG—upportGōectorGzachineGbasedGmethodGtoGdistinguishGlongGnonUcodingG–‘nsGfromGproteinGcodingG
transcriptsVGBMCZGenomicsTG2017TGYeTGeXa 4.5 31

490 nlgebraicGqynamicG“rogrammingGonGTreesVGAlgorithmsTG2017TGYXTGY_b 1.8 3

489 phemicalGtraphGTransformationGwithG—tereoUvnformationVGLectureZNotesZinZComputerZScienceTG2017TGbaUcf0.9 3

488 npplicabilityGofGaGcomputationalGdesignGapproachGforGsyntheticGriboswitchesVGNucleicZAcidsZResearchTG
2017TGabTGaYXeUaYYf 20.1 37

487 “seudoknotsGinG–‘nGfoldingGlandscapesVGBioinformaticsTG2016TG_ZTGYedUfa 7.2 12

486 rvolutionGofG–‘nUoasedG‘etworksVGCurrentZTopicsZinZMicrobiologyZandZImmunologyTG2016TG_fZTGa_Ubf 3.3 8

485 nssociativityGandG‘onUnssociativityGofG—omeGuypergraphG“roductsVGMathematicsZinZComputerZScience
TG2016TGYXTGaX_UaXe 0.5 0

484 phangesGofGbivalentGchromatinGcoincideGwithGincreasedGexpressionGofGdevelopmentalGgenesGinG
cancerVGScientificZReportsTG2016TGcTG_d_f_ 4.9 64

483 —oundUmeaningGassociationGbiasesGevidencedGacrossGthousandsGofGlanguagesVGProceedingsZofZtheZ
NationalZAcademyZofZSciencesZofZtheZUnitedZStatesZofZAmericaTG2016TGYY_TGYXeYeUZ_ 11.5 194

482 qesignGspecificationsGforGcellularGregulationVGTheoryZinZBiosciencesTG2016TGY_bTGZ_YUZaX 1.3 1

481 “hylogeneticGdistributionGofGplantGsno–‘nGfamiliesVGBMCZGenomicsTG2016TGYdTGfcf 4.5 11

480 nnGupdatedGhumanGsno–‘nomeVGNucleicZAcidsZResearchTG2016TGaaTGbXceUeZ 20.1 141

479 nlgebraicGdynamicGprogrammingGforGmultipleGcontextUfreeGgrammarsVGTheoreticalZComputerZScienceTG
2016TGc_fTGfYUYXf 1.1 6

478 TheGparalogUtoUcontigGassignmentGproblemgGhighGqualityGgeneGmodelsGfromGfragmentedGassembliesVG
AlgorithmsZforZMolecularZBiologyTG2016TGYYTGY 1.8 16

477 TemperatureUresponsiveGinGvitroG–‘nGstructuromeGofGβersiniaGpseudotuberculosisVGProceedingsZofZ
theZNationalZAcademyZofZSciencesZofZtheZUnitedZStatesZofZAmericaTG2016TGYY_TGdZ_dUaZ 11.5 55

476 –‘nGfoldingGwithGhardGandGsoftGconstraintsVGAlgorithmsZforZMolecularZBiologyTG2016TGYYTGe 1.8 53

(2016-2017)
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475 –eadGmappingVGITZnZInformationZTechnologyTG2016TGbeTGYYfUYZb 0.4

474 qualG–‘nUseqGunveilsGnoncodingG–‘nGfunctionsGinGhostUpathogenGinteractionsVGNatureTG2016TGbZfTGafcUbXY50.4 318

473 ´cGsn–‘nGintronGinsertionGoccurredGmultipleGtimesGduringGfungiGevolutionVGRNAZBiologyTG2016TGY_TGYYfUZd4.8 6

472 TheGspottedGgarGgenomeGilluminatesGvertebrateGevolutionGandGfacilitatesGhumanUteleostG
comparisonsVGNatureZGeneticsTG2016TGaeTGaZdU_d 36.3 352

471 metilenegGfastGandGsensitiveGcallingGofGdifferentiallyGmethylatedGregionsGfromGbisulfiteGsequencingG
dataVGGenomeZResearchTG2016TGZcTGZbcUcZ 9.7 159

470 —pectralGclassesGofGregularTGrandomTGandGempiricalGgraphsVGLinearZAlgebraZandZItsZApplicationsTG2016TG
aefTG_XUaf 0.9 11

469 —un“rGdirectedG–‘nGfoldingVGBioinformaticsTG2016TG_ZTGYabUd 7.2 50

468 ’rthologsTGturnUoverTGandGremoldingGofGt–‘nsGinGprimatesGandGfruitGfliesVGBMCZGenomicsTG2016TGYdTGcYd 4.5 12

467 ‘everGrndingGnnalysisGofGaGpenturyG’ldGrvolutionaryGqebategGâ��´nringingâ��GtheG´rmetazoonGoellVG
FrontiersZinZEcologyZandZEvolutionTG2016TGaTG 3.7 14

466 nutomaticGvnferenceGofGtraphGTransformationG–ulesG´singGtheGpyclicG‘atureGofGphemicalG–eactionsVG
LectureZNotesZinZComputerZScienceTG2016TGZXcUZZZ 0.9 2

465 nG—oftwareG“ackageGforGphemicallyGvnspiredGtraphGTransformationVGLectureZNotesZinZComputerZ
ScienceTG2016TGd_Uee 0.9 20

464 nutomatedGdetectionGofGnc–‘nsGinGtheGdraftGgenomeGsequenceGofGaGcolonialGtunicategGtheGcarpetG
seaGsquirtGqidemnumGvexillumVGBMCZGenomicsTG2016TGYdTGcfY 4.5 8

463 qifferentialGtranscriptionalGresponsesGtoGrbolaGandGzarburgGvirusGinfectionGinGbatGandGhumanGcellsVG
ScientificZReportsTG2016TGcTG_abef 4.9 30

462 nlterationsGofGmicro–‘nGandGmicro–‘nUregulatedGmessengerG–‘nGexpressionGinGgerminalGcenterG
oUcellGlymphomasGdeterminedGbyGintegrativeGsequencingGanalysisVGHaematologicaTG2016TGYXYTGY_eXUY_ef 6.6 31

461 nssessingGtreennessGofGphemicalG–eactionsGandG—ynthesisG“lansGthroughG“oseticGyandscapesVGACSZ
SustainableZChemistryZandZEngineeringTG2016TGaTGZYfYUZYff 8.3 4

460 “revalentGandGdistinctGspliceosomalG_OUendGprocessingGmechanismsGforGfungalGtelomeraseG–‘nVG
NatureZCommunicationsTG2015TGcTGcYXb 17.4 18

459 xiwiGgenomeGprovidesGinsightsGintoGevolutionGofGaGnocturnalGlifestyleVGGenomeZBiologyTG2015TGYcTGYad 18.3 52

458 ThirdG–eportGonGphickenGtenesGandGphromosomesGZXYbVGCytogeneticZandZGenomeZResearchTG2015TG
YabTGdeUYdf 1.9 57

Peter F F Stadler

12



457 nGsimpleGdataUadaptiveGprobabilisticGvariantGcallingGmodelVGAlgorithmsZforZMolecularZBiologyTG2015TG
YXTGYX 1.8 2

456 pomparisonGofGspliceGsitesGrevealsGthatGlongGnoncodingG–‘nsGareGevolutionarilyGwellGconservedVGRnaTG
2015TGZYTGeXYUYZ 5.8 66

455 qesignGcriteriaGforGsyntheticGriboswitchesGactingGonGtranscriptionVGRNAZBiologyTG2015TGYZTGZZYU_Y 4.8 33

454 q‘nGmethylomeGanalysisGinGourkittGandGfollicularGlymphomasGidentifiesGdifferentiallyGmethylatedG
regionsGlinkedGtoGsomaticGmutationGandGtranscriptionalGcontrolVGNatureZGeneticsTG2015TGadTGY_YcUY_Zb 36.3 101

453 rvolutionGofGtheGunsplicedGtranscriptomeVGBMCZEvolutionaryZBiologyTG2015TGYbTGYcc 3 6

452 xnowledgeUbasedGreasoningGtoGannotateGnoncodingG–‘nGusingGmultiUagentGsystemVGJournalZofZ
BioinformaticsZandZComputationalZBiologyTG2015TGY_TGYbbXXZY 1

451 TowardsGaGcomprehensiveGpictureGofGalloacceptorGt–‘nGremoldingGinGmetazoanGmitochondrialG
genomesVGNucleicZAcidsZResearchTG2015TGa_TGeXaaUbc 20.1 16

450
zv‘p–GisGaGzβpUinducedGlnc–‘nGableGtoGmodulateGzβpOsGtranscriptionalGnetworkGinGourkittG
lymphomaGcellsVGProceedingsZofZtheZNationalZAcademyZofZSciencesZofZtheZUnitedZStatesZofZAmericaTG
2015TGYYZTGrbZcYUdX

11.5 75

449 TheGtridG“ropertyGandG“roductUyikeGuypergraphsVGGraphsZandZCombinatoricsTG2015TG_YTGdbdUddX 0.5

448 nlgebraicGqynamicG“rogrammingGoverGgeneralGdataGstructuresVGBMCZBioinformaticsTG2015TGYcG—upplG
YfTG—Z 3.6 10

447 vnGsilicoG—upportGforGrschenmoserâ��sGtlyoxylateG—cenarioVGIsraelZJournalZofZChemistryTG2015TGbbTGfYfUf__ 3.4 8

446 ´nusualG‘ovelG—no–‘nUyikeG–‘nsGinGqrosophilaGmelanogasterVGNonncodingZRNATG2015TGYTGY_fUYbX 7.1 3

445 ponservationGandGlossesGofGnonUcodingG–‘nsGinGavianGgenomesVGPLoSZONETG2015TGYXTGeXYZYdfd 3.7 14

444 —pidersGcanGbeG–ecognizedGbyGpountingGTheirGyegsVGMathematicsZinZComputerZScienceTG2015TGfTGa_dUaaY 0.5

443 TheGrxpansionGofGnnimalGzicro–‘nGsamiliesG–evisitedVGLifeTG2015TGbTGfXbUZX 3 36

442 ’ptimizingG–‘nGstructuresGbyGsequenceGextensionsGusingG–‘ncopVGNucleicZAcidsZResearchTG2015TGa_TGeY_bUab20.1 4

441 “roductGtrammarsGforGnlignmentGandGsoldingVGIEEEpACMZTransactionsZonZComputationalZBiologyZandZ
BioinformaticsTG2015TGYZTGbXdUYf 3 9

440 TheGrelativityGofGbiologicalGfunctionVGTheoryZinZBiosciencesTG2015TGY_aTGYa_Ud 1.3 12

(2015-2015)
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439 TheGancestorGofGmodernGuolozoaGacquiredGtheGppnUaddingGenzymeGfromGnlphaproteobacteriaGbyG
horizontalGgeneGtransferVGNucleicZAcidsZResearchTG2015TGa_TGcd_fUac 20.1 10

438 ponnectivityG—pacesVGMathematicsZinZComputerZScienceTG2015TGfTGaXfUa_c 0.5 1

437 qesignGofGtranscriptionGregulatingGriboswitchesVGMethodsZinZEnzymologyTG2015TGbbXTGYUZZ 1.7 6

436 qevelopmentallyGregulatedGexpressionGandGexpressionGstrategiesGofGqrosophilaGsno–‘nsVGInsectZ
BiochemistryZandZMolecularZBiologyTG2015TGcYTGcfUde 4.5 6

435 “hylogenomicsGwithGparalogsVGProceedingsZofZtheZNationalZAcademyZofZSciencesZofZtheZUnitedZStatesZ
ofZAmericaTG2015TGYYZTGZXbeUc_ 11.5 60

434 vndicationsGforGpotentialGparentUofUoriginGeffectsGwithinGtheGsT’GgeneVGPLoSZONETG2015TGYXTGeXYYfZXc 3.7 6

433 “rocessedG—mallG–‘nsGinGnrchaeaGandGouoGrlementsVGGenomicsZandZComputationalZBiologyTG2015TGYTGYe 2

432 teneralizedGTopologiesgGuypergraphsTGphemicalG–eactionsTGandGoiologicalGrvolutionG2015TG_XXU_Ze 2

431 vdentificationGofGolutTGaG‘ovelGyongU‘oncodingG–‘nGqifferentiallyGrxpressedGinGourkittGyymphomaVG
BloodTG2015TGYZcTG_edbU_edb 2.2

430 nGfirstGglimpseGatGtheGgenomeGofGtheGoaikalianGamphipodGrulimnogammarusGverrucosusVGJournalZofZ
ExperimentalZZoologyZPartZB:ZMolecularZandZDevelopmentalZEvolutionTG2014TG_ZZTGYddUef 1.8 18

429 ´niqueGsquareGpropertyTGequitableGpartitionsTGandGproductUlikeGgraphsVGDiscreteZMathematicsTG2014TG
_ZXTGfZUYX_ 0.7 2

428 phallengesGinG–‘nGvirusGbioinformaticsVGBioinformaticsTG2014TG_XTGYdf_Uf 7.2 34

427 oiologicalGevidenceGforGtheGworldOsGsmallestGt–‘nsVGBiochimieTG2014TGYXXTGYbYUe 4.6 43

426 TheGgenomeGofGtheGrecentlyGdomesticatedGcropGplantGsugarGbeetGPoetaGvulgarisQVGNatureTG2014TGbXbTGbacUf50.4 365

425 zatchingGofG—oulmatesgGcoevolutionGofGsno–‘nsGandGtheirGtargetsVGMolecularZBiologyZandZEvolutionTG
2014TG_YTGabbUcd 8.3 36

424 TheGcoilinGinteractomeGidentifiesGhundredsGofGsmallGnoncodingG–‘nsGthatGtrafficGthroughGpajalG
bodiesVGMolecularZCellTG2014TGbcTG_efU_ff 17.6 67

423 —tructuredG–‘nsGandGsyntenyGregionsGinGtheGpigGgenomeVGBMCZGenomicsTG2014TGYbTGabf 4.5 17

422 nGmultiUsplitGmappingGalgorithmGforGcircularG–‘nTGsplicingTGtransUsplicingGandGfusionGdetectionVG
GenomeZBiologyTG2014TGYbTG–_a 18.3 188
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421 yackingGalignmentslGTheGnextUgenerationGsequencingGmapperGsegemehlGrevisitedVGBioinformaticsTG
2014TG_XTGYe_dUa_ 7.2 63

420 T——n–gGT——GannotationGregimeGforGd–‘nUseqGdataVGBMCZBioinformaticsTG2014TGYbTGef 3.6 38

419 —imulationGofGgeneGfamilyGhistoriesVGBMCZBioinformaticsTG2014TGYbTG 3.6 2

418 tpGskewGandGmitochondrialGoriginsGofGreplicationVGMitochondrionTG2014TGYdTGbcUcc 4.9 22

417 nGprioriGassessmentGofGdataGqualityGinGmolecularGphylogeneticsVGAlgorithmsZforZMolecularZBiologyTG
2014TGfTG 1.8 11

416 qraftGtenomeG—equenceGofGsTfTGaG‘ovelGoacillusGcereusG—trainGvsolatedGfromGaGorazilianGThermalG
—pringVGGenomeZAnnouncementsTG2014TGZTG 1

415 tenericGstrategiesGforGchemicalGspaceGexplorationVGInternationalZJournalZofZComputationalZBiologyZ
andZDrugZDesignTG2014TGdTGZZbUbe 0.4 17

414 ’rthologyGdetectionGcombiningGclusteringGandGsyntenyGforGveryGlargeGdatasetsVGPLoSZONETG2014TGfTGeYXbXYb3.7 62

413 ntomGmappingGwithGconstraintGprogrammingVGAlgorithmsZforZMolecularZBiologyTG2014TGfTGZ_ 1.8 10

412 oioinformaticsGofGprokaryoticG–‘nsVGRNAZBiologyTG2014TGYYTGadXUe_ 4.8 8

411 plantqn–v’gGwebGbasedGquantitativeGandGqualitativeGanalysisGofGsmallG–‘nUseqGdataGinGplantsVG
FrontiersZinZPlantZScienceTG2014TGbTGdXe 6.2 19

410 ZZGpomputationalGmethodsGforGtheGanalysisGofGmitochondrialGgenomeGrearrangementsG2014TGbYbUb_X 3

409 ZbGzolecularGmorphologygGuigherGorderGcharactersGderivableGfromGsequenceGinformationG2014TGbafUbcZ 4

408 ntypicalG–‘nsGinGtheGcoelacanthGtranscriptomeVGJournalZofZExperimentalZZoologyZPartZB:ZMolecularZ
andZDevelopmentalZEvolutionTG2014TG_ZZTG_aZUbY 1.8 17

407 sno—tripgGaGsno–‘nGannotationGpipelineVGBioinformaticsTG2014TG_XTGYYbUc 7.2 21

406 pomparativeGgenomicsGrevealsGinsightsGintoGavianGgenomeGevolutionGandGadaptationVGScienceTG2014TG
_acTGY_YYUZX 33.3 628

405 oasinGuoppingGtraphgGaGcomputationalGframeworkGtoGcharacterizeG–‘nGfoldingGlandscapesVG
BioinformaticsTG2014TG_XTGZXXfUYd 7.2 25

404 uomologyG—earchGforG—mallG—tructuredG‘onUcodingG–‘nsG2014TGcYfUc_Z

(2014-2014)
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403 traphUdistanceGdistributionGofGtheGooltzmannGensembleGofG–‘nGsecondaryGstructuresVGAlgorithmsZ
forZMolecularZBiologyTG2014TGfTGYf 1.8

402 TheGpu–GsitegGdefinitionGandGgenomeUwideGidentificationGofGaGcellGcycleGtranscriptionalGelementVG
NucleicZAcidsZResearchTG2014TGaZTGYX__YUbX 20.1 60

401 pellGcycleTGoncogenicGandGtumorGsuppressorGpathwaysGregulateGnumerousGlongGandGmacroG
nonUproteinUcodingG–‘nsVGGenomeZBiologyTG2014TGYbTG–ae 18.3 30

400 ponvexGcycleGbasesVGArsZMathematicaZContemporaneaTG2014TGdTGYZ_UYaX 1.5 4

399 plassUspecificGpredictionGofGnc–‘nsVGMethodsZinZMolecularZBiologyTG2014TGYXfdTGYffUZY_ 1.4 10

398 pomputationalGpredictionGofGmicro–‘nGgenesVGMethodsZinZMolecularZBiologyTG2014TGYXfdTGa_dUbc 1.4 15

397 bXG—hadesGofG–uleGpompositionVGLectureZNotesZinZComputerZScienceTG2014TGYYdUY_b 0.9 8

396 qynamicG“rogrammingGforG—etGqataGTypesVGLectureZNotesZinZComputerZScienceTG2014TGbdUca 0.9 4

395 –uggedGandGrlementaryGyandscapesVGNaturalZComputingZSeriesTG2014TGaYUcY 2.5 5

394 teometryGandGpoarseUtrainedG–epresentationsGofGyandscapesVGEmergencemZComplexityZandZ
ComputationTG2014TGYb_UYdc 0.1 4

393 nGpommonGsrameworkGforGyinearGandGpyclicGzultipleG—equenceGnlignmentG“roblemsVGLectureZNotesZ
inZComputerZScienceTG2014TGY_bUYad 0.9 1

392 tenomeUūideGvdentificationGofG‘onUcodingG–‘nsGinGxomagatellaGpastorisGstrVGt—YYbVGLectureZNotesZ
inZComputerZScienceTG2014TGYYbUYZZ 0.9

391 yocn–‘nscangGvncorporatingGthermodynamicGstabilityGinGsequenceGandGstructureUbasedG–‘nG
homologyGsearchVGAlgorithmsZforZMolecularZBiologyTG2013TGeTGYa 1.8 11

390 phromatinGcomputationgGepigeneticGinheritanceGasGaGpatternGreconstructionGproblemVGJournalZofZ
TheoreticalZBiologyTG2013TG__cTGcYUda 2.3 7

389 TheGcorrelationGofGgenomeGsizeGandGq‘nGmethylationGrateGinGmetazoansVGTheoryZinZBiosciencesTG2013
TGY_ZTGadUcX 1.3 31

388 ’rthologyGrelationsTGsymbolicGultrametricsTGandGcographsVGJournalZofZMathematicalZBiologyTG2013TG
ccTG_ffUaZX 2 53

387 zitochondrialGtenomeGrvolutionG2013TG 1

386 vdentificationGofGpurpleGseaGurchinGtelomeraseG–‘nGusingGaGnextUgenerationGsequencingGbasedG
approachVGRnaTG2013TGYfTGebZUcX 5.8 11
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385 ’nGtheGpomplexityGofG–econstructingGphemicalG–eactionG‘etworksVGMathematicsZinZComputerZ
ScienceTG2013TGdTGZdbUZfZ 0.5 1

384 vnferringGchemicalGreactionGpatternsGusingGruleGcompositionGinGgraphGgrammarsVGJournalZofZSystemsZ
ChemistryTG2013TGaTGa 19

383 nc–‘nUngentsgGnGzultiagentG—ystemGforG‘onUcodingG–‘nGnnnotationVGLectureZNotesZinZComputerZ
ScienceTG2013TGY_cUYad 0.9

382 ZqGmeetsGatgGtUquadruplexesGinG–‘nGsecondaryGstructureGpredictionVGIEEEpACMZTransactionsZonZ
ComputationalZBiologyZandZBioinformaticsTG2013TGYXTGe_ZUaa 3 31

381 qicerUprocessedGsmallG–‘nsgGrulesGandGexceptionsVGJournalZofZExperimentalZZoologyZPartZB:Z
MolecularZandZDevelopmentalZEvolutionTG2013TG_ZXTG_bUac 1.8 49

380 pomputationalGbiologyGofG–‘nGinteractionsVGWileyZInterdisciplinaryZReviewsZRNATG2013TGaTGYXdUZX 9.3 21

379 teneticGaspectsGofGmitochondrialGgenomeGevolutionVGMolecularZPhylogeneticsZandZEvolutionTG2013TG
cfTG_ZeU_e 4.1 154

378 oioinformaticsGmethodsGforGtheGcomparativeGanalysisGofGmetazoanGmitochondrialGgenomeG
sequencesVGMolecularZPhylogeneticsZandZEvolutionTG2013TGcfTG_ZXUd 4.1 24

377 TheGnfricanGcoelacanthGgenomeGprovidesGinsightsGintoGtetrapodGevolutionVGNatureTG2013TGafcTG_YYUc 50.4 488

376 zappingGtheG–‘nU—eqGtrashGbingGunusualGtranscriptsGinGprokaryoticGtranscriptomeGsequencingGdataVG
RNAZBiologyTG2013TGYXTGYZXaUYX 4.8 11

375 nGcomprehensiveGanalysisGofGbilaterianGmitochondrialGgenomesGandGphylogenyVGMolecularZ
PhylogeneticsZandZEvolutionTG2013TGcfTG_bZUca 4.1 140

374 vdentificationGofGnewGproteinGcodingGsequencesGandGsignalGpeptidaseGcleavageGsitesGofGuelicobacterG
pyloriGstrainGZccfbGbyGproteogenomicsVGJournalZofZProteomicsTG2013TGecTGZdUaZ 3.9 32

373 zvT’—gGimprovedGdeGnovoGmetazoanGmitochondrialGgenomeGannotationVGMolecularZPhylogeneticsZ
andZEvolutionTG2013TGcfTG_Y_Uf 4.1 2362

372 TheGduckGgenomeGandGtranscriptomeGprovideGinsightGintoGanGavianGinfluenzaGvirusGreservoirGspeciesVG
NatureZGeneticsTG2013TGabTGddcUde_ 36.3 240

371 ‘earGintronGpairsGandGtheGmetazoanGtreeVGMolecularZPhylogeneticsZandZEvolutionTG2013TGccTGeYYUZ_ 4.1 9

370 ‘avigatingGtheGphemicalG—paceGofGup‘G“olymerizationGandGuydrolysisgGtuidingGtraphGtrammarsGbyG
zassG—pectrometryGqataVGEntropyTG2013TGYbTGaXccUaXe_ 2.8 23

369 nluGelementsGinGn‘–vyGnonUcodingG–‘nGatGchromosomeGfpZYGmodulateGatherogenicGcellGfunctionsG
throughGtransUregulationGofGgeneGnetworksVGPLoSZGeneticsTG2013TGfTGeYXX_bee 6 272

368 ūidespreadGpurifyingGselectionGonG–‘nGstructureGinGmammalsVGNucleicZAcidsZResearchTG2013TGaYTGeZZXU_c 20.1 126

(2013-2013)
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367 TheGcommonGancestralGcoreGofGvertebrateGandGfungalGtelomeraseG–‘nsVGNucleicZAcidsZResearchTG
2013TGaYTGabXUcZ 20.1 60

366 TranslationGinGzammalianGzitochondriagG’rderGandGqisorderGyinkedGtoGt–‘nsGandGnminoacylUt–‘nG
—ynthetasesG2013TGbbUe_ 2

365 qeGnovoGdesignGofGaGsyntheticGriboswitchGthatGregulatesGtranscriptionGterminationVGNucleicZAcidsZ
ResearchTG2013TGaYTGZbaYUbY 20.1 131

364 –‘nsnpgGefficientGdetectionGofGlocalG–‘nGsecondaryGstructureGchangesGinducedGbyG—‘“sVGHumanZ
MutationTG2013TG_aTGbacUbc 4.7 90

363 pomputationalGdesignGofG–‘nsGwithGcomplexGenergyGlandscapesVGBiopolymersTG2013TGffTGYYZaU_c 2.2 22

362 TheG–‘nsnpGwebGservergGpredictingG—‘“GeffectsGonGlocalG–‘nGsecondaryGstructureVGNucleicZAcidsZ
ResearchTG2013TGaYTGūadbUf 20.1 91

361 TheGTroubleGwithGyongU–angeGoaseG“airsGinG–‘nGsoldingVGLectureZNotesZinZComputerZScienceTG2013TGYUYY 0.9 3

360 ntomGzappingGwithGponstraintG“rogrammingVGLectureZNotesZinZComputerZScienceTG2013TGeXbUeZZ 0.9 2

359 qistributionGofGtraphUqistancesGinGooltzmannGrnsemblesGofG–‘nG—econdaryG—tructuresVGLectureZ
NotesZinZComputerZScienceTG2013TGYYZUYZb 0.9 1

358 uowGtoGzultiplyGqynamicG“rogrammingGnlgorithmsVGLectureZNotesZinZComputerZScienceTG2013TGeZUf_ 0.9 3

357 vnUqepthGmi–‘nG“rofilingG’fGterminalGpenterGqerivedGoUpellGyymphomasGoyG‘extGtenerationG
—equencinggGnG–eportGsromGTheGtermanGvcgcUzmmlU—eqG“rojectVGBloodTG2013TGYZZTGZbXXUZbXX 2.2 1

356 qiagonalizedGpartesianGproductsGofGVGDiscreteZMathematicsTG2012TG_YZTGdaUeX 0.7 3

355 —ymmetricGcircularGmatchingsGandG–‘nGfoldingVGDiscreteZMathematicsTG2012TG_YZTGYXXUYYZ 0.7 6

354 TheGpartesianGproductGofGhypergraphsVGJournalZofZGraphZTheoryTG2012TGdXTGYeXUYfc 0.8 7

353 zaximizingGoutputGandGrecognizingGautocatalysisGinGchemicalGreactionGnetworksGisG‘“UcompleteVG
JournalZofZSystemsZChemistryTG2012TG_TGY 19

352 nnalysesGofGpigGgenomesGprovideGinsightGintoGporcineGdemographyGandGevolutionVGNatureTG2012TG
afYTG_f_Ue 50.4 928

351 tenomicGandGmorphologicalGevidenceGconvergeGtoGresolveGtheGenigmaGofG—trepsipteraVGCurrentZ
BiologyTG2012TGZZTGY_XfUY_ 6.3 117

350 –ecurrentGmutationGofGtheGvq_GgeneGinGourkittGlymphomaGidentifiedGbyGintegratedGgenomeTGexomeG
andGtranscriptomeGsequencingVGNatureZGeneticsTG2012TGaaTGY_YcUZX 36.3 317
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349 sromGeventUlabeledGgeneGtreesGtoGspeciesGtreesVGBMCZBioinformaticsTG2012TGY_TG 3.6 28

348 yandscapeGencodingsGenhanceGoptimizationVGPLoSZONETG2012TGdTGe_adeX 3.7 7

347 plusteringGrfamGYXVYgGclansTGfamiliesTGandGclassesVGGenesTG2012TG_TG_deUfX 4.2 3

346 —tructureGofGtransferG–‘nsgGsimilarityGandGvariabilityVGWileyZInterdisciplinaryZReviewsZRNATG2012TG_TG_dUcY 9.3 105

345 sastGandGsensitiveGmappingGofGbisulfiteUtreatedGsequencingGdataVGBioinformaticsTG2012TGZeTGYcfeUdXa 7.2 35

344 nG—urveyGonGuypergraphG“roductsVGMathematicsZinZComputerZScienceTG2012TGcTGYU_Z 0.5 12

343 uiddenGtreasuresGinGunsplicedGr—TGdataVGTheoryZinZBiosciencesTG2012TGY_YTGafUbd 1.3 4

342 tenomeUwideGtranscriptomeGanalysisGofGtheGplantGpathogenGαanthomonasGidentifiesGs–‘nsGwithG
putativeGvirulenceGfunctionsVGNucleicZAcidsZResearchTG2012TGaXTGZXZXU_Y 20.1 81

341 deepolocknligngGaGtoolGforGaligningG–‘nUseqGprofilesGofGreadGblockGpatternsVGBioinformaticsTG2012TG
ZeTGYdUZa 7.2 16

340
vmprovedGsystematicGt–‘nGgeneGannotationGallowsGnewGinsightsGintoGtheGevolutionGofGmitochondrialG
t–‘nGstructuresGandGintoGtheGmechanismsGofGmitochondrialGgenomeGrearrangementsVGNucleicZAcidsZ
ResearchTG2012TGaXTGZe__Uab

20.1 145

339 nGōisualGprossUqatabaseGpomparisonGofGzetabolicG‘etworksVGLectureZNotesZinZComputerZScienceTG
2012TGcdeUced 0.9

338 yocn–‘nU“gGaccurateGboundaryGpredictionGandGimprovedGdetectionGofGstructuralG–‘nsVGRnaTG2012TG
YeTGfXXUYa 5.8 221

337 nrmlessGmitochondrialGt–‘nsGinGrnopleaGP‘ematodaQVGRNAZBiologyTG2012TGfTGYYcYUc 4.8 44

336 rvolutionGofGtheGletUdGmicro–‘nGfamilyVGRNAZBiologyTG2012TGfTGZ_YUaY 4.8 77

335 –‘nGfoldingGwithGsoftGconstraintsgGreconciliationGofGprobingGdataGandGthermodynamicGsecondaryG
structureGpredictionVGNucleicZAcidsZResearchTG2012TGaXTGaZcYUdZ 20.1 84

334 nddendumgGtopologyGandGpredictionGofG–‘nGpseudoknotsVGBioinformaticsTG2012TGZeTG_XX 7.2 1

333 phromatinGmeasurementsGrevealGcontributionsGofGsynthesisGandGdecayGtoGsteadyUstateGm–‘nGlevelsVG
MolecularZSystemsZBiologyTG2012TGeTGbf_ 12.2 38

332 –‘nGsoldingGnlgorithmsGwithGtU”uadruplexesVGLectureZNotesZinZComputerZScienceTG2012TGafUcX 0.9 6

(2012-2012)
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331 zicro–‘nGorG‘otGzicro–‘nlVGLectureZNotesZinZComputerZScienceTG2011TGYUf 0.9 9

330 TracesGofGpostUtranscriptionalG–‘nGmodificationsGinGdeepGsequencingGdataVGBiologicalZChemistryTG
2011TG_fZTG_XbUY_ 4.5 44

329 TheGuseGandGabuseGofGUomesVGMethodsZinZMolecularZBiologyTG2011TGdYfTGYd_Ufc 1.4 6

328 “roteinUcodingGstructuredG–‘nsgGnGcomputationalGsurveyGofGconservedG–‘nGsecondaryGstructuresG
overlappingGcodingGregionsGinGdrosophilidsVGBiochimieTG2011TGf_TGZXYfUZ_ 4.6 8

327 –‘nGinteractionsVGAdvancesZinZExperimentalZMedicineZandZBiologyTG2011TGdZZTGZXU_e 3.6 6

326 zolecularGevolutionGofGtheGnonUcodingGeosinophilGgranuleGontogenyGtranscriptVGFrontiersZinZGeneticsTG
2011TGZTGcf 4.5 11

325 rvolutionGandGquantitativeGcomparisonGofGgenomeUwideGproteinGdomainGdistributionsVGGenesTG2011TG
ZTGfYZUZa 4.2 4

324 nG“ipelineGforGpomputationalGuistoricalGyinguisticsVGLanguageZDynamicsZandZChangeTG2011TGYTGefUYZd 0.4 26

323 qeletionGanalysisGofGtheG_OGlongGterminalGrepeatGsequenceGofGplantGretrotransposonGTtoYGidentifiesG
YZbGbaseGpairsGredundancyGasGsufficientGforGfirstGstrandGtransferVGVirologyTG2011TGaYZTGdbUeZ 3.6 1

322 “roteinorthogGdetectionGofGPcoUQorthologsGinGlargeUscaleGanalysisVGBMCZBioinformaticsTG2011TGYZTGYZa 3.6 720

321 ōienna–‘nG“ackageGZVXVGAlgorithmsZforZMolecularZBiologyTG2011TGcTGZc 1.8 2351

320
IuypothesisGforGtheGmodernG–‘nGworldIgGaGpervasiveGnonUcodingG–‘nUbasedGgeneticGregulationGisGaG
prerequisiteGforGtheGemergenceGofGmulticellularGcomplexityVGOriginsZofZLifeZandZEvolutionZofZ
BiospheresTG2011TGaYTGbedUcXd

1.5 20

319 TheGchallengesGandGscopeGofGtheoreticalGbiologyVGJournalZofZTheoreticalZBiologyTG2011TGZdcTGZcfUdc 2.3 38

318 sastGlocalGfragmentGchainingGusingGsumUofUpairGgapGcostsVGAlgorithmsZforZMolecularZBiologyTG2011TGcTGa 1.8 7

317
TheGenigmaticGmitochondrialGgenomeGofG–habdopleuraGcompactaGP“terobranchiaQGrevealsGinsightsG
intoGselectionGofGanGefficientGt–‘nGsystemGandGsupportsGmonophylyGofGnmbulacrariaVGBMCZ
EvolutionaryZBiologyTG2011TGYYTGY_a

3 13

316 tenomeGsizeGevolutionGatGtheGspeciationGlevelgGtheGcrypticGspeciesGcomplexGorachionusGplicatilisG
P–otiferaQVGBMCZEvolutionaryZBiologyTG2011TGYYTGfX 3 35

315
uoxGclustersGofGtheGbichirGPnctinopterygiiTG“olypterusGsenegalusQGhighlightGuniqueGpatternsGofG
sequenceGevolutionGinGgnathostomeGphylogenyVGJournalZofZExperimentalZZoologyZPartZB:ZMolecularZ
andZDevelopmentalZEvolutionTG2011TG_YcTGabYUca

1.8 12

314 qn–v’gGaGnc–‘nGdetectionGandGanalysisGtoolGforGnextUgenerationGsequencingGexperimentsVGNucleicZ
AcidsZResearchTG2011TG_fTGūYYZUd 20.1 68
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313 vnGsilicoGevolutionGofGearlyGmetabolismVGArtificialZLifeTG2011TGYdTGedUYXe 1.4 8

312 “yrαβgGefficientGtargetGpredictionGforGboxGpWqGsno–‘nsVGBioinformaticsTG2011TGZdTGZdfUeX 7.2 37

311 nnimalGsno–‘nsGandGsca–‘nsGwithGexceptionalGstructuresVGRNAZBiologyTG2011TGeTGf_eUac 4.8 27

310 –‘ncodegGrobustGdiscriminationGofGcodingGandGnoncodingGregionsGinGcomparativeGsequenceGdataVG
RnaTG2011TGYdTGbdeUfa 5.8 131

309 TopologyGandGpredictionGofG–‘nGpseudoknotsVGBioinformaticsTG2011TGZdTGYXdcUeb 7.2 90

308 –‘ncentralgGnGvisionGforGanGinternationalGdatabaseGofG–‘nGsequencesVGRnaTG2011TGYdTGYfaYUc 5.8 54

307 TheGrealityGofGpervasiveGtranscriptionVGPLoSZBiologyTG2011TGfTGeYXXXcZbhGdiscussionGeYXXYYXZ 9.7 325

306 sastGaccessibilityUbasedGpredictionGofG–‘nU–‘nGinteractionsVGBioinformaticsTG2011TGZdTGYf_aUaX 7.2 39

305 nGfoldingGalgorithmGforGextendedG–‘nGsecondaryGstructuresVGBioinformaticsTG2011TGZdTGiYZfU_c 7.2 46

304 maxnlikegGmaximumGlikelihoodUbasedGsequenceGreconstructionGwithGapplicationGtoGimprovedGprimerG
designGforGunknownGsequencesVGBioinformaticsTG2011TGZdTG_YdUZb 7.2 25

303 pomputationalGdiscoveryGofGhumanGcodingGandGnonUcodingGtranscriptsGwithGconservedGspliceGsitesVG
BioinformaticsTG2011TGZdTGYefaUfXX 7.2 22

302 –‘npredatorgGfastGaccessibilityUbasedGpredictionGofGs–‘nGtargetsVGNucleicZAcidsZResearchTG2011TG_fTGūYafUba20.1 95

301 “hylogeneticGsootprintingGandGponsistentG—etsGofGyocalGnligmentsVGLectureZNotesZinZComputerZ
ScienceTG2011TGYYeUY_Y 0.9 3

300 TheGprimaryGtranscriptomeGofGtheGmajorGhumanGpathogenGuelicobacterGpyloriVGNatureTG2010TGacaTGZbXUb 50.4 891

299 oarzapgG–‘nGfoldingGonGdynamicGenergyGlandscapesVGRnaTG2010TGYcTGY_XeUYc 5.8 42

298
pompleteGu’αGclusterGcharacterizationGofGtheGcoelacanthGprovidesGfurtherGevidenceGforGslowG
evolutionGofGitsGgenomeVGProceedingsZofZtheZNationalZAcademyZofZSciencesZofZtheZUnitedZStatesZofZ
AmericaTG2010TGYXdTG_cZZUd

11.5 55

297 –‘nsnoopgGefficientGtargetGpredictionGforGuWnpnGsno–‘nsVGBioinformaticsTG2010TGZcTGcYXUc 7.2 41

296 TemperatureUdependentGstructuralGvariabilityGofG–‘nsgGsplicedGleaderG–‘nsGandGtheirGevolutionaryG
historyVGJournalZofZBioinformaticsZandZComputationalZBiologyTG2010TGeTGYUYd 1 7

(2010-2011)
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295 zultiUplatformGnextUgenerationGsequencingGofGtheGdomesticGturkeyGPzeleagrisGgallopavoQgGgenomeG
assemblyGandGanalysisVGPLoSZBiologyTG2010TGeTGeYXXXadb 9.7 311

294 nGnovelGfamilyGofGplasmidUtransferredGantiUsenseGnc–‘nsVGRNAZBiologyTG2010TGdTGYZXUa 4.8 16

293 TargetGpredictionGandGaGstatisticalGsamplingGalgorithmGforG–‘nU–‘nGinteractionVGBioinformaticsTG
2010TGZcTGYdbUeY 7.2 53

292 ōisualizationGofGgraphGproductsVGIEEEZTransactionsZonZVisualizationZandZComputerZGraphicsTG2010TGYcTGYXeZUf4 9

291 pombinatorialGvectorGfieldsGandGtheGvalleyGstructureGofGfitnessGlandscapesVGJournalZofZMathematicalZ
BiologyTG2010TGcYTGeddUfe 2 6

290 ’ptimizationGofGparametersGforGcoverageGofGlowGmolecularGweightGproteinsVGAnalyticalZandZ
BioanalyticalZChemistryTG2010TG_feTGZecdUeY 4.4 36

289 ‘ematodeGsb–‘nsgGhomologsGofGvertebrateGβG–‘nsVGJournalZofZMolecularZEvolutionTG2010TGdXTG_acUbe 3.1 27

288 vnnovationGinGgeneGregulationgGtheGcaseGofGchromatinGcomputationVGJournalZofZTheoreticalZBiologyTG
2010TGZcbTGZdUaa 2.3 35

287 –econstructionGofGpedigreesGinGclonalGplantGpopulationsVGTheoreticalZPopulationZBiologyTG2010TGdeTGYXfUYd1.2 7

286 tUstackGmodulatedGprobeGintensitiesGonGexpressionGarraysGUGsequenceGcorrectionsGandGsignalG
calibrationVGBMCZBioinformaticsTG2010TGYYTGZXd 3.6 16

285 —omeGnovelGintronGpositionsGinGconservedGqrosophilaGgenesGareGcausedGbyGintronGslidingGorGtandemG
duplicationVGBMCZEvolutionaryZBiologyTG2010TGYXTGYbc 3 16

284 tenomicGorganizationGofGeukaryoticGt–‘nsVGBMCZGenomicsTG2010TGYYTGZdX 4.5 49

283 ocheckgGaGwrapperGtoolGforGdetectingG–‘aseG“G–‘nGgenesVGBMCZGenomicsTG2010TGYYTGa_Z 4.5 22

282 ‘oncodingG–‘nG2010TGZbYUZf_ 1

281 rvolutionaryGtenomicsGofGmicro–‘nsGandGTheirG–elativesG2010TGZfbU_Zd 11

280 zitochondrialGgenomeGevolutionGinG’phiuroideaTGrchinoideaTGandGuolothuroideagGinsightsGinG
phylogeneticGrelationshipsGofGrchinodermataVGMolecularZPhylogeneticsZandZEvolutionTG2010TGbcTGZXYUYY 4.1 55

279 “olynomialGalgorithmsGforGtheGzaximalG“airingG“roblemgGefficientGphylogeneticGtargetingGonG
arbitraryGtreesVGAlgorithmsZforZMolecularZBiologyTG2010TGbTGZb 1.8 5

278 rvolutionGofGmetabolicGnetworksgGaGcomputationalGframeUworkVGJournalZofZSystemsZChemistryTG2010TG
YTGa 11
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277 rvolutionGofGtheGyongG‘onUcodingG–‘nsGznynTYGandGzr‘˛†W˛µVGLectureZNotesZinZComputerZScienceTG
2010TGYUYZ 0.9 14

276 ōisualG‘etworkGnnalysisGofGqynamicGzetabolicG“athwaysVGLectureZNotesZinZComputerZScienceTG2010TG_YcU_Zd0.9 5

275 qetectionGofG“roteinGqomainsGinGrukaryoticGtenomeG—equencesVGLectureZNotesZinZComputerZScienceTG
2010TGdYUda 0.9

274 –‘nzGZVXgGimprovedGnoncodingG–‘nGdetectionVGPacificZSymposiumZonZBiocomputingZPacificZ
SymposiumZonZBiocomputingTG2010TGcfUdf 1.3 129

273 TheGtediousGtaskGofGfindingGhomologousGnoncodingG–‘nGgenesVGRnaTG2009TGYbTGZXdbUeZ 5.8 38

272 pustomizedGstrategiesGforGdiscoveringGdistantGnc–‘nGhomologsVGBriefingsZinZFunctionalZGenomicsZfZ
ProteomicsTG2009TGeTGabYUcX 17

271 —tructuralGprofilesGofGhumanGmi–‘nGfamiliesGfromGpairwiseGclusteringVGBioinformaticsTG2009TGZbTGZfYUa 7.2 45

270 –‘nεGZVXgG2009TGcfUdf 46

269 nGsurveyGofGnematodeG—mβG–‘nsVGRNAZBiologyTG2009TGcTGbUe 4.8 19

268 pomparativeGanalysisGofGeukaryoticG´_Gsno–‘nVGRNAZBiologyTG2009TGcTGbX_Ud 4.8 18

267 sastGmappingGofGshortGsequencesGwithGmismatchesTGinsertionsGandGdeletionsGusingGindexGstructuresVG
PLoSZComputationalZBiologyTG2009TGbTGeYXXXbXZ 5 384

266 rvolutionGofGd—xG–‘nGandGitsGproteinGpartnersGinGmetazoaVGMolecularZBiologyZandZEvolutionTG2009TG
ZcTGZeZYU_X 8.3 58

265 s–n‘zgGreconstructionGofGwildGmultiUgenerationGpedigreesVGBioinformaticsTG2009TGZbTGZY_aUf 7.2 69

264 zeasuringGtranscriptionGfactorUbindingGsiteGturnovergGaGmaximumGlikelihoodGapproachGusingG
phylogeniesVGGenomeZBiologyZandZEvolutionTG2009TGYTGebUfe 3.9 14

263 “artitionGfunctionGandGbaseGpairingGprobabilitiesGforG–‘nU–‘nGinteractionGpredictionVGBioinformatics
TG2009TGZbTGZcacUba 7.2 84

262 —olventGexposureGimpartsGsimilarGselectiveGpressuresGacrossGaGrangeGofGyeastGproteinsVGMolecularZ
BiologyZandZEvolutionTG2009TGZcTGYYbbUcY 8.3 47

261 ponservedGintronsGrevealGnovelGtranscriptsGinGqrosophilaGmelanogasterVGGenomeZResearchTG2009TGYfTGYZefU_XX9.7 36

260 t–‘ndbGZXXfgGcompilationGofGt–‘nGsequencesGandGt–‘nGgenesVGNucleicZAcidsZResearchTG2009TG_dTGqYbfUcZ20.1 592

(2009-2010)
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259 rvolutionGofGvaultG–‘nsVGMolecularZBiologyZandZEvolutionTG2009TGZcTGYfdbUfY 8.3 109

258 ‘onUcodingG–‘nGannotationGofGtheGgenomeGofGTrichoplaxGadhaerensVGNucleicZAcidsZResearchTG2009TG
_dTGYcXZUYb 20.1 52

257 nccurateGandGefficientGreconstructionGofGdeepGphylogeniesGfromGstructuredG–‘nsVGNucleicZAcidsZ
ResearchTG2009TG_dTGcYeaUf_ 20.1 95

256 rvidenceGforGhumanGmicro–‘nUoffsetG–‘nsGinGsmallG–‘nGsequencingGdataVGBioinformaticsTG2009TGZbTGZZfeU_XY7.2 106

255 uomologyUbasedGannotationGofGnonUcodingG–‘nsGinGtheGgenomesGofG—chistosomaGmansoniGandG
—chistosomaGjaponicumVGBMCZGenomicsTG2009TGYXTGaca 4.5 47

254 zutateGnowTGdieGlaterVGrvolutionaryGdynamicsGwithGdelayedGselectionVGJournalZofZTheoreticalZBiologyTG
2009TGZcXTGaYZUZY 2.3 1

253 uoxGclusterGduplicationGinGtheGbasalGteleostGuiodonGalosoidesGP’steoglossomorphaQVGTheoryZinZ
BiosciencesTG2009TGYZeTGYXfUZX 1.3 16

252 qefiningGgenesgGaGcomputationalGframeworkVGTheoryZinZBiosciencesTG2009TGYZeTGYcbUdX 1.3 21

251 yocalGnlgorithmsGforGtheG“rimeGsactorizationGofG—trongG“roductGtraphsVGMathematicsZinZComputerZ
ScienceTG2009TGZTGcb_UceZ 0.5 7

250 —equenceGassemblyVGComputationalZBiologyZandZChemistryTG2009TG__TGYZYU_c 3.6 37

249 qiscoveringGcisUregulatoryGmodulesGbyGoptimizingGbarbecuesVGDiscreteZAppliedZMathematicsTG2009TG
YbdTGZabeUZace 1

248 nGnoteGonGfundamentalTGnonUfundamentalTGandGrobustGcycleGbasesVGDiscreteZAppliedZMathematicsTG
2009TGYbdTGZa_ZUZa_e 1 4

247 npproximateGgraphGproductsVGEuropeanZJournalZofZCombinatoricsTG2009TG_XTGYYYfUYY__ 0.7 8

246 nGtopologicalGapproachGtoGchemicalGorganizationsVGArtificialZLifeTG2009TGYbTGdYUee 1.4 11

245 nGnoteGonGquasiUrobustGcycleGbasesVGArsZMathematicaZContemporaneaTG2009TGZTGZ_YUZaX 1.5 4

244 nutomaticGplassificationGofGrmbryonicGsruitGslyGteneGrxpressionG“atternsVGInformatikZAktuellTG2009TGaYbUaYf0.3 0

243 —ynolastgGassistingGtheGanalysisGofGconservedGsyntenyGinformationVGBMCZBioinformaticsTG2008TGfTG_bY 3.6 10

242 –‘nalifoldgGimprovedGconsensusGstructureGpredictionGforG–‘nGalignmentsVGBMCZBioinformaticsTG2008
TGfTGada 3.6 390
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241 ‘oisygGidentificationGofGproblematicGcolumnsGinGmultipleGsequenceGalignmentsVGAlgorithmsZforZ
MolecularZBiologyTG2008TG_TGd 1.8 95

240 quplicatedG–‘nGgenesGinGteleostGfishGgenomesVGJournalZofZBioinformaticsZandZComputationalZBiologyTG
2008TGcTGYYbdUdb 1 9

239 rarlyG–epliconsgG’riginGandGrvolutionRRqedicatedGtoGzanfredGrigenTGtheGpioneerGofGmolecularG
evolutionGandGintellectualGfatherGofGquasispeciesGtheoryTGonGtheGoccasionGofGhisGeXthGbirthdayVG2008TGYUaY 5

238 soldingGkineticsGofGlargeG–‘nsVGJournalZofZMolecularZBiologyTG2008TG_dfTGYcXUd_ 6.5 66

237 ‘cq‘nligngGplausibleGmultipleGalignmentsGofGnonUproteinUcodingGgenomicGsequencesVGGenomicsTG
2008TGfZTGcbUda 4.3 12

236 —no–eportgGcomputationalGidentificationGofGsno–‘nsGwithGunknownGtargetsVGBioinformaticsTG2008TG
ZaTGYbeUca 7.2 110

235 nrthropodGd—xG–‘nVGMolecularZBiologyZandZEvolutionTG2008TGZbTGYfZ_U_X 8.3 39

234 —mallGnc–‘nGtranscriptomeGanalysisGfromGnspergillusGfumigatusGsuggestsGaGnovelGmechanismGforG
regulationGofGproteinGsynthesisVGNucleicZAcidsZResearchTG2008TG_cTGZcddUef 20.1 140

233 —tructureGandGfunctionGofGtheGsmallestGvertebrateGtelomeraseG–‘nGfromGteleostGfishVGJournalZofZ
BiologicalZChemistryTG2008TGZe_TGZXafUbf 5.4 69

232 qetectionGofGsmallG–‘nsGinG“seudomonasGaeruginosaGbyG–‘omicsGandGstructureUbasedG
bioinformaticGtoolsVGMicrobiologyZhUnitedZKingdomiTG2008TGYbaTG_YdbU_Yed 2.9 88

231 ‘earGintronGpositionsGareGreliableGphylogeneticGmarkersgGanGapplicationGtoGholometabolousGinsectsVG
MolecularZBiologyZandZEvolutionTG2008TGZbTGeZYU_X 8.3 35

230 nG—T’–βG’sGt–’ūv‘tGp’‘s´—v’‘gGtr‘r—Gn‘qGTurv–G–rt´ynTv’‘VGBiophysicalZReviewsZandZ
LettersTG2008TGX_TGZebU_XZ 1.2 2

229 “–’pr——Gsy’ūGs’–Gpyn——vsvpnTv’‘Gn‘qGpy´—Tr–v‘tG’sGs–´vTGsyβGtr‘rGrα“–r——v’‘G
“nTTr–‘—VGProceedingsZInternationalZConferenceZonZImageZProcessingTG2008TGYTGdZYUdZa 1.6 5

228 ōariationsGonG–‘nGfoldingGandGalignmentgGlessonsGfromGoenasqueVGJournalZofZMathematicalZBiologyTG
2008TGbcTGYZfUaa 2 57

227 vnvertebrateGd—xGsn–‘nsVGJournalZofZMolecularZEvolutionTG2008TGccTGYXdUYb 3.1 30

226 rvolutionGofGspliceosomalGsn–‘nGgenesGinGmetazoanGanimalsVGJournalZofZMolecularZEvolutionTG2008TG
cdTGbfaUcXd 3.1 71

225 ItenesIVGTheoryZinZBiosciencesTG2008TGYZdTGZYbUZY 1.3 11

224 “p–GsurveyGofGαenoturbellaGbockiGuoxGgenesVGJournalZofZExperimentalZZoologyZPartZB:ZMolecularZandZ
DevelopmentalZEvolutionTG2008TG_YXTGZdeUea 1.8 21

(2008-2008)
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223 TheGamphioxusGuoxGclustergGcharacterizationTGcomparativeGgenomicsTGandGevolutionVGJournalZofZ
ExperimentalZZoologyZPartZB:ZMolecularZandZDevelopmentalZEvolutionTG2008TG_YXTGacbUdd 1.8 44

222 rvolutionGofGmitochondrialGgeneGordersGinGechinodermsVGMolecularZPhylogeneticsZandZEvolutionTG
2008TGadTGebbUca 4.1 59

221 sunnelsGinGenergyGlandscapesVGEuropeanZPhysicalZJournalZBTG2008TGc_TG_edU_fY 1.2 11

220 uynUq–oYRXaXYGandGuynUq–oYRXaXeGareGstronglyGassociatedGwithGtheGdevelopmentGofGantibodiesG
againstGinterferonUbetaGtherapyGinGmultipleGsclerosisVGAmericanZJournalZofZHumanZGeneticsTG2008TGe_TGZYfUZd11 92

219 uynUq–oYXaXYGandGuynUq–oYXaXeGnreG—tronglyGnssociatedGwithGtheGqevelopmentGofGnntibodiesG
againstGvnterferonU˛†GTherapyGinGzultipleG—clerosisVGAmericanZJournalZofZHumanZGeneticsTG2008TGe_TGbaY 11 78

218 “rotocellsG2008TG 72

217 ōisualizationGofGoarrierGTreeG—equencesG–evisitedVGMathematicsZandZVisualizationTG2008TGZdbUZfX 0.6

216 TranslationalGpontrolGbyG–‘nU–‘nGvnteractiongGvmprovedGpomputationGofG–‘nU–‘nGoindingG
ThermodynamicsVGCommunicationsZinZComputerZandZInformationZScienceTG2008TGYYaUYZd 0.3 21

215 zodelingGponformationalGslexibilityGandGrvolutionGofG—tructuregG–‘nGasGanGrxampleG2007TG_U_c 1

214 –‘nsGeverywheregGgenomeUwideGannotationGofGstructuredG–‘nsVGJournalZofZExperimentalZZoologyZ
PartZB:ZMolecularZandZDevelopmentalZEvolutionTG2007TG_XeTGYUZb 1.8 38

213 “p–GsurveyGofGhoxGgenesGinGtheGgoldfishGparassiusGauratusGauratusVGJournalZofZExperimentalZZoologyZ
PartZB:ZMolecularZandZDevelopmentalZEvolutionTG2007TG_XeTGZbXUe 1.8 21

212 zodelingGaminoGacidGsubstitutionGpatternsGinGorthologousGandGparalogousGgenesVGMolecularZ
PhylogeneticsZandZEvolutionTG2007TGaZTGZfeU_Xd 4.1 36

211 pomparativeGanalysisGofGstructuredG–‘nsGinG—VGcerevisiaeGindicatesGaGmultitudeGofGdifferentG
functionsVGBMCZBiologyTG2007TGbTGZb 7.3 31

210 vdentificationGandGanalysisGofGfunctionalGelementsGinGYMGofGtheGhumanGgenomeGbyGtheGr‘p’qrGpilotG
projectVGNatureTG2007TGaadTGdffUeYc 50.4 4121

209 “rogressiveGmultipleGsequenceGalignmentsGfromGtripletsVGBMCZBioinformaticsTG2007TGeTGZba 3.6 15

208 –‘aseGz–“GandGtheG–‘nGprocessingGcascadeGinGtheGeukaryoticGancestorVGBMCZEvolutionaryZBiologyTG
2007TGdG—upplGYTG—Y_ 3 33

207 qetectionGofG–‘nGstructuresGinGporcineGr—TGdataGandGrelatedGmammalsVGBMCZGenomicsTG2007TGeTG_Yc 4.5 11

206 pomputationalG–‘omicsGofGdrosophilidsVGBMCZGenomicsTG2007TGeTGaXc 4.5 35

Peter F F Stadler

26



205 rvolutionGofGtheGvertebrateGβG–‘nGclusterVGTheoryZinZBiosciencesTG2007TGYZcTGfUYa 1.3 51

204 TheGmitochondrialGq‘nGofGαenoturbellaGbockigGgenomicGarchitectureGandGphylogeneticGanalysisVG
TheoryZinZBiosciencesTG2007TGYZcTG_bUaZ 1.3 33

203 nGstochasticGmodelGforGtheGevolutionGofGtranscriptionGfactorGbindingGsiteGabundanceVGJournalZofZ
TheoreticalZBiologyTG2007TGZadTGbaaUb_ 2.3 8

202 p–rxgGinferringGgenomicGrearrangementsGbasedGonGcommonGintervalsVGBioinformaticsTG2007TGZ_TGZfbdUe 7.2 188

201 –egulatoryG—ignalsGinGtenomicG—equencesG2007TGYefUZYc 1

200 vnferringGnoncodingG–‘nGfamiliesGandGclassesGbyGmeansGofGgenomeUscaleGstructureUbasedGclusteringVG
PLoSZComputationalZBiologyTG2007TG_TGecb 5 355

199 vnterleukinUcGdependentGsurvivalGofGmultipleGmyelomaGcellsGinvolvesGtheG—tat_UmediatedGinductionG
ofGmicro–‘nUZYGthroughGaGhighlyGconservedGenhancerVGBloodTG2007TGYYXTGY__XU_ 2.2 535

198 —tructuredG–‘nsGinGtheGr‘p’qrGselectedGregionsGofGtheGhumanGgenomeVGGenomeZResearchTG2007TG
YdTGebZUca 9.7 131

197 –‘nGmapsGrevealGnewG–‘nGclassesGandGaGpossibleGfunctionGforGpervasiveGtranscriptionVGScienceTG2007
TG_YcTGYaeaUe 33.3 1903

196 ´dGsn–‘nsgGaGcomputationalGsurveyVGGenomicsmZProteomicsZandZBioinformaticsTG2007TGbTGYedUfb 6.5 16

195 –‘nstrandgGreadingGdirectionGofGstructuredG–‘nsGinGmultipleGsequenceGalignmentsVGAlgorithmsZforZ
MolecularZBiologyTG2007TGZTGc 1.8 22

194 —addlesGandGoarrierGinGyandscapesGofGteneralizedG—earchG’peratorsVGLectureZNotesZinZComputerZ
ScienceTG2007TGYfaUZYZ 0.9 9

193 yaplacianGrigenvectorsGofGtraphsVGLectureZNotesZinZMathematicsTG2007TG 0.4 78

192 uomologyG—earchGwithGsragmentedG‘ucleicGncidG—equenceG“atternsVGLectureZNotesZinZComputerZ
ScienceTG2007TG__bU_ab 0.9 10

191 rvolutionaryGtenomicsGofGuoxGteneGplustersG2007TGceUfX 1

190 nlgebraicGcomparisonGofGmetabolicGnetworksTGphylogeneticGinferenceTGandGmetabolicGinnovationVG
BMCZBioinformaticsTG2006TGdTGcd 3.6 30

189 TheGexpansionGofGtheGmetazoanGmicro–‘nGrepertoireVGBMCZGenomicsTG2006TGdTGZb 4.5 272

188
“redictionGofGstructuredGnonUcodingG–‘nsGinGtheGgenomesGofGtheGnematodesGpaenorhabditisG
elegansGandGpaenorhabditisGbriggsaeVGJournalZofZExperimentalZZoologyZPartZB:ZMolecularZandZ
DevelopmentalZEvolutionTG2006TG_XcTG_dfUfZ

1.8 36

(2006-2007)
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187 rvolutionGofGtheGvertebrateG“arauoxGclustersVGJournalZofZExperimentalZZoologyZPartZB:ZMolecularZandZ
DevelopmentalZEvolutionTG2006TG_XcTGaeYUd 1.8 11

186 rffectGofGpuGonGgrowthTGcellGvolumeTGandGproductionGofGfreshwaterGciliatesTGandGimplicationsGforG
theirGdistributionVGLimnologyZandZOceanographyTG2006TGbYTGYdXeUYdYb 4.8 51

185 rxploringGtheGlowerGpartGofGdiscreteGpolymerGmodelGenergyGlandscapesVGEurophysicsZLettersTG2006TG
daTGdZcUd_Z 1.6 17

184 zemoryGefficientGfoldingGalgorithmsGforGcircularG–‘nGsecondaryGstructuresVGBioinformaticsTG2006TG
ZZTGYYdZUc 7.2 141

183 TheGIfishUspecificIGuoxGclusterGduplicationGisGcoincidentGwithGtheGoriginGofGteleostsVGMolecularZ
BiologyZandZEvolutionTG2006TGZ_TGYZYU_c 8.3 156

182 uairpinsGinGaGuaystackgGrecognizingGmicro–‘nGprecursorsGinGcomparativeGgenomicsGdataVG
BioinformaticsTG2006TGZZTGeYfdUZXZ 7.2 155

181 mi–‘nzapgGgenomicGmapsGofGmicro–‘nGgenesGandGtheirGtargetGgenesGinGmammalianGgenomesVG
NucleicZAcidsZResearchTG2006TG_aTGqY_bUf 20.1 176

180 yocalG–‘nGbaseGpairingGprobabilitiesGinGlargeGsequencesVGBioinformaticsTG2006TGZZTGcYaUb 7.2 164

179 zultipleGsequenceGalignmentGwithGuserUdefinedGanchorGpointsVGAlgorithmsZforZMolecularZBiologyTG
2006TGYTGc 1.8 45

178 “artitionGfunctionGandGbaseGpairingGprobabilitiesGofG–‘nGheterodimersVGAlgorithmsZforZMolecularZ
BiologyTG2006TGYTG_ 1.8 183

177 —tatisticsGofGcyclesGinGlargeGnetworksVGPhysicalZReviewZETG2006TGd_TGXZbYXY 2.4 13

176 ōisualizationGofGbarrierGtreeGsequencesVGIEEEZTransactionsZonZVisualizationZandZComputerZGraphicsTG
2006TGYZTGdeYUe 4 13

175 sragrepgGanGefficientGsearchGtoolGforGfragmentedGpatternsGinGgenomicGsequencesVGGenomicsmZ
ProteomicsZandZBioinformaticsTG2006TGaTGbcUcX 6.5 18

174 rvolutionGofGmicro–‘nsVGMethodsZinZMolecularZBiologyTG2006TG_aZTG__bUbX 1.4 26

173 ThermodynamicsGofG–‘nU–‘nGbindingVGBioinformaticsTG2006TGZZTGYYddUeZ 7.2 272

172 tenotypeU“henotypeGzapsVGBiologicalZTheoryTG2006TGYTGZceUZdf 1.7 23

171 rvolvingGtowardsGtheGhypercyclegGnGspatialGmodelGofGmolecularGevolutionVGPhysicaZD:ZNonlinearZ
PhenomenaTG2006TGZYdTGY_aUYaY 3.3 14

170 nlignmentsGofGmitochondrialGgenomeGarrangementsgGapplicationsGtoGmetazoanGphylogenyVGJournalZ
ofZTheoreticalZBiologyTG2006TGZaXTGbYYUZX 2.3 32
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169 zodelingG–‘nGsoldingG2006TGZZdUZab

168 nGprimeGfactorGtheoremGforGaGgeneralizedGdirectGproductVGDiscussionesZMathematicaeZnZGraphZTheoryTG
2006TGZcTGY_b 1.6 5

167 TheGeffectGofG–‘nGsecondaryGstructuresGonG–‘nUligandGbindingGandGtheGmodifierG–‘nGmechanismgGaG
quantitativeGmodelVGGeneTG2005TG_abTG_UYZ 3.8 44

166 –‘nGsoldingGinGsilicoG2005TGYddUYfX

165 rvolutionaryGpatternsGofGnonUcodingG–‘nsVGTheoryZinZBiosciencesTG2005TGYZ_TG_XYUcf 1.3 59

164 znTuWpurzWp’z“GZXXaGpontributionsVGTheoryZinZBiosciencesTG2005TGYZ_TGZc_UZca 1.3

163 zappingGofGconservedG–‘nGsecondaryGstructuresGpredictsGthousandsGofGfunctionalGnoncodingG–‘nsG
inGtheGhumanGgenomeVGNatureZBiotechnologyTG2005TGZ_TGY_e_UfX 44.5 324

162 zultipleGsequenceGalignmentsGofGpartiallyGcodingGnucleicGacidGsequencesVGBMCZBioinformaticsTG2005TG
cTGYcX 3.6 22

161 pomparativeGpromoterGregionGanalysisGpoweredGbyGp’–tVGBMCZGenomicsTG2005TGcTGZa 4.5 20

160 zinimumGpathGbasesGandGrelevantGpathsVGNetworksTG2005TGacTGYYfUYZ_ 1.6

159 rvolutionGofGmicro–‘nsGlocatedGwithinGuoxGgeneGclustersVGJournalZofZExperimentalZZoologyZPartZB:Z
MolecularZandZDevelopmentalZEvolutionTG2005TG_XaTGdbUeb 1.8 126

158
zolecularGevolutionGofGduplicatedGrayGfinnedGfishGuoxnGclustersgGincreasedGsynonymousGsubstitutionG
rateGandGasymmetricalGcoUdivergenceGofGcodingGandGnonUcodingGsequencesVGJournalZofZMolecularZ
EvolutionTG2005TGcXTGccbUdc

3.1 31

157 ´northodoxGm–‘nGstartGsiteGtoGextendGtheGhighlyGstructuredGleaderGofGretrotransposonGTtoYGm–‘nG
increasesGtranspositionGrateVGRnaTG2005TGYYTGYYeYUfY 5.8 6

156 ‘onUcodingG–‘nsGinGpionaGintestinalisVGBioinformaticsTG2005TGZYG—upplGZTGiiddUe 7.2 38

155 zultipleGsequenceGalignmentGwithGuserUdefinedGconstraintsGatGt’ovp—VGBioinformaticsTG2005TGZYTGYZdYU_ 7.2 30

154 sastGandGreliableGpredictionGofGnoncodingG–‘nsVGProceedingsZofZtheZNationalZAcademyZofZSciencesZofZ
theZUnitedZStatesZofZAmericaTG2005TGYXZTGZabaUf 11.5 518

153 ‘r´T–nyG‘rTū’–x—G’sGv‘Tr–npTv‘tG–‘nG—rp’‘qn–βG—T–´pT´–r—VGInternationalZJournalZofZ
ModelingmZSimulationmZandZScientificZComputingTG2005TGXeTGZdbUZe_ 0.8 4

152 pello—gGnGzultiUlevelGnpproachGtoGrvolutionaryGqynamicsVGLectureZNotesZinZComputerZScienceTG2005TGbXXUbXf0.9 1

(2005-2006)
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151 rxplicitGpollisionG—imulationGofGphemicalG–eactionsGinGaGtraphGoasedGnrtificialGphemistryVGLectureZ
NotesZinZComputerZScienceTG2005TGdZbUd__ 0.9 4

150 TheG“artitionGsunctionGōariantGofG—ankoffâ��sGnlgorithmVGLectureZNotesZinZComputerZScienceTG2004TGdZeUd_b 0.9 4

149 rfficientGcomputationGofG–‘nGfoldingGdynamicsVGJournalZofZPhysicsZATG2004TG_dTGad_YUadaY 81

148 qivergenceGofGconservedGnonUcodingGsequencesgGrateGestimatesGandGrelativeGrateGtestsVGMolecularZ
BiologyZandZEvolutionTG2004TGZYTGZYYcUZY 8.3 23

147 “otentialGtoxicityGofGchrysophytesGaffiliatedGwithG“oterioochromonasGandGrelatedGâ��—pumellaUlikeâ��G
flagellatesVGJournalZofZPlanktonZResearchTG2004TGZcTGYbXdUYbYa 2.2 26

146 ponservedG–‘nGsecondaryGstructuresGinGslaviviridaeGgenomesVGJournalZofZGeneralZVirologyTG2004TGebTGYYY_UYYZa4.9 142

145 yivingGandGnonlivingGmatterVGScienceTG2004TG_XbTGaYUahGauthorGreplyGaYUa 33.3 1

144 nlignmentGofG–‘nGbaseGpairingGprobabilityGmatricesVGBioinformaticsTG2004TGZXTGZZZZUd 7.2 176

143 TheGTopologyGofGrvolutionaryGoiologyVGNaturalZComputingZSeriesTG2004TGZcdUZec 2.5 14

142 “redictionGofGlocallyGstableG–‘nGsecondaryGstructuresGforGgenomeUwideGsurveysVGBioinformaticsTG
2004TGZXTGYecUfX 7.2 125

141 “rotoUorganismGkineticsgGevolutionaryGdynamicsGofGlipidGaggregatesGwithGgenesGandGmetabolismVG
OriginsZofZLifeZandZEvolutionZofZBiospheresTG2004TG_aTGYdYUeX 1.5 29

140 traphGyaplaciansTGnodalGdomainsTGandGhyperplaneGarrangementsVGLinearZAlgebraZandZItsZApplicationsTG
2004TG_fXTGYbbUYda 0.9 18

139 TheGsharkGuox‘GclusterGisGhomologousGtoGtheGhumanGuoxqGclusterVGJournalZofZMolecularZEvolutionTG
2004TGbeTGZYZUd 3.1 19

138 rxclusionGofGrepetitiveGq‘nGelementsGfromGgnathostomeGuoxGclustersVGTheZJournalZofZExperimentalZ
ZoologyTG2004TG_XZTGYcbUd_ 29

137 —urveyingGphylogeneticGfootprintsGinGlargeGgeneGclustersgGapplicationsGtoGuoxGclusterGduplicationsVG
MolecularZPhylogeneticsZandZEvolutionTG2004TG_YTGbeYUcXa 4.1 45

136 rvidenceGforGindependentGuoxGgeneGduplicationsGinGtheGhagfishGlineagegGaG“p–UbasedGgeneG
inventoryGofGrptatretusGstoutiiVGMolecularZPhylogeneticsZandZEvolutionTG2004TG_ZTGcecUfa 4.1 70

135 nggregationGofGvariablesGandGsystemGdecompositiongGnpplicationsGtoGfitnessGlandscapeGanalysisVG
TheoryZinZBiosciencesTG2004TGYZ_TG__Uce 1.3 15

134 rditorialVGTheoryZinZBiosciencesTG2004TGYZ_TGYUZ 1.3 1
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133 TheGduplicationGofGtheGuoxGgeneGclustersGinGteleostGfishesVGTheoryZinZBiosciencesTG2004TGYZ_TGefUYYX 1.3 36

132 —imonUnndoGdecomposabilityGandGfitnessGlandscapesVGTheoryZinZBiosciencesTG2004TGYZ_TGY_fUeX 1.3 10

131 teneGphylogeniesGandGproteinUproteinGinteractionsgGpossibleGartifactsGresultingGfromGsharedGproteinG
interactionGpartnersVGJournalZofZTheoreticalZBiologyTG2004TGZ_YTGYfdUZXZ 2.3 8

130 “redictionGofGconsensusG–‘nGsecondaryGstructuresGincludingGpseudoknotsVGIEEEpACMZTransactionsZ
onZComputationalZBiologyZandZBioinformaticsTG2004TGYTGccUdd 3 34

129 vnteractionsGinG’ligonucleotideGuybridGquplexesGonGzicroarraysVGJournalZofZPhysicalZChemistryZBTG
2004TGYXeTGYeXYbUYeXZb 3.4 25

128 ponservedG–‘nGsecondaryGstructuresGinGviralGgenomesgGaGsurveyVGBioinformaticsTG2004TGZXTGYafbUf 7.2 38

127 —ensitivityGofGzicroarrayG’ligonucleotideG“robesgGGōariabilityGandGrffectGofGoaseGpompositionVG
JournalZofZPhysicalZChemistryZBTG2004TGYXeTGYeXX_UYeXYa 3.4 42

126 TheGfootprintGsortingGproblemVGJournalZofZChemicalZInformationZandZComputerZSciencesTG2004TGaaTG__ZUe 7

125 pounterexamplesGinGchemicalGringGperceptionVGJournalZofZChemicalZInformationZandZComputerZ
SciencesTG2004TGaaTG_Z_U_Y 26

124 oichirGuoxnGclusterGsequenceGrevealsGsurprisingGtrendsGinGrayUfinnedGfishGgenomicGevolutionVG
GenomeZResearchTG2004TGYaTGYYUd 9.7 78

123 —tructuralGandGevolutionaryGanalysisGofGtheGtranscribedGsequenceGofGooudiccaTGaG—chistosomaG
mansoniGretrotransposonVGGeneTG2004TG_ZfTGYX_UYa 3.8 6

122 zolecularGevolutionGofGaGmicro–‘nGclusterVGJournalZofZMolecularZBiologyTG2004TG__fTG_ZdU_b 6.5 483

121 rvolutionVGTransitionsGfromGnonlivingGtoGlivingGmatterVGScienceTG2004TG_X_TGfc_Ub 33.3 253

120 pomparativeGgenomicsTGcisUregulatoryGelementsTGandGgeneGduplicationVGMethodsZinZCellZBiologyTG
2004TGddTGbabUcY 1.8 5

119 qiscreteGzodelsGofGoiopolymersG2004TGYedUZZY

118 tenericG“ropertiesGofGphemicalG‘etworksgGnrtificialGphemistryGoasedGonGtraphG–ewritingVGLectureZ
NotesZinZComputerZScienceTG2003TGYXUYf 0.9 15

117 —hapesGofGtreeGrepresentationsGofGspinUglassGlandscapesVGJournalZofZPhysicsZATG2003TG_cTG_cdYU_ceY 10

116 ’nGtheGevolutionGofGprimitiveGgeneticGcodesVGOriginsZofZLifeZandZEvolutionZofZBiospheresTG2003TG__TGafYUbYa1.5 16

(2003-2004)
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115 oarrierGTreesGonG“osetUōaluedGyandscapesVGGeneticZProgrammingZandZEvolvableZMachinesTG2003TGaTGdUZX 2 15

114 vndependentGuoxUclusterGduplicationsGinGlampreysVGTheZJournalZofZExperimentalZZoologyTG2003TGZffTGYeUZb 69

113 zinimumGcycleGbasesGofGualinGgraphsVGJournalZofZGraphZTheoryTG2003TGa_TGYbXUYbb 0.8 17

112 ”uasiUindependenceTGhomologyGandGtheGunityGofGtypegGaGtopologicalGtheoryGofGcharactersVGJournalZofZ
TheoreticalZBiologyTG2003TGZZXTGbXbUZd 2.3 53

111 pentersGofGcomplexGnetworksVGJournalZofZTheoreticalZBiologyTG2003TGZZ_TGabUb_ 2.3 237

110 z’yrp´yn–G–r“yvpnT’–Gqβ‘nzvp—VGInternationalZJournalZofZModelingmZSimulationmZandZScientificZ
ComputingTG2003TGXcTGadUdd 0.8 31

109 nGgraphUbasedGtoyGmodelGofGchemistryVGJournalZofZChemicalZInformationZandZComputerZSciencesTG
2003TGa_TGYXebUf_ 62

108 “haseGtransitionGandGlandscapeGstatisticsGofGtheGnumberGpartitioningGproblemVGPhysicalZReviewZETG
2003TGcdTGXbcdXY 2.4 12

107 pircuitGbasesGofGstronglyGconnectedGdigraphsVGDiscussionesZMathematicaeZnZGraphZTheoryTG2003TGZ_TGZaY 1.6 13

106 tlassyG—tatesGinGaG—hakenG—andboxG2003TGYaYUYbY

105 yandscapesGandGrffectiveGsitnessVGCommentsZonZTheoreticalZBiologyTG2003TGeTG_efUa_Y 32

104 sastGsourierGTransformGforGsitnessGyandscapesVGAppliedZandZComputationalZHarmonicZAnalysisTG2002TG
YZTGbdUdc 3.1 20

103 ‘etworksGinGmolecularGevolutionVGComplexityTG2002TGeTG_aUaZ 1.6 13

102 yandscapesGonGspacesGofGtreesVGAppliedZMathematicsZandZComputationTG2002TGY_YTGa_fUabf 2.7 10

101 pombinatorialGyandscapesVGSIAMZReviewTG2002TGaaTG_Uba 7.4 162

100 –ecombinationG—pacesTGzetricsTGandG“retopologiesVGZeitschriftZFurZPhysikalischeZChemieTG2002TGZYcTG 3.1 13

99 oarrierGTreesGofGqegenerateGyandscapesVGZeitschriftZFurZPhysikalischeZChemieTG2002TGZYcTG 3.1 106

98 sractalGgeometryGofGspinUglassGmodelsVGJournalZofZPhysicsZATG2002TG_bTGYbXfUYbYc 10
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97 sitnessGlandscapesG2002TGYe_UZXa 74

96 teneralizedGtopologicalGspacesGinGevolutionaryGtheoryGandGcombinatorialGchemistryVGJournalZofZ
ChemicalZInformationZandZComputerZSciencesTG2002TGaZTGbddUeb 47

95 —econdaryGstructureGpredictionGforGalignedG–‘nGsequencesVGJournalZofZMolecularZBiologyTG2002TG_YfTGYXbfUcc6.5 490

94 —hakingGaGboxGofGsandVGEurophysicsZLettersTG2002TGbdTGacUbZ 1.6 16

93 qesignGofGmultistableG–‘nGmoleculesVGRnaTG2001TGdTGZbaUcb 5.8 113

92 qiscreteGnodalGdomainGtheoremsVGLinearZAlgebraZandZItsZApplicationsTG2001TG__cTGbYUcX 0.9 78

91 ‘eutralityGinGfitnessGlandscapesVGAppliedZMathematicsZandZComputationTG2001TGYYdTG_ZYU_bX 2.7 76

90 rxploringGproteinGsequenceGspaceGusingGknowledgeUbasedGpotentialsVGJournalZofZTheoreticalZBiologyTG
2001TGZYZTG_bUac 2.3 45

89 TheGtopologyGofGtheGpossiblegGformalGspacesGunderlyingGpatternsGofGevolutionaryGchangeVGJournalZofZ
TheoreticalZBiologyTG2001TGZY_TGZaYUda 2.3 203

88 ponservedG–‘nGsecondaryGstructuresGinG“icornaviridaeGgenomesVGNucleicZAcidsZResearchTG2001TGZfTGbXdfUef20.1 71

87 tyn——βG—TnTr—Gv‘GnG—unxr‘G—n‘qo’αVGInternationalZJournalZofZModelingmZSimulationmZandZ
ScientificZComputingTG2001TGXaTGaZfUa_f 0.8 7

86 –ryrōn‘TGpβpyr—Gv‘GpurzvpnyG–rnpTv’‘G‘rTū’–x—VGInternationalZJournalZofZModelingmZ
SimulationmZandZScientificZComputingTG2001TGXaTGZXdUZZc 0.8 53

85 ‘ewGphronologicalGsrameGforGtheGβoungG‘eolithicGoadenGpultureGinGpentralGruropeGPathGzillenniumG
opQVGRadiocarbonTG2001TGa_TGYXbdUYXca 4.6 10

84 “opulationGdependentGsourierGdecompositionGofGfitnessGlandscapesGoverGrecombinationGspacesgG
evolvabilityGofGcomplexGcharactersVGBulletinZofZMathematicalZBiologyTG2000TGcZTG_ffUaZe 2.1 30

83 qynamicsGofGautocatalyticGreplicatorGnetworksGbasedGonGhigherUorderGligationGreactionsVGBulletinZofZ
MathematicalZBiologyTG2000TGcZTGYXcYUec 2.1 24

82 ThreeGdifferentGprematureGstopGcodonsGleadGtoGskippingGofGexonGdGinGneurofibromatosisGtypeGvG
patientsVGHumanZMutationTG2000TGYcTGfXUY 4.7 16

81 –‘nGshapeGspaceGtopologyVGArtificialZLifeTG2000TGcTG_UZ_ 1.4 15

80 “redictionGofG–‘nGbaseGpairingGprobabilitiesGonGmassivelyGparallelGcomputersVGJournalZofZ
ComputationalZBiologyTG2000TGdTGYdYUeZ 1.7 17

(2000-2002)
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79 yandscapeGstatisticsGofGtheGlowUautocorrelationGbinaryGstringGproblemVGJournalZofZPhysicsZATG2000TG
__TGec_bUecad 18

78 rrrorGpropagationGinGtheGhypercycleVGPhysicalZReviewZETG2000TGcYTGZffcU_XXZ 2.4 19

77 vnterchangeabilityGofG–elevantGpyclesGinGtraphsVGElectronicZJournalZofZCombinatoricsTG2000TGdTG 1.1 4

76 ‘atureGandGevolutionGofGearlyGrepliconsG1999TGYUZa 12

75 –‘nGvnG—ilicoGTheGpomputationalGoiologyGofG–‘nG—econdaryG—tructuresVGInternationalZJournalZofZ
ModelingmZSimulationmZandZScientificZComputingTG1999TGXZTGcbUfX 0.8 15

74 zetastableGstatesGinGshortUrangedpUspinGglassesVGJournalZofZPhysicsZATG1999TG_ZTGedf_UeeXZ 13

73 nutomaticGdetectionGofGconservedGbaseGpairingGpatternsGinG–‘nGvirusGgenomesVGComputersZfZ
ChemistryTG1999TGZ_TGaXYUYa 42

72 nutocatalyticGreplicationGinGaGp—T–GandGconstantGorganizationVGJournalZofZMathematicalZBiologyTG
1999TG_eTGaZZU_a 2 8

71 –andomGfieldGmodelsGforGfitnessGlandscapesVGJournalZofZMathematicalZBiologyTG1999TG_eTGa_bUade 2 50

70 sitnessGlandscapesGarisingGfromGtheGsequenceUstructureGmapsGofGbiopolymersVGComputationalZandZ
TheoreticalZChemistryTG1999TGac_TGdUYf 16

69 –‘nGstructuresGwithGpseudoUknotsgGgraphUtheoreticalTGcombinatorialTGandGstatisticalGpropertiesVG
BulletinZofZMathematicalZBiologyTG1999TGcYTGa_dUcd 2.1 65

68 ōiralG–‘nGandGevolvedGmutationalGrobustnessG1999TGZebTGYYfUYZd 57

67 TheGevolutionGofGdiversityGinGreplicatorGnetworksVGJournalZofZTheoreticalZBiologyTG1998TGYfbTG_ZfU_e 2.3 25

66 TheGdynamicsGofGlocallyGadaptiveGpartiesGunderGspatialGvotingVGJournalZofZEconomicZDynamicsZandZ
ControlTG1998TGZ_TGYdYUYef 1.3 7

65 pombinatoricsGofG–‘nGsecondaryGstructuresVGDiscreteZAppliedZMathematicsTG1998TGeeTGZXdUZ_d 1 94

64 nmplitudeG—pectraGofGsitnessGyandscapesVGInternationalZJournalZofZModelingmZSimulationmZandZ
ScientificZComputingTG1998TGXYTG_fUcc 0.8 34

63 nutomaticGdetectionGofGconservedG–‘nGstructureGelementsGinGcompleteG–‘nGvirusGgenomesVGNucleicZ
AcidsZResearchTG1998TGZcTG_eZbU_c 20.1 105

62 —pontaneousGandGengineeredGdeletionsGinGtheG_OGnoncodingGregionGofGtickUborneGencephalitisGvirusgG
constructionGofGhighlyGattenuatedGmutantsGofGaGflavivirusVGJournalZofZVirologyTG1998TGdZTGZY_ZUaX 6.6 161
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61 zinimalGpycleGoasesGofG’uterplanarGtraphsVGElectronicZJournalZofZCombinatoricsTG1998TGbTG 1.1 24

60 tenericG“ropertiesGofGtheG—equenceU—tructureG–elationsGofGoiopolymersG1998TGYafUYbc

59 nlgebraicGtheoryGofGrecombinationGspacesVGEvolutionaryZComputationTG1997TGbTGZaYUdb 4.3 54

58 –‘nGstructuresGandGfoldinggGfromGconventionalGtoGnewGissuesGinGstructureGpredictionsVGCurrentZ
OpinionZinZStructuralZBiologyTG1997TGdTGZZfU_b 8.1 44

57 nutocatalyticGnetworksGwithGintermediatesVGvgGvrreversibleGreactionsVGMathematicalZBiosciencesTG1997TG
YaXTG__Uda 3.9 7

56 ‘eutralGnetworksGinGproteinGspacegGaGcomputationalGstudyGbasedGonGknowledgeUbasedGpotentialsGofG
meanGforceVGFoldingZfZDesignTG1997TGZTGZcYUf 90

55 tenericGpropertiesGofGcombinatoryGmapsgGneutralGnetworksGofG–‘nGsecondaryGstructuresVGBulletinZofZ
MathematicalZBiologyTG1997TGbfTG__fUfd 2.1 174

54 porrelationGlengthTGisotropyGandGmetaUstableGstatesVGPhysicaZD:ZNonlinearZPhenomenaTG1997TGYXdTGZaXUZba3.3 25

53 tenericGpropertiesGofGcombinatoryGmapsgG‘eutralGnetworksGofG–‘nGsecondaryGstructuresVGBulletinZofZ
MathematicalZBiologyTG1997TGbfTG__fU_fd 2.1 10

52 yocalGminimaGinGtheGgraphGbipartitioningGproblemVGEurophysicsZLettersTG1996TG_aTGebUfX 1.6 7

51 “ermanenceGofGsparseGcatalyticGnetworksVGMathematicalZBiosciencesTG1996TGY_YTGYYYU__ 3.9 8

50 —moothnessGwithinGruggednessgGtheGroleGofGneutralityGinGadaptationVGProceedingsZofZtheZNationalZ
AcademyZofZSciencesZofZtheZUnitedZStatesZofZAmericaTG1996TGf_TG_fdUaXY 11.5 423

49 nutocatalyticGnetworksGwithGtranslationVGBulletinZofZMathematicalZBiologyTG1996TGbeTGeddUfXb 2.1 3

48 uammingGchromatographyVGMolecularZDiversityTG1996TGYTGYedUfZ 3.1 1

47 nlgorithmGindependentGpropertiesGofG–‘nGsecondaryGstructureGpredictionsVGEuropeanZBiophysicsZ
JournalTG1996TGZbTGYYbUY_X 1.9 71

46 panonicalGapproximationGofGfitnessGlandscapesG1996TGZTGb_Ube 11

45 npproximateGscalingGpropertiesGofG–‘nGfreeGenergyGlandscapesVGJournalZofZTheoreticalZBiologyTG1996
TGYeYTGZffU_YX 2.3 11

44 nutocatalyticGnetworksGwithGtranslationVGBulletinZofZMathematicalZBiologyTG1996TGbeTGeddUfXb 2.1
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43 nnalysisGofG–‘nGsequenceGstructureGmapsGbyGexhaustiveGenumerationGvVG‘eutralGnetworksVG
MonatshefteZFˆ…rZChemieTG1996TGYZdTG_bbU_da 1.4 96

42 nnalysisGofG–‘nGsequenceGstructureGmapsGbyGexhaustiveGenumerationGvvVG—tructuresGofGneutralG
networksGandGshapeGspaceGcoveringVGMonatshefteZFˆ…rZChemieTG1996TGYZdTG_dbU_ef 1.4 75

41 yandscapesGandGtheirGcorrelationGfunctionsVGJournalZofZMathematicalZChemistryTG1996TGZXTGYUab 2.1 182

40 oioUmolecularGshapesGandGalgebraicGstructuresVGComputersZfZChemistryTG1996TGZXTGebUfa 26

39 oaseGpairingGprobabilitiesGinGaGcompleteGuvōUYG–‘nVGJournalZofZComputationalZBiologyTG1996TG_TGZb_Uda 1.7 25

38 qynamicsGofGsmallGautocatalyticGreactionGnetworksâ��vvVG–eplicationTGmutationGandGcatalysisVGBulletinZ
ofZMathematicalZBiologyTG1995TGbdTGZYUcY 2.1 19

37 TowardsGaGtheoryGofGlandscapesG1995TGdeUYc_ 38

36 –andomGwalksGandGorthogonalGfunctionsGassociatedGwithGhighlyGsymmetricGgraphsVGDiscreteZ
MathematicsTG1995TGYabTGZZfUZ_d 0.7 7

35 vmmuneGnetworksGmodeledGbyGreplicatorGequationsVGJournalZofZMathematicalZBiologyTG1994TG__TGYYYU_d 2 12

34 —tatisticsGofG–‘nGmeltingGkineticsVGEuropeanZBiophysicsZJournalTG1994TGZ_TGZfU_e 1.9 38

33 sastGfoldingGandGcomparisonGofG–‘nGsecondaryGstructuresVGMonatshefteZFˆ…rZChemieTG1994TGYZbTGYcdUYee 1.4 1541

32 yandscapesgGcomplexGoptimizationGproblemsGandGbiopolymerGstructuresVGComputersZfZChemistryTG
1994TGYeTGZfbU_Za 62

31 TheGinfluenceGofGmutationGonGautocatalyticGreactionGnetworksVGMathematicalZBiosciencesTG1994TGYZZTGYZdUcX3.9 11

30 –andomGstructuresGandGevolutionGofGbiopolymersVGZeitschriftZFurZElektrotechnikZUndZElektrochemieTG
1994TGfeTGYYZeUYYZe

29 yinearGoperatorsGonGcorrelatedGlandscapesVGJournalZDeZPhysiquemZITG1994TGaTGceYUcfc 11

28 –‘nGfoldingGandGcombinatoryGlandscapesVGPhysicalZReviewZETG1993TGadTGZXe_UZXff 2.4 175

27 ūhyGsomeGfitnessGlandscapesGareGfractalVGJournalZofZTheoreticalZBiologyTG1993TGYc_TGZbbUdb 2.3 43

26 rrrorGThresholdsGonGporrelatedGsitnessGyandscapesVGJournalZofZTheoreticalZBiologyTG1993TGYcaTG_bfU_dZ 2.3 38
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25 nnisotropyGinGfitnessGlandscapesVGJournalZofZTheoreticalZBiologyTG1993TGYcbTG_d_Uee 2.3 18

24 —tatisticsGofG–‘nGsecondaryGstructuresVGBiopolymersTG1993TG__TGY_efUaXa 2.2 238

23 –‘nGmultiUstructureGlandscapesVGnGstudyGbasedGonGtemperatureGdependentGpartitionGfunctionsVG
EuropeanZBiophysicsZJournalTG1993TGZZTGY_UZa 1.9 51

22 –andomGcatalyticGreactionGnetworksVGPhysicaZD:ZNonlinearZPhenomenaTG1993TGc_TG_deU_fZ 3.3 49

21 TheGprobabilityGofGpermanenceVGMathematicalZBiosciencesTG1993TGYY_TGZbUbX 3.9 15

20 porrelationGstructureGofGtheGlandscapeGofGtheGgraphUbipartitioningGproblemVGJournalZofZPhysicsZATG
1992TGZbTG_YX_U_YYX 24

19 zutationGinGautocatalyticGreactionGnetworksVGJournalZofZMathematicalZBiologyTG1992TG_XTGbfd 2 1

18 zutationGinGautocatalyticGreactionGnetworksVGnnGanalysisGbasedGonGperturbationGtheoryVGJournalZofZ
MathematicalZBiologyTG1992TG_XTGbfdUc_Y 2 60

17 TheGlandscapeGofGtheGtravelingGsalesmanGproblemVGPhysicsZLettersmZSectionZA:ZGeneralmZAtomicZandZ
SolidZStateZPhysicsTG1992TGYcYTG__dU_aa 2.3 98

16 qynamicsGofGautocatalyticGreactionGnetworksVGvōgGvnhomogeneousGreplicatorGnetworksVGBioSystemsTG
1991TGZcTGYUYf 1.9 15

15 —mallGautocatalyticGreactionGnetworksâ��vvvVGzonotoneGgrowthGfunctionsVGBulletinZofZMathematicalZ
BiologyTG1991TGb_TGacfUaeb 2.1

14 sullGcharacterizationGofGaGstrangeGattractorVGPhysicaZD:ZNonlinearZPhenomenaTG1991TGaeTGcbUfX 3.3 60

13 —mallGautocatalyticGreactionGnetworksâ��vvvVGzonotoneGgrowthGfunctionsVGBulletinZofZMathematicalZ
BiologyTG1991TGb_TGacfUaeb 2.1 7

12 —tatisticsGofGlandscapesGbasedGonGfreeGenergiesTGreplicationGandGdegradationGrateGconstantsGofG–‘nG
secondaryGstructuresVGMonatshefteZFˆ…rZChemieTG1991TGYZZTGdfbUeYf 1.4 25

11 pomplementaryGreplicationVGMathematicalZBiosciencesTG1991TGYXdTGe_UYXf 3.9 13

10 qynamicsGofGsmallGautocatalyticGreactionGnetworksUUvVGoifurcationsTGpermanenceGandGexclusionVG
BulletinZofZMathematicalZBiologyTG1990TGbZTGaebUbXe 2.1 7

9 ōisualizationGofGyatticeUoasedG“roteinGsoldingG—imulations 2

8 –‘nG—econdaryG—tructuresa_fUaef 4
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7 oiUnlignmentsGasGzodelsGofGvncongruentGrvolutionGofG–‘nG—equenceGandG—tructure 2

6 vdentificationGofG–‘nG_â��GendsGandGterminationGsitesGinGualoferaxGvolcanii 1

5 rcologicalGplantGepigeneticsgGrvidenceGfromGmodelGandGnonUmodelGspeciesTGandGtheGwayGforward 7

4 yargeU—caleGrvolutionaryG“atternsGofG“roteinGqomainGqistributionsGinGrukaryotes 1

3 tenomeUwideGfeaturesGofGintronsGareGevolutionaryGdecoupledGamongGthemselvesGandGfromGgenomeG
sizeGthroughoutGrukarya 5

2 —plicingGconservationGsignalsGinGplantGlongGnonUcodingG–‘ns 1

1 TimeUponsistentG–econciliationGzapsGandGsorbiddenGTimeGTravel 1
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