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l Paper IF Citations

580  ultifactorXdimensionalityKreductionKrevealsKhighXorderKinteractionsKamongKestrogenXmetabolismK
genesKinKsporadicKbreastKcancerYKAmericandJournaldofdHumandGeneticsWK2001WKhkWKcejXfi 11 1496

579  issingKheritabilityKandKstrategiesKforKfindingKtheKunderlyingKcausesKofKcomplexKdiseaseYKNatured
ReviewsdGeneticsWK2010WKccWKffhXgb 30.1 1230

578 TheKgeneticKstructureKandKhistoryKofKsfricansKandKsfricanKsmericansYKScienceWK2009WKedfWKcbegXff 33.3 1042

577  ultifactorKdimensionalityKreductionKsoftwareKforKdetectingKgeneXgeneKandKgeneXenvironmentK
interactionsYKBioinformaticsWK2003WKckWKeihXjd 7.2 951

576 uhapterKcclKyenomeXwideKassociationKstudiesYKPLoSdComputationaldBiologyWK2012WKjWKecbbdjdd 5 708

575 uharacterizationKofKmicroRNsKexpressionKlevelsKandKtheirKbiologicalKcorrelatesKinKhumanKcancerKcellK
linesYKCancerdResearchWK2007WKhiWKdfghXhj 10.1 617

574 TheKubiquitousKnatureKofKepistasisKinKdeterminingKsusceptibilityKtoKcommonKhumanKdiseasesYKHumand
HeredityWK2003WKghWKieXjd 1.1 582

573 éroteomicKpatternsKofKtumourKsubsetsKinKnonXsmallXcellKlungKcancerYKLancetpdTheWK2003WKehdWKfeeXk 40 539

572
sKflexibleKcomputationalKframeworkKforKdetectingWKcharacterizingWKandKinterpretingKstatisticalK
patternsKofKepistasisKinKgeneticKstudiesKofKhumanKdiseaseKsusceptibilityYKJournaldofdTheoreticald
BiologyWK2006WKdfcWKdgdXhc

2.3 497

571
éowerKofKmultifactorKdimensionalityKreductionKforKdetectingKgeneXgeneKinteractionsKinKtheK
presenceKofKgenotypingKerrorWKmissingKdataWKphenocopyWKandKgeneticKheterogeneityYKGeneticd
EpidemiologyWK2003WKdfWKcgbXi

2.6 464

570 tioinformaticsKchallengesKforKgenomeXwideKassociationKstudiesYKBioinformaticsWK2010WKdhWKffgXgg 7.2 401

569 sKhighXdensityKadmixtureKmapKforKdiseaseKgeneKdiscoveryKinKafricanKamericansYKAmericandJournaldofd
HumandGeneticsWK2004WKifWKcbbcXce 11 379

568 ReliefXbasedKfeatureKselectionlKIntroductionKandKreviewYKJournaldofdBiomedicaldInformaticsWK2018WKjgWKcjkXdbe10.2 352

567 NewKstrategiesKforKidentifyingKgeneXgeneKinteractionsKinKhypertensionYKAnnalsdofdMedicineWK2002WKefWKjjXkg1.5 337

566 ReninXangiotensinKsystemKgeneKpolymorphismsKandKatrialKfibrillationYKCirculationWK2004WKcbkWKchfbXh 16.7 304

565 treastKcancerKriskXassociatedKSNésKmodulateKtheKaffinityKofKchromatinKforKxOXscKandKalterKgeneK
expressionYKNaturedGeneticsWK2012WKffWKcckcXj 36.3 287

564 slzheimerRsKviseaseKNeuroimagingKInitiativeKbiomarkersKasKquantitativeKphenotypeslKyeneticsKcoreK
aimsWKprogressWKandKplansYKAlzheimerksdanddDementiaWK2010WKhWKdhgXie 1.2 279

Jason H Moore

2



563 WholeKgenomeKassociationKstudyKofKbrainXwideKimagingKphenotypesKforKidentifyingKquantitativeK
traitKlociKinK uIKandKsvlKsKstudyKofKtheKsvNIKcohortYKNeuroImageWK2010WKgeWKcbgcXhe 7.9 266

562 wpistasisKandKitsKimplicationsKforKpersonalKgeneticsYKAmericandJournaldofdHumandGeneticsWK2009WKjgWKebkXdb11 262

561 sKbalancedKaccuracyKfunctionKforKepistasisKmodelingKinKimbalancedKdatasetsKusingKmultifactorK
dimensionalityKreductionYKGeneticdEpidemiologyWK2007WKecWKebhXcg 2.6 261

560 TraversingKtheKconceptualKdivideKbetweenKbiologicalKandKstatisticalKepistasislKsystemsKbiologyKandKaK
moreKmodernKsynthesisYKBioEssaysWK2005WKdiWKheiXfh 4.1 258

559 wpigenomicKenhancerKprofilingKdefinesKaKsignatureKofKcolonKcancerYKScienceWK2012WKeehWKiehXk 33.3 255

558 yutKmicrobialKcolonisationKinKprematureKneonatesKpredictsKneonatalKsepsisYKArchivesdofdDiseasedind
Childhood:dFetaldanddNeonataldEditionWK2012WKkiWKxfghXhd 4.7 224

557 SerialKanalysisKofKtheKgutKandKrespiratoryKmicrobiomeKinKcysticKfibrosisKinKinfancylKinteractionK
betweenKintestinalKandKrespiratoryKtractsKandKimpactKofKnutritionalKexposuresYKMBioWK2012WKeWK 7.8 217

556 uomputationalKanalysisKofKgeneXgeneKinteractionsKusingKmultifactorKdimensionalityKreductionYK
ExpertdReviewdofdMoleculardDiagnosticsWK2004WKfWKikgXjbe 3.8 213

555 yeneticsWKstatisticsKandKhumanKdiseaselKanalyticalKretoolingKforKcomplexityYKTrendsdindGeneticsWK2004WK
dbWKhfbXi 8.5 205

554 éathwayKanalysisKofKgenomicKdatalKconceptsWKmethodsWKandKprospectsKforKfutureKdevelopmentYK
TrendsdindGeneticsWK2012WKdjWKedeXed 8.5 203

553 éroteomicXbasedKprognosisKofKbrainKtumorKpatientsKusingKdirectXtissueKmatrixXassistedKlaserK
desorptionKionizationKmassKspectrometryYKCancerdResearchWK2005WKhgWKihifXjc 10.1 200

552 xailureKtoKreplicateKaKgeneticKassociationKmayKprovideKimportantKcluesKaboutKgeneticKarchitectureYK
PLoSdONEWK2009WKfWKeghek 3.7 198

551 smplificationKandKoverXexpressionKofKtheKwyxRKandKerbtXdKgenesKinKhumanKesophagealK
adenocarcinomasYKInternationaldJournaldofdCancerWK1993WKgfWKdceXk 7.5 193

550 sKmetaXanalysisKidentifiesKnewKlociKassociatedKwithKbodyKmassKindexKinKindividualsKofKsfricanK
ancestryYKNaturedGeneticsWK2013WKfgWKhkbXh 36.3 192

549 uuttingKedgelKmolecularKportraitKofKhumanKautoimmuneKdiseaseYKJournaldofdImmunologyWK2002WKchkWKgXk 5.3 180

548 sssociationKofKuesareanKveliveryKandKxormulaKSupplementationKWithKtheKIntestinalK icrobiomeKofK
hXWeekXOldKInfantsYKJAMAdPediatricsWK2016WKcibWKdcdXk 8.3 170

547  achineKlearningKforKdetectingKgeneXgeneKinteractionslKaKreviewYKApplieddBioinformaticsWK2006WKgWKiiXjj 163

546  ultifactorXdimensionalityKreductionKshowsKaKtwoXlocusKinteractionKassociatedKwithKTypeKdK
diabetesKmellitusYKDiabetologiaWK2004WKfiWKgfkXggf 10.3 161

(2004-2010)
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545 snalysisKofKtheKRw”NKgeneKasKaKgeneticKriskKfactorKforKautismYKMoleculardPsychiatryWK2005WKcbWKgheXic 15.1 154

544 wvaluationKofKaKTreeXbasedKéipelineKOptimizationKToolKforKsutomatingKvataKScienceK2016WK 149

543
yenomeXwideKassociationKanalysisKofKbloodXpressureKtraitsKinKsfricanXancestryKindividualsKrevealsK
commonKassociatedKgenesKinKsfricanKandKnonXsfricanKpopulationsYKAmericandJournaldofdHumand
GeneticsWK2013WKkeWKgfgXgf

11 145

542 uoncordanceKofKmultipleKanalyticalKapproachesKdemonstratesKaKcomplexKrelationshipKbetweenKvNsK
repairKgeneKSNésWKsmokingKandKbladderKcancerKsusceptibilityYKCarcinogenesisWK2006WKdiWKcbebXi 4.6 144

541 OptimizationKofKneuralKnetworkKarchitectureKusingKgeneticKprogrammingKimprovesKdetectionKandK
modelingKofKgeneXgeneKinteractionsKinKstudiesKofKhumanKdiseasesYKBMCdBioinformaticsWK2003WKfWKdj 3.6 142

540  ultilocusKanalysisKofKhypertensionlKaKhierarchicalKapproachYKHumandHeredityWK2004WKgiWKdjXej 1.1 139

539 ”earningKulassifierKSystemslKsKuompleteKIntroductionWKReviewWKandKRoadmapYKJournaldofdArtificiald
EvolutiondanddApplicationsWK2009WKdbbkWKcXdg 131

538 ys wTwSlKaKfastWKdirectKalgorithmKforKgeneratingKpureWKstrictWKepistaticKmodelsKwithKrandomK
architecturesYKBioDatadMiningWK2012WKgWKch 4.3 127

537 ShadowsKofKcomplexitylKwhatKbiologicalKnetworksKrevealKaboutKepistasisKandKpleiotropyYKBioEssaysWK
2009WKecWKddbXi 4.1 117

536 vrinkingXwaterKarsenicKexposureKmodulatesKgeneKexpressionKinKhumanKlymphocytesKfromKaKUYSYK
populationYKEnvironmentaldHealthdPerspectivesWK2008WKcchWKgdfXec 8.4 114

535 STUvwNT’s sYKTheKchallengesKofKwholeXgenomeKapproachesKtoKcommonKdiseasesYKJAMAdrdJournald
ofdthedAmericandMedicaldAssociationWK2004WKdkcWKchfdXe 27.4 114

534 éathwaysXbasedKanalysesKofKwholeXgenomeKassociationKstudyKdataKinKbipolarKdisorderKrevealKgenesK
mediatingKionKchannelKactivityKandKsynapticKneurotransmissionYKHumandGeneticsWK2009WKcdgWKheXik 6.3 113

533 sKgeneKexpressionKsignatureKforKrecentKonsetKrheumatoidKarthritisKinKperipheralKbloodKmononuclearK
cellsYKAnnalsdofdthedRheumaticdDiseasesWK2004WKheWKcejiXkd 2.4 112

532 yeneticKanalysisKofKquantitativeKphenotypesKinKsvKandK uIlKimagingWKcognitionKandKbiomarkersYK
BraindImagingdanddBehaviorWK2014WKjWKcjeXdbi 4.1 111

531 wvidenceKforKepistasisKbetweenKS”uhsfKandKITyteKinKautismKetiologyKandKinKtheKdeterminationKofK
plateletKserotoninKlevelsYKHumandGeneticsWK2007WKcdcWKdfeXgh 6.3 111

530 tigKdataKbioinformaticsYKJournaldofdCellulardPhysiologyWK2014WKddkWKcjkhXkbb 7 109

529
snKapplicationKofKconditionalKlogisticKregressionKandKmultifactorKdimensionalityKreductionKforK
detectingKgeneXgeneKinteractionsKonKriskKofKmyocardialKinfarctionlKtheKimportanceKofKmodelK
validationYKBMCdBioinformaticsWK2004WKgWKfk

3.6 108

528 IntegrativeKfunctionalKgenomicsKidentifiesKanKenhancerKloopingKtoKtheKSOXkKgeneKdisruptedKbyKtheK
ciqdfYeKprostateKcancerKriskKlocusYKGenomedResearchWK2012WKddWKcfeiXfh 9.7 107
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527 sutomatingKtiomedicalKvataKScienceKThroughKTreeXtasedKéipelineKOptimizationYKLecturedNotesdind
ComputerdScienceWK2016WKcdeXcei 0.9 107

526 RecurrentKtissueXspecificKmtvNsKmutationsKareKcommonKinKhumansYKPLoSdGeneticsWK2013WKkWKecbbekdk 6 105

525 SpatiallyKuniformKrelieffKSSURxTKforKcomputationallyXefficientKfilteringKofKgeneXgeneKinteractionsYK
BioDatadMiningWK2009WKdWKg 4.3 105

524 sKnovelKmethodKtoKidentifyKgeneXgeneKeffectsKinKnuclearKfamilieslKtheK vRXévTYKGeneticd
EpidemiologyWK2006WKebWKcccXde 2.6 101

523 TuningKReliefxKforKyenomeXWideKyeneticKsnalysisK2007WKchhXcig 99

522 ScalingKtreeXbasedKautomatedKmachineKlearningKtoKbiomedicalKbigKdataKwithKaKfeatureKsetKselectorYK
BioinformaticsWK2020WKehWKdgbXdgh 7.2 99

521 SingleXnucleotideKpolymorphismsKforKdiagnosisKofKsaltXsensitiveKhypertensionYKClinicaldChemistryWK
2006WKgdWKegdXhb 5.5 98

520 RelativeKimpactKofKuYéesKgenotypeKandKconcomitantKmedicationKonKtheKseverityKofK
atorvastatinXinducedKmuscleKdamageYKPharmacogeneticsdanddGenomicsWK2005WKcgWKfcgXdc 1.9 98

519 é ”tlKaKlargeKbenchmarkKsuiteKforKmachineKlearningKevaluationKandKcomparisonYKBioDatadMiningWK
2017WKcbWKeh 4.3 95

518 sccelerationKofKcardiovascularKdiseaseKbyKaKdysfunctionalKprostacyclinKreceptorKmutationlKpotentialK
implicationsKforKcyclooxygenaseXdKinhibitionYKCirculationdResearchWK2008WKcbdWKkjhXke 15.7 95

517 sKgeneKexpressionKfingerprintKofKuYKelegansKembryonicKmotorKneuronsYKBMCdGenomicsWK2005WKhWKfd 4.5 95

516 uombinatorialKpharmacogeneticsYKNaturedReviewsdDrugdDiscoveryWK2005WKfWKkccXj 64.1 94

515 vNsKrepairKpolymorphismsKmodifyKbladderKcancerKrisklKaKmultiXfactorKanalyticKstrategyYKHumand
HeredityWK2008WKhgWKcbgXcj 1.1 93

514 ReninXangiotensinKsystemKgeneKpolymorphismsKandKcoronaryKarteryKdiseaseKinKaKlargeKangiographicK
cohortlKdetectionKofKhighKorderKgeneXgeneKinteractionYKAtherosclerosisWK2007WKckgWKcidXjb 3.1 92

513 uharacterizingKgeneticKinteractionsKinKhumanKdiseaseKassociationKstudiesKusingKstatisticalKepistasisK
networksYKBMCdBioinformaticsWK2011WKcdWKehf 3.6 90

512 sKtrainingXtestingKapproachKtoKtheKmolecularKclassificationKofKresectedKnonXsmallKcellKlungKcancerYK
ClinicaldCancerdResearchWK2003WKkWKfhkgXibf 12.9 89

511 sssociationsKbetweenKyutK icrobialKuolonizationKinKwarlyK”ifeKandKRespiratoryKOutcomesKinKuysticK
xibrosisYKJournaldofdPediatricsWK2015WKchiWKcejXfiYecXe 3.6 88

510 sdmixtureKmappingKinKlupusKidentifiesKmultipleKfunctionalKvariantsKwithinKIxIzcKassociatedKwithK
apoptosisWKinflammationWKandKautoantibodyKproductionYKPLoSdGeneticsWK2013WKkWKecbbeddd 6 87

(2013-2016)
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509 WhyKepistasisKisKimportantKforKtacklingKcomplexKhumanKdiseaseKgeneticsYKGenomedMedicineWK2014WKhWKcdf 14.4 86

508 tenchmarkingKreliefXbasedKfeatureKselectionKmethodsKforKbioinformaticsKdataKminingYKJournaldofd
BiomedicaldInformaticsWK2018WKjgWKchjXcjj 10.2 82

507 SymbolicKdiscriminantKanalysisKofKmicroarrayKdataKinKautoimmuneKdiseaseYKGeneticdEpidemiologyWK
2002WKdeWKgiXhk 2.6 75

506 TheKinteractionKofKfourKgenesKinKtheKinflammationKpathwayKsignificantlyKpredictsKprostateKcancerK
riskYKCancerdEpidemiologydBiomarkersdanddPreventionWK2005WKcfWKdgheXj 4 74

505 wxploitingKtheKproteomeKtoKimproveKtheKgenomeXwideKgeneticKanalysisKofKepistasisKinKcommonK
humanKdiseasesYKHumandGeneticsWK2008WKcdfWKckXdk 6.3 73

504 tladderKcancerKSNéKpanelKpredictsKsusceptibilityKandKsurvivalYKHumandGeneticsWK2009WKcdgWKgdiXek 6.3 72

503 sKcomputationallyKefficientKhypothesisKtestingKmethodKforKepistasisKanalysisKusingKmultifactorK
dimensionalityKreductionYKGeneticdEpidemiologyWK2009WKeeWKjiXkf 2.6 70

502 TheKuseKofKanimalKmodelsKinKtheKstudyKofKcomplexKdiseaselKallKelseKisKneverKequalKorKwhyKdoKsoKmanyK
humanKstudiesKfailKtoKreplicateKanimalKfindingsqYKBioEssaysWK2004WKdhWKcibXk 4.1 69

501 wXcadherinKexpressionKinKprimaryKandKmetastaticKthoracicKneoplasmsKandKinKtarrettRsKoesophagusYK
BritishdJournaldofdCancerWK1995WKicWKchhXid 8.7 69

500 StructuredKsparseKcanonicalKcorrelationKanalysisKforKbrainKimagingKgeneticslKanKimprovedKyraphNetK
methodYKBioinformaticsWK2016WKedWKcgffXgc 7.2 66

499 wlevatedKmaleKwuropeanKandKfemaleKsfricanKcontributionsKtoKtheKgenomesKofKsfricanKsmericanK
individualsYKHumandGeneticsWK2007WKcdbWKiceXdd 6.3 66

498 uausalKwffectKofKélasminogenKsctivatorKInhibitorKTypeKcKonKuoronaryKzeartKviseaseYKJournaldofdthed
AmericandHeartdAssociationWK2017WKhWK 6 65

497 yenomeXwideKassociationKstudyKforKcirculatingKlevelsKofKésIXcKprovidesKnovelKinsightsKintoKitsK
regulationYKBloodWK2012WKcdbWKfjieXjc 2.2 65

496
SingleKnucleotideKpolymorphismsKinKsN““cKandKtheKdopamineKvdKreceptorKgeneKaffectKcognitiveK
outcomeKshortlyKafterKtraumaticKbrainKinjurylKaKreplicationKandKextensionKstudyYKBraindInjuryWK2008WK
ddWKibgXcf

2.1 64

495 IntegratedKanalysisKofKgeneticKandKproteomicKdataKidentifiesKbiomarkersKassociatedKwithKadverseK
eventsKfollowingKsmallpoxKvaccinationYKGenesdanddImmunityWK2009WKcbWKccdXk 4.4 63

494 uO TKValcgj etKyenotypeKandKIndividualKvifferencesKinKwxecutiveKxunctionKinKzealthyKsdultsYK
JournaldofdthedInternationaldNeuropsychologicaldSocietyWK2011WKciWKcifXjb 3.1 63

493  nSOvKpolymorphismKandKbreastKcancerKinKaKpopulationXbasedKcaseXcontrolKstudyYKCancerdLettersWK
2003WKckkWKdiXee 9.9 63

492 sKSimpleKandKuomputationallyKwfficientKspproachKtoK ultifactorKvimensionalityKReductionKsnalysisK
ofKyeneXyeneKInteractionsKforKöuantitativeKTraitsYKPLoSdONEWK2013WKjWKehhgfg 3.7 63
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491 InternationalKelectronicKhealthKrecordXderivedKuOVIvXckKclinicalKcourseKprofileslKtheKfuwK
consortiumYKNpjdDigitaldMedicineWK2020WKeWKcbk 15.7 61

490 TheKprematureKinfantKgutKmicrobiomeKduringKtheKfirstKhKweeksKofKlifeKdiffersKbasedKonKgestationalK
maturityKatKbirthYKPediatricdResearchWK2018WKjfWKicXik 3.2 61

489  ultifactorKdimensionalityKreductionKforKgraphicsKprocessingKunitsKenablesKgenomeXwideKtestingKofK
epistasisKinKsporadicKs”SYKBioinformaticsWK2010WKdhWKhkfXg 7.2 60

488 ObesityKisKmediatedKbyKdifferentialKarylKhydrocarbonKreceptorKsignalingKinKmiceKfedKaKWesternKdietYK
EnvironmentaldHealthdPerspectivesWK2012WKcdbWKcdgdXk 8.4 60

487 éolymorphismsKinKtheKbrainXderivedKneurotrophicKfactorKgeneKinfluenceKmemoryKandKprocessingK
speedKoneKmonthKafterKbrainKinjuryYKJournaldofdNeurotraumaWK2012WKdkWKccccXj 5.4 60

486 TéOTlKsKTreeXtasedKéipelineKOptimizationKToolKforKsutomatingK achineK”earningYKThedSpringerd
SeriesdondChallengesdindMachinedLearningWK2019WKcgcXchb 7.3 59

485 yeneticKbasisKforKadverseKeventsKafterKsmallpoxKvaccinationYKJournaldofdInfectiousdDiseasesWK2008WK
ckjWKchXdd 7 59

484 wxSTrauSKdYblKvescriptionKandKwvaluationKofKaKScalableK”earningKulassifierKSystemYKEvolutionaryd
IntelligenceWK2015WKjWKjkXcch 1.7 57

483 betadXsdrenergicKreceptorKgenotypeKandKpretermKdeliveryYKAmericandJournaldofdObstetricsdandd
GynecologyWK2002WKcjiWKcdkfXj 6.4 57

482 IdealKdiscriminationKofKdiscreteKclinicalKendpointsKusingKmultilocusKgenotypesYKIndSilicodBiologyWK2004
WKfWKcjeXkf 2 56

481 snKinformationXgainKapproachKtoKdetectingKthreeXwayKepistaticKinteractionsKinKgeneticKassociationK
studiesYKJournaldofdthedAmericandMedicaldInformaticsdAssociation:dJAMIAWK2013WKdbWKhebXh 8.6 55

480 uharacterizingKandK anagingK issingKStructuredKvataKinKwlectronicKzealthKRecordslKvataKsnalysisYK
JMIRdMedicaldInformaticsWK2018WKhWKecc 3.6 55

479  ISSINyKvsTsKI éUTsTIONKINKTzwKw”wuTRONIuKzws”TzKRwuORvKUSINyKvwwé”YK”wsRNwvK
sUTOwNuOvwRSYKPacificdSymposiumdondBiocomputingdPacificdSymposiumdondBiocomputingWK2017WKddWKdbiXdcj1.3 54

478 sssociationKofKhomozygousKwildXtypeKglutathioneKSXtransferaseK cKgenotypeKwithKincreasedKbreastK
cancerKriskYKCancerdResearchWK2004WKhfWKcdeeXh 10.1 54

477 sK”ocusKatKgqeeYeKuonfersKResistanceKtoKTuberculosisKinKzighlyKSusceptibleKIndividualsYKAmericand
JournaldofdHumandGeneticsWK2016WKkjWKgcfXgdf 11 53

476 vataXdrivenKadviceKforKapplyingKmachineKlearningKtoKbioinformaticsKproblemsK2018WK 52

475 ”ongitudinalKassessmentKofKcognitiveKchangesKassociatedKwithKadjuvantKtreatmentKforKbreastK
cancerlKtheKimpactKofKséOwKandKsmokingYKPsychorOncologyWK2014WKdeWKcejdXkb 3.9 52

474
sKrobustKmultifactorKdimensionalityKreductionKmethodKforKdetectingKgeneXgeneKinteractionsKwithK
applicationKtoKtheKgeneticKanalysisKofKbladderKcancerKsusceptibilityYKAnnalsdofdHumandGeneticsWK2011WK
igWKdbXj

2.2 52

(2011-2020)
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473 IntestinalKdifferentiationKandKpgeKgeneKalterationsKinKtarrettRsKesophagusKandKesophagealK
adenocarcinomaYKInternationaldJournaldofdCancerWK1994WKghWKfjiXke 7.5 51

472 yeneticKérogrammingKNeuralKNetworkslKsKéowerfulKtioinformaticsKToolKforKzumanKyeneticsYK
ApplieddSoftdComputingdJournalWK2007WKiWKficXfik 7.5 50

471 yeneKexpressionKsignaturesKforKautoimmuneKdiseaseKinKperipheralKbloodKmononuclearKcellsYK
ArthritisdResearchWK2004WKhWKcdbXj 50

470  ultipleKélasmaKtiomarkersKforKRisk´ StratificationKinKéatientsKWithKzeart´ xailure´ andKéreservedK
wjectionKxractionYKJournaldofdthedAmericandCollegedofdCardiologyWK2020WKigWKcdjcXcdkg 15.1 49

469 sKéilotKuharacterizationKofKtheKzumanKuhronobiomeYKScientificdReportsWK2017WKiWKcicfc 4.9 48

468 wffectKofKcardiopulmonaryKbypassKonKureaKcycleKintermediatesKandKnitricKoxideKlevelsKafterK
congenitalKheartKsurgeryYKJournaldofdPediatricsWK2003WKcfdWKdhXeb 3.6 48

467 vataXdrivenKadviceKforKapplyingKmachineKlearningKtoKbioinformaticsKproblemsYKPacificdSymposiumdond
BiocomputingdPacificdSymposiumdondBiocomputingWK2018WKdeWKckdXdbe 1.3 47

466 sKnovelKsurvivalKmultifactorKdimensionalityKreductionKmethodKforKdetectingKgeneXgeneKinteractionsK
withKapplicationKtoKbladderKcancerKprognosisYKHumandGeneticsWK2011WKcdkWKcbcXcb 6.3 46

465 RoutineKviscoveryKofKuomplexKyeneticK odelsKusingKyeneticKslgorithmsYKApplieddSoftdComputingd
JournalWK2004WKfWKikXjh 7.5 46

464 vetectingWKcharacterizingWKandKinterpretingKnonlinearKgeneXgeneKinteractionsKusingKmultifactorK
dimensionalityKreductionYKAdvancesdindGeneticsWK2010WKidWKcbcXch 3.3 45

463 yeneXgeneKinteractionsKinKfolateKandKadenosineKbiosynthesisKpathwaysKaffectKmethotrexateK
efficacyKandKtolerabilityKinKrheumatoidKarthritisYKPharmacogeneticsdanddGenomicsWK2009WKckWKkegXff 1.9 45

462 TranscriptionalKprofilingKinKcoronaryKarteryKdiseaselKindicationsKforKnovelKmarkersKofKcoronaryK
collateralizationYKCirculationWK2006WKccfWKcjccXdb 16.7 45

461 SymbolicKmodelingKofKepistasisYKHumandHeredityWK2007WKheWKcdbXee 1.1 45

460 vesignKandKImplementationKofKtheKInternationalKyeneticsKandKTranslationalKResearchKinK
TransplantationKNetworkYKTransplantationWK2015WKkkWKdfbcXcd 1.8 44

459 wntropyXbasedKinformationKgainKapproachesKtoKdetectKandKtoKcharacterizeKgeneXgeneKandK
geneXenvironmentKinteractionsacorrelationsKofKcomplexKdiseasesYKGeneticdEpidemiologyWK2011WKegWKibhXdc2.6 44

458 IntegratedKanalysisKofKgeneticWKgenomicKandKproteomicKdataYKExpertdReviewdofdProteomicsWK2004WKcWKhiXig 4.2 43

457 SucraseXisomaltaseKgeneKexpressionKinKtarrettRsKesophagusKandKadenocarcinomaYKGastroenterologyWK
1993WKcbgWKjeiXff 13.3 43

456
RoleKofKgeneticKheterogeneityKandKepistasisKinKbladderKcancerKsusceptibilityKandKoutcomelKaK
learningKclassifierKsystemKapproachYKJournaldofdthedAmericandMedicaldInformaticsdAssociation:dJAMIAWK
2013WKdbWKhbeXcd

8.6 42
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455 vetectingKpathwayXbasedKgeneXgeneKandKgeneXenvironmentKinteractionsKinKpancreaticKcancerYK
CancerdEpidemiologydBiomarkersdanddPreventionWK2008WKciWKcfibXk 4 42

454 TranscriptomeXguidedKamyloidKimagingKgeneticKanalysisKviaKaKnovelKstructuredKsparseKlearningK
algorithmYKBioinformaticsWK2014WKebWKighfXic 7.2 41

453 wxaminationKofKpolymorphicKglutathioneKSXtransferaseKSySTTKgenesWKtobaccoKsmokingKandKprostateK
cancerKriskKamongKmenKofKsfricanKdescentlKaKcaseXcontrolKstudyYKBMCdCancerWK2009WKkWKeki 4.8 41

452 wffectKofKgeneticKvariantsWKespeciallyKuYédukKandKV“ORucWKonKtheKpharmacologyKofKwarfarinYK
SeminarsdindThrombosisdanddHemostasisWK2012WKejWKjkeXkbf 5.3 39

451 uytokineKexpressionKpatternsKassociatedKwithKsystemicKadverseKeventsKfollowingKsmallpoxK
immunizationYKJournaldofdInfectiousdDiseasesWK2006WKckfWKfffXge 7 39

450 wxploitingKwxpertK“nowledgeKinKyeneticKérogrammingKforKyenomeXWideKyeneticKsnalysisYKLectured
NotesdindComputerdScienceWK2006WKkhkXkii 0.9 39

449 éroblemsKwithKgenomeXwideKassociationKstudiesYKScienceWK2007WKechWKcjfbXd 33.3 38

448 sdaptingKbioinformaticsKcurriculaKforKbigKdataYKBriefingsdindBioinformaticsWK2016WKciWKfeXgb 13.4 37

447 vetectingKgeneXgeneKinteractionsKusingKaKpermutationXbasedKrandomKforestKmethodYKBioDatad
MiningWK2016WKkWKcf 4.3 37

446 slterationsKofK“XrasWKpgeWKandKerbtXdaneuKinKhumanKlungKadenocarcinomasYKJournaldofdThoracicdandd
CardiovasculardSurgeryWK1994WKcbiWKgkbXgkg 1.5 37

445 xetalKexposuresKandKperinatalKinfluencesKonKtheKstoolKmicrobiotaKofKprematureKinfantsYKJournaldofd
MaternalrFetaldanddNeonataldMedicineWK2016WKdkWKkkXcbg 2 36

444 InteractionKamongKvariantKvascularKendothelialKgrowthKfactorKSVwyxTKandKitsKreceptorKinKrelationKtoK
prostateKcancerKriskYKProstateWK2010WKibWKefcXgd 4.2 36

443 yenderXspecificKcorrelationsKofKplasminogenKactivatorKinhibitorXcKandKtissueKplasminogenKactivatorK
levelsKwithKcardiovascularKdiseaseXrelatedKtraitsYKJournaldofdThrombosisdanddHaemostasisWK2007WKgWKeceXdb 15.4 36

442 wvaporativeKcoolingKfeatureKselectionKforKgenotypicKdataKinvolvingKinteractionsYKBioinformaticsWK
2007WKdeWKdcceXdb 7.2 36

441 OptimizationKofKgeneKsetKannotationsKviaKentropyKminimizationKoverKvariableKclustersKSw VuTYK
BioinformaticsWK2014WKebWKchkjXibh 7.2 35

440 snKsnalysisKéipelineKwithKStatisticalKandKVisualizationXyuidedK“nowledgeKviscoveryKforK
 ichiganXStyleK”earningKulassifierKSystemsYKIEEEdComputationaldIntelligencedMagazineWK2012WKiWKegXfg 5.6 35

439 SystemsKgeneticsKforKdrugKtargetKdiscoveryYKTrendsdindPharmacologicaldSciencesWK2011WKedWKhdeXeb 13.2 35

438 RoleKforKproteinXproteinKinteractionKdatabasesKinKhumanKgeneticsYKExpertdReviewdofdProteomicsWK
2009WKhWKhfiXgk 4.2 35

(2009-2008)

9



437 stutcKandKySTKpolymorphismsKassociatedKwithKTégeKstatusKinKbreastKcancerYKPharmacogeneticsdandd
GenomicsWK2007WKciWKcdiXeh 1.9 34

436 éetriKnetKmodelingKofKhighXorderKgeneticKsystemsKusingKgrammaticalKevolutionYKBioSystemsWK2003WK
idWKciiXjh 1.9 34

435 sKdietaryXwideKassociationKstudyKSvWsSTKofKenvironmentalKmetalKexposureKinKUSKchildrenKandK
adultsYKPLoSdONEWK2014WKkWKecbfihj 3.7 33

434
yenomeXwideKassociationKstudyKforKcirculatingKtissueKplasminogenKactivatorKlevelsKandKfunctionalK
followXupKimplicatesKendothelialKSTXtégKandKSTXdYKArteriosclerosispdThrombosispdanddVasculard
BiologyWK2014WKefWKcbkeXcbc

9.4 33

433 sKroleKforKuwTéKTaqItKpolymorphismKinKdeterminingKsusceptibilityKtoKatrialKfibrillationlKaKnestedKcaseK
controlKstudyYKBMCdMedicaldGeneticsWK2006WKiWKek 2.1 33

432 WhereKareKweKnowqK2018WK 33

431 wlectronicKhealthKrecordsKandKpolygenicKriskKscoresKforKpredictingKdiseaseKriskYKNaturedReviewsd
GeneticsWK2020WKdcWKfkeXgbd 30.1 32

430 S”ueksdKandKxSIécKpolymorphismsKasKpotentialKmodifiersKofKarsenicXrelatedKbladderKcancerYKHumand
GeneticsWK2012WKcecWKfgeXhc 6.3 32

429 vistinctKpatternsKofKvNsKmethylationKinKconventionalKadenomasKinvolvingKtheKrightKandKleftKcolonYK
ModerndPathologyWK2014WKdiWKcfgXgg 9.8 32

428 InvestigatingKtheKparameterKspaceKofKevolutionaryKalgorithmsYKBioDatadMiningWK2018WKccWKd 4.3 31

427 TheKwNuOvwKprojectKandKperspectivesKonKpathwaysYKGeneticdEpidemiologyWK2014WKejWKdigXjb 2.6 31

426 ViSwNlKmethodologyKandKsoftwareKforKvisualizationKofKstatisticalKepistasisKnetworksYKGeneticd
EpidemiologyWK2013WKeiWKdjeXg 2.6 31

425  easuringKtheKmicrobiomelKperspectivesKonKadvancesKinKvNsXbasedKtechniquesKforKexploringK
microbialKlifeYKBriefingsdindBioinformaticsWK2012WKceWKfdbXk 13.4 31

424 ”ayersKofKepistasislKgenomeXwideKregulatoryKnetworksKandKnetworkKapproachesKtoKgenomeXwideK
associationKstudiesYKWileydInterdisciplinarydReviews:dSystemsdBiologydanddMedicineWK2011WKeWKgceXdh 6.6 31

423 wnablingKpersonalKgenomicsKwithKanKexplicitKtestKofKepistasisYKPacificdSymposiumdondBiocomputingd
PacificdSymposiumdondBiocomputingWK2010WKediXeh 1.3 31

422 viabeticKnephropathyKisKassociatedKwithKgeneKexpressionKlevelsKofKoxidativeKphosphorylationKandK
relatedKpathwaysYKDiabetesWK2006WKggWKcjdhXec 0.9 31

421 tioinformaticsKchallengesKinKgenomeXwideKassociationKstudiesKSyWsSTYKMethodsdindMoleculard
BiologyWK2014WKcchjWKheXjc 1.4 31

420 wpistasisKanalysisKusingKmultifactorKdimensionalityKreductionYKMethodsdindMoleculardBiologyWK2015WK
cdgeWKebcXcf 1.4 30
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419  ultifactorKdimensionalityKreductionKrevealsKaKthreeXlocusKepistaticKinteractionKassociatedKwithK
susceptibilityKtoKpulmonaryKtuberculosisYKBioDatadMiningWK2013WKhWKf 4.3 30

418 wxpressionKofKtumorKsuppressiveKmicroRNsXefaKisKassociatedKwithKaKreducedKriskKofKbladderKcancerK
recurrenceYKInternationaldJournaldofdCancerWK2015WKceiWKccgjXhh 7.5 30

417 sbilityKofKepistaticKinteractionsKofKcytokineKsingleXnucleotideKpolymorphismsKtoKpredictK
susceptibilityKtoKdiseaseKsubsetsKinKsystemicKsclerosisKpatientsYKArthritisdanddRheumatismWK2008WKgkWKkifXje 30

416 IdentificationKofKaKtwoXlociKepistaticKinteractionKassociatedKwithKsusceptibilityKtoKrheumatoidK
arthritisKthroughKreverseKengineeringKandKmultifactorKdimensionalityKreductionYKGenomicsWK2007WKkbWKhXce4.3 30

415 uonnectingKtheKdotsKbetweenKgenesWKbiochemistryWKandKdiseaseKsusceptibilitylKsystemsKbiologyK
modelingKinKhumanKgeneticsYKMoleculardGeneticsdanddMetabolismWK2005WKjfWKcbfXcc 3.7 30

414 yeneKexpressionKprofilesKinKhumanKautoimmuneKdiseaseYKCurrentdPharmaceuticaldDesignWK2003WKkWKckbgXci3.3 30

413 uardiovascularKviseaseKRiskKxactorsKinKyhanaKduringKtheKRuralXtoXUrbanKTransitionlKsK
urossXSectionalKStudyYKPLoSdONEWK2016WKccWKebchdige 3.7 30

412 RobustnessWKevolvabilityWKandKtheKlogicKofKgeneticKregulationYKArtificialdLifeWK2014WKdbWKcccXdh 1.4 29

411 snalysisKofKgeneXgeneKinteractionsYKCurrentdProtocolsdindHumandGeneticsWK2011WKuhapterKcWKUnitcYcf 3.2 29

410 scceleratingKepistasisKanalysisKinKhumanKgeneticsKwithKconsumerKgraphicsKhardwareYKBMCdResearchd
NotesWK2009WKdWKcfk 2.3 29

409 yeneKexpressionKdifferencesKinKskinKfibroblastsKinKidenticalKtwinsKdiscordantKforKtypeKcKdiabetesYK
DiabetesWK2012WKhcWKiekXff 0.9 29

408 sKnovelKstructureXawareKsparseKlearningKalgorithmKforKbrainKimagingKgeneticsYKLecturedNotesdind
ComputerdScienceWK2014WKciWKedkXeh 0.9 29

407 IonKchannelsKandKschizophrenialKaKgeneKsetXbasedKanalyticKapproachKtoKyWsSKdataKforKbiologicalK
hypothesisKtestingYKHumandGeneticsWK2012WKcecWKeieXkc 6.3 28

406 STatisticalKInferenceKReliefKSSTIRTKfeatureKselectionYKBioinformaticsWK2019WKegWKcegjXcehg 7.2 28

405 u”uN“tXTfjcSKandKessentialKhypertensionKinKaKyhanaianKpopulationYKJournaldofdHypertensionWK2009WK
diWKdkjXebf 1.9 27

404 wpistaticKeffectsKofKpolymorphismsKinKgenesKfromKtheKreninXangiotensinWKbradykininWKandKfibrinolyticK
systemsKonKplasmaKtXésKandKésIXcKlevelsYKGenomicsWK2007WKjkWKehdXk 4.3 27

403 sntKuolonyKOptimizationKforKyenomeXWideKyeneticKsnalysisYKLecturedNotesdindComputerdScienceWK
2008WKeiXfi 0.9 27

402
”earningKfromKelectronicKhealthKrecordsKacrossKmultipleKsiteslKsKcommunicationXefficientKandK
privacyXpreservingKdistributedKalgorithmYKJournaldofdthedAmericandMedicaldInformaticsdAssociation:d
JAMIAWK2020WKdiWKeihXejg

8.6 27

(2020-2013)
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401 TheKapplicationKofKmichiganXstyleKlearningKclassifiersystemsKtoKaddressKgeneticKheterogeneityKandK
epistasisinKassociationKstudiesK2010WK 26

400  icroarrayKanalysisKofKcytoplasmicKversusKwholeKcellKRNsKrevealsKaKconsiderableKnumberKofKmissedK
andKfalseKpositiveKmRNssYKRnaWK2009WKcgWKckciXdj 5.8 26

399 xeatureKSelectionKusingKaKRandomKxorestsKulassifierKforKtheKIntegratedKsnalysisKofK ultipleKvataK
TypesK2006WK 26

398 TheKgenderXspecificKroleKofKpolymorphismsKfromKtheKfibrinolyticWKreninXangiotensinWKandKbradykininK
systemsKinKdeterminingKplasmaKtXésKandKésIXcKlevelsYKThrombosisdanddHaemostasisWK2006WKkhWKficXfii 7 26

397 yenomeXWideKsnalysisKofKwpistasisKUsingK ultifactorKvimensionalityKReductionK2007WKciXeb 26

396  ultidimensionalKgeneticKprogrammingKforKmulticlassKclassificationYKSwarmdanddEvolutionaryd
ComputationWK2019WKffWKdhbXdid 9.8 26

395 éredictingKtheKdifficultyKofKpureWKstrictWKepistaticKmodelslKmetricsKforKsimulatedKmodelKselectionYK
BioDatadMiningWK2012WKgWKcg 4.3 25

394 éersonalizedKmedicinelKgeneticKvariationKandKlossKofKphysiologicKcomplexityKareKassociatedKwithK
mortalityKinKhffKtraumaKpatientsYKAnnalsdofdSurgeryWK2009WKdgbWKgdfXeb 7.8 25

393 uorrelationKbetweenKgeneticKvariationsKinKzoxKclustersKandKzirschsprungRsKdiseaseYKAnnalsdofdHumand
GeneticsWK2007WKicWKgdhXeh 2.2 25

392 InteractionKamongKapoptosisXassociatedKsequenceKvariantsKandKjointKeffectsKonKaggressiveKprostateK
cancerYKBMCdMedicaldGenomicsWK2012WKgWKcc 3.7 24

391
UseKofKelectronicKhealthKrecordsKtoKsupportKaKpublicKhealthKresponseKtoKtheKuOVIvXckKpandemicKinK
theKUnitedKStateslKaKperspectiveKfromKcgKacademicKmedicalKcentersYKJournaldofdthedAmericandMedicald
InformaticsdAssociation:dJAMIAWK2021WKdjWKekeXfbc

8.6 24

390 é”sTOKsoftwareKprovidesKanalyticKframeworkKforKinvestigatingKcomplexityKbeyondKgenomeXwideK
associationKstudiesYKNaturedCommunicationsWK2017WKjWKcchi 17.4 23

389 sKsimpleKandKcomputationallyKefficientKsamplingKapproachKtoKcovariateKadjustmentKforKmultifactorK
dimensionalityKreductionKanalysisKofKepistasisYKHumandHeredityWK2010WKibWKdckXdg 1.1 23

388 uonfrontingKcomplexityKinKlateXonsetKslzheimerKdiseaselKapplicationKofKtwoXstageKanalysisKapproachK
addressingKheterogeneityKandKepistasisYKGeneticdEpidemiologyWK2008WKedWKcjiXdbe 2.6 23

387 TheKrelationshipKbetweenKplasmaKtXésKandKésIXcKlevelsKisKdependentKonKepistaticKeffectsKofKtheKsuwK
IavKandKésIXcKfyagyKpolymorphismsYKClinicaldGeneticsWK2002WKhdWKgeXk 4 23

386 yeneticKpolymorphismsKmodifyKbladderKcancerKrecurrenceKandKsurvivalKinKaKUSsKpopulationXbasedK
prognosticKstudyYKBJUdInternationalWK2015WKccgWKdejXfi 5.6 22

385
viverseKconvergentKevidenceKinKtheKgeneticKanalysisKofKcomplexKdiseaselKcoordinatingKomicWK
informaticWKandKexperimentalKevidenceKtoKbetterKidentifyKandKvalidateKriskKfactorsYKBioDatadMiningWK
2014WKiWKcb

4.3 22

384 InstanceXlinkedKattributeKtrackingKandKfeedbackKforKmichiganXstyleKsupervisedKlearningKclassifierK
systemsK2012WK 22
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383
wvolutionaryKdynamicsKonKmultipleKscaleslKaKquantitativeKanalysisKofKtheKinterplayKbetweenK
genotypeWKphenotypeWKandKfitnessKinKlinearKgeneticKprogrammingYKGeneticdProgrammingdandd
EvolvabledMachinesWK2012WKceWKebgXeei

2 22

382 NoKassociationKbetweenKvariantKvNsKrepairKgenesKandKprostateKcancerKriskKamongKmenKofKsfricanK
descentYKProstateWK2010WKibWKcceXk 4.2 22

381 SelectiveKrepressionKofKretinoicKacidKtargetKgenesKbyKRIécfbKduringKinducedKtumorKcellK
differentiationKofKpluripotentKhumanKembryonalKcarcinomaKcellsYKMoleculardCancerWK2007WKhWKgi 42.1 22

380 ReportingKofKmodelKvalidationKproceduresKinKhumanKstudiesKofKgeneticKinteractionsYKNutritionWK2004WK
dbWKhkXie 4.8 22

379 érofilesKofKgeneKexpressionKinKhumanKautoimmuneKdiseaseYKCelldBiochemistrydanddBiophysicsWK2004WK
fbWKjcXkh 3.2 22

378
sKcomparisonKofKcombinatorialKpartitioningKandKlinearKregressionKforKtheKdetectionKofKepistaticK
effectsKofKtheKsuwKIavKandKésIXcKfyagyKpolymorphismsKonKplasmaKésIXcKlevelsYKClinicaldGeneticsWK
2002WKhdWKifXk

4 22

377 wmbracingKuomplexKsssociationsKinKuommonKTraitslKuriticalKuonsiderationsKforKérecisionK edicineYK
TrendsdindGeneticsWK2016WKedWKfibXfjf 8.5 22

376
yeneticKpathwayXbasedKhierarchicalKclusteringKanalysisKofKolderKadultsKwithKcognitiveKcomplaintsK
andKamnesticKmildKcognitiveKimpairmentKusingKclinicalKandKneuroimagingKphenotypesYKAmericand
JournaldofdMedicaldGeneticsdPartdB:dNeuropsychiatricdGeneticsWK2010WKcgetWKcbhbXk

3.5 21

375 OptimalKUseKofKwxpertK“nowledgeKinKsntKuolonyKOptimizationKforKtheKsnalysisKofKwpistasisKinK
zumanKviseaseYKLecturedNotesdindComputerdScienceWK2009WKkdXcbe 0.9 21

374  etaXanalysisKofKRandomizedKuontrolledKTrialsKofKyenotypeXyuidedKvsKStandardKvosingKofKWarfarinYK
ChestWK2015WKcfjWKibcXicb 5.3 20

373 RecommendationsKtoKenhanceKrigorKandKreproducibilityKinKbiomedicalKresearchYKGigaScienceWK2020WK
kWK 7.6 20

372 uancerKheterogeneitylKoriginsKandKimplicationsKforKgeneticKassociationKstudiesYKTrendsdindGeneticsWK
2012WKdjWKgejXfe 8.5 20

371 vissectingKtraitKheterogeneitylKaKcomparisonKofKthreeKclusteringKmethodsKappliedKtoKgenotypicK
dataYKBMCdBioinformaticsWK2006WKiWKdbf 3.6 20

370 uoXlocalizationKofKdifferentiallyKexpressedKgenesKandKsharedKsusceptibilityKlociKinKhumanK
autoimmunityYKGeneticdEpidemiologyWK2004WKdiWKchdXid 2.6 20

369 srtificialKintelligenceKprogrammingKwithK”abVIwWlKgeneticKalgorithmsKforKinstrumentationKcontrolK
andKoptimizationYKComputerdMethodsdanddProgramsdindBiomedicineWK1995WKfiWKieXk 6.9 20

368 TheKmultiscaleKbackboneKofKtheKhumanKphenotypeKnetworkKbasedKonKbiologicalKpathwaysYKBioDatad
MiningWK2014WKiWKc 4.3 19

367 uontinuousKcorrectionKofKdifferentialKpathKlengthKfactorKinKnearXinfraredKspectroscopyYKJournaldofd
BiomedicaldOpticsWK2013WKcjWKghbbc 3.5 19

366 yenomicKminingKforKcomplexKdiseaseKtraitsKwithKâ��randomKchemistryâ��YKGeneticdProgrammingdandd
EvolvabledMachinesWK2007WKjWKekgXfcc 2 19

(2007-2012)
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365 sKchromosomeKgqecYcKlocusKassociatesKwithKtuberculinKskinKtestKreactivityKinKzIVXpositiveK
individualsKfromKtuberculosisKhyperXendemicKregionsKinKeastKsfricaYKPLoSdGeneticsWK2017WKceWKecbbhicb 6 19

364 TheKgenderXspecificKroleKofKpolymorphismsKfromKtheKfibrinolyticWKreninXangiotensinWKandKbradykininK
systemsKinKdeterminingKplasmaKtXésKandKésIXcKlevelsYKThrombosisdanddHaemostasisWK2006WKkhWKficXi 7 19

363 TissueXspecificKnetworkXbasedKgenomeKwideKstudyKofKamygdalaKimagingKphenotypesKtoKidentifyK
functionalKinteractionKmodulesYKBioinformaticsWK2017WKeeWKedgbXedgi 7.2 18

362 zippocampalKtranscriptomeXguidedKgeneticKanalysisKofKcorrelatedKepisodicKmemoryKphenotypesKinK
slzheimerRsKdiseaseYKFrontiersdindGeneticsWK2015WKhWKcci 4.5 18

361 sKcallKforKbiologicalKdataKminingKapproachesKinKepidemiologyYKBioDatadMiningWK2016WKkWKc 4.3 18

360 vifferentialKyeneKwxpressionKinKviabeticKNephropathyKinKIndividualsKWithKTypeKcKviabetesYKJournald
ofdClinicaldEndocrinologydanddMetabolismWK2015WKcbbWKwjihXjd 5.6 18

359 sdditiveKfunctionsKinKbooleanKmodelsKofKgeneKregulatoryKnetworkKmodulesYKPLoSdONEWK2011WKhWKedgccb 3.7 18

358 yeneticKinteractionsKmodelKamongKwotaxinKgeneKpolymorphismsKinKasthmaYKJournaldofdHumand
GeneticsWK2008WKgeWKjhiXjig 4.3 18

357 vevelopmentKandKwvaluationKofKanKOpenXwndedKuomputationalKwvolutionKSystemKforKtheKyeneticK
snalysisKofKSusceptibilityKtoKuommonKzumanKviseasesK2008WKcdkXcfb 18

356  odelKselectionKforKmetabolomicslKpredictingKdiagnosisKofKcoronaryKarteryKdiseaseKusingK
automatedKmachineKlearningYKBioinformaticsWK2020WKehWKciidXciij 7.2 18

355 sKérobabilisticKandK ultiXObjectiveKsnalysisKofK”exicaseKSelectionKandKX”exicaseKSelectionYK
EvolutionarydComputationWK2019WKdiWKeiiXfbd 4.3 17

354  aleXfemaleKdifferencesKinKtheKgeneticKregulationKofKtXésKandKésIXcKlevelsKinKaKyhanaianKpopulationYK
HumandGeneticsWK2008WKcdfWKfikXjj 6.3 17

353 yeneticKérogrammingKNeuralKNetworksKasKaKtioinformaticsKToolKforKzumanKyeneticsYKLecturedNotesd
indComputerdScienceWK2004WKfejXffj 0.9 17

352 yenomeXWideKyeneticKsnalysisKUsingKyeneticKérogramminglKTheKuriticalKNeedKforKwxpertK
“nowledgeK2007WKccXdj 17

351 VariantKSetKwnrichmentlKanKRKpackageKtoKidentifyKdiseaseXassociatedKfunctionalKgenomicKregionsYK
BioDatadMiningWK2017WKcbWKk 4.3 16

350 SNéKcharacteristicsKpredictKreplicationKsuccessKinKassociationKstudiesYKHumandGeneticsWK2014WKceeWKcfiiXjh6.3 16

349 wpistasisWKcomplexityWKandKmultifactorKdimensionalityKreductionYKMethodsdindMoleculardBiologyWK2013WK
cbckWKfhgXii 1.4 16

348 TheKInformativeKwxtremeslKUsingKtothKNearestKandKxarthestKIndividualsKuanKImproveKReliefK
slgorithmsKinKtheKvomainKofKzumanKyeneticsYKLecturedNotesdindComputerdScienceWK2010WKcjdXcke 0.9 16
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347 UsingKwxpertK“nowledgeKtoKyuideKuoveringKandK utationKinKaK ichiganKStyleK”earningKulassifierK
SystemKtoKvetectKwpistasisKandKzeterogeneityYKLecturedNotesdindComputerdScienceWK2012WKdhhXdig 0.9 16

346 ”earningKfromKlocalKtoKgloballKsnKefficientKdistributedKalgorithmKforKmodelingKtimeXtoXeventKdataYK
JournaldofdthedAmericandMedicaldInformaticsdAssociation:dJAMIAWK2020WKdiWKcbdjXcbeh 8.6 16

345 wtIulKanKevolutionaryXbasedKparallelKbiclusteringKalgorithmKforKpatternKdiscoveryYKBioinformaticsWK
2018WKefWKeickXeidh 7.2 16

344 yeneticKsimulationKtoolsKforKpostXgenomeKwideKassociationKstudiesKofKcomplexKdiseasesYKGeneticd
EpidemiologyWK2015WKekWKccXck 2.6 15

343 uharacterizingKgeneXgeneKinteractionsKinKaKstatisticalKepistasisKnetworkKofKtwelveKcandidateKgenesK
forKobesityYKBioDatadMiningWK2015WKjWKfg 4.3 15

342 sctivationKofKcrypticKeRKspliceKsitesKwithinKintronsKofKcellularKgenesKfollowingKgeneKentrapmentYK
NucleicdAcidsdResearchWK2004WKedWKdkcdXdf 20.1 15

341 wffectKofKtimeKofKdayKonKintraindividualKvariabilityKinKambulatoryKbloodKpressureYKAmericandJournald
ofdHypertensionWK2000WKceWKcdbeXk 2.3 15

340 spplicationKofKyeneticKslgorithmsKtoKtheKviscoveryKofKuomplexK odelsKforKSimulationKStudiesKinK
zumanKyeneticsK2002WKdbbdWKccgbXccgg 15

339
uonsiderationsKforKautomatedKmachineKlearningKinKclinicalKmetabolicKprofilinglKslteredK
homocysteineKplasmaKconcentrationKassociatedKwithKmetforminKexposureYKPacificdSymposiumdond
BiocomputingdPacificdSymposiumdondBiocomputingWK2018WKdeWKfhbXfic

1.3 15

338
ValidationKofKanKinternationallyKderivedKpatientKseverityKphenotypeKtoKsupportKuOVIvXckKanalyticsK
fromKelectronicKhealthKrecordKdataYKJournaldofdthedAmericandMedicaldInformaticsdAssociation:dJAMIAWK
2021WKdjWKcfccXcfdb

8.6 15

337 IdentifyingKsignificantKgeneXenvironmentKinteractionsKusingKaKcombinationKofKscreeningKtestingKandK
hierarchicalKfalseKdiscoveryKrateKcontrolYKGeneticdEpidemiologyWK2016WKfbWKgffXggi 2.6 15

336 SNusKandKmTORKéathwayKSingleKNucleotideKéolymorphismsKInteractKtoK odulateKtheKsgeKatKOnsetK
ofKéarkinsonRsKviseaseYKMovementdDisordersWK2019WKefWKceeeXceff 7 14

335 zSvetKandKgeneXgeneKinteractionsKinKaKpathwayXbasedKanalysisKofKgeneticKsusceptibilityKtoKbladderK
cancerYKPLoSdONEWK2012WKiWKegcebc 3.7 14

334 yeneticKvariationKinKtheKautonomicKnervousKsystemKaffectsKmortalitylKaKstudyKofKcWbkgKtraumaK
patientsYKJournaldofdthedAmericandCollegedofdSurgeonsWK2009WKdbjWKhheXjmKdiscussionKhhjXib 4.4 14

333 wxploitingKgraphicsKprocessingKunitsKforKcomputationalKbiologyKandKbioinformaticsYKInterdisciplinaryd
SciencespdComputationaldLifedSciencesWK2010WKdWKdceXdb 3.5 14

332 tioinformaticsYKJournaldofdCellulardPhysiologyWK2007WKdceWKehgXk 7 14

331  ultipleKThresholdKSpatiallyKUniformKReliefxKforKtheKyeneticKsnalysisKofKuomplexKzumanKviseasesYK
LecturedNotesdindComputerdScienceWK2013WKcXcb 0.9 14

330 élasminogenKsctivatorKInhibitorXcKandKviagnosisKofKtheK etabolicKSyndromeKinKaKWestKsfricanK
éopulationYKJournaldofdthedAmericandHeartdAssociationWK2016WKgWK 6 14

(2016-2012)
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329 wxploratoryKvisualKanalysisKofKpharmacogenomicKresultsYKPacificdSymposiumdondBiocomputingdPacificd
SymposiumdondBiocomputingWK2005WKdkhXebi 1.3 14

328  etaXanalysisKofKuomplexKviseasesKatKyeneK”evelKwithKyeneralizedKxunctionalK”inearK odelsYK
GeneticsWK2016WKdbdWKfgiXib 4 13

327 TheKinfluenceKofKassortativityKonKtheKrobustnessKofKsignalXintegrationKlogicKinKgeneKregulatoryK
networksYKJournaldofdTheoreticaldBiologyWK2012WKdkhWKdcXed 2.3 13

326 IncorporationKofKtiologicalK“nowledgeKIntoKtheKStudyKofKyeneXwnvironmentKInteractionsYKAmericand
JournaldofdEpidemiologyWK2017WKcjhWKiicXiii 3.8 13

325 SpecificKpolymorphicKvariationKinKtheKmitochondrialKgenomeKandKincreasedKinXhospitalKmortalityK
afterKsevereKtraumaYKAnnalsdofdSurgeryWK2007WKdfhWKfbhXccmKdiscussionKfccXf 7.8 13

324 WhatKwveryKReaderKShouldK“nowKsboutKStudiesKUsingKwlectronicKzealthKRecordKvataKbutK ayKteK
sfraidKtoKsskYKJournaldofdMedicaldInternetdResearchWK2021WKdeWKedddck 7.6 13

323 uollectiveKfeatureKselectionKtoKidentifyKcrucialKepistaticKvariantsYKBioDatadMiningWK2018WKccWKg 4.3 12

322 uomplexKandKdynamicKpopulationKstructureslKsynthesisWKopenKquestionsWKandKfutureKdirectionsYKSoftd
ComputingWK2013WKciWKccbkXccdb 3.5 12

321 gamma sXTlKaKfastKmultipleXtestingKcorrectionKalgorithmYKBioDatadMiningWK2015WKjWKeh 4.3 12

320 érincipalKcomponentKgeneKsetKenrichmentKSéuySwTYKBioDatadMiningWK2015WKjWKdg 4.3 12

319 IdentifyingKgeneXgeneKinteractionsKthatKareKhighlyKassociatedKwithKtodyK assKIndexKusingK
öuantitativeK ultifactorKvimensionalityKReductionKSö vRTYKBioDatadMiningWK2015WKjWKfc 4.3 12

318 wvolvingKhardKproblemslKyeneratingKhumanKgeneticsKdatasetsKwithKaKcomplexKetiologyYKBioDatad
MiningWK2011WKfWKdc 4.3 12

317 SensibleKInitializationKUsingKwxpertK“nowledgeKforKyenomeXWideKsnalysisKofKwpistasisKUsingK
yeneticKérogrammingK2009WKdbbkWKcdjkXcdkh 12

316 wcogeographicKgeneticKepidemiologyYKGeneticdEpidemiologyWK2009WKeeWKdjcXk 2.6 12

315 wvidenceKforKepistaticKinteractionsKinKantiepilepticKdrugKresistanceYKJournaldofdHumandGeneticsWK2011WK
ghWKicXh 4.3 12

314 TheKsssociationKofKtheK etabolicKSyndromeKwithKésIXcKandKtXésK”evelsYKCardiologydResearchdandd
PracticeWK2011WKdbccWKgfcfhi 1.9 12

313 InterleukinXcKgeneKcomplexKsingleKnucleotideKpolymorphismsKinKsystemicKsclerosislKaKfurtherKstepK
aheadYKHumandImmunologyWK2008WKhkWKcjiXkd 2.3 12

312
TheKeffectsKofKpolymorphismsKinKgenesKfromKtheKreninXangiotensinWKbradykininWKandKfibrinolyticK
systemsKonKplasmaKtXésKandKésIXcKlevelsKareKdependentKonKenvironmentalKcontextYKHumandGeneticsWK
2007WKcddWKdigXjc

6.3 12
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311 yNXSuuslKyraphNetKbasedKSparseKuanonicalKuorrelationKsnalysisKforKtrainKImagingKyeneticsYK
LecturedNotesdindComputerdScienceWK2015WKkdgbWKdigXdjf 0.9 12

310 snKwxpertK“nowledgeXyuidedK utationKOperatorKforKyenomeXWideKyeneticKsnalysisKUsingKyeneticK
érogrammingYKLecturedNotesdindComputerdScienceWK2007WKebXfb 0.9 12

309 InternationalKsnalysisKofKwlectronicKzealthKRecordsKofKuhildrenKandKYouthKzospitalizedKWithK
uOVIvXckKInfectionKinKhKuountriesYKJAMAdNetworkdOpenWK2021WKfWKedccdgkh 10.4 12

308  etaXdimensionalKdataKintegrationKidentifiesKcriticalKpathwaysKforKsusceptibilityWKtumorigenesisKandK
progressionKofKendometrialKcancerYKOncotargetWK2016WKiWKggdfkXggdhe 3.3 12

307 vruggabilityKofKuoronaryKsrteryKviseaseKRiskK”ociYKCirculationdGenomicdanddPrecisiondMedicineWK2018WK
ccWKebbckii 5.2 12

306 SymbolicKviscriminantKsnalysisKforK iningKyeneKwxpressionKéatternsYKLecturedNotesdindComputerd
ScienceWK2001WKeidXejc 0.9 12

305 vNsplKsKéipelineKforKvNsXseqKvataKsnalysisYKScientificdReportsWK2018WKjWKhike 4.9 11

304 IntegrativeKgenomicsKanalysesKunveilKdownstreamKbiologicalKeffectorsKofKdiseaseXspecificK
polymorphismsKburiedKinKintergenicKregionsYKNpjdGenomicdMedicineWK2016WKcWK 6.2 11

303 InfluenceKnetworksKbasedKonKcoexpressionKimproveKdrugKtargetKdiscoveryKforKtheKdevelopmentKofK
novelKcancerKtherapeuticsYKBMCdSystemsdBiologyWK2014WKjWKcd 3.5 11

302 sKsystemXlevelKpathwayXphenotypeKassociationKanalysisKusingKsyntheticKfeatureKrandomKforestYK
GeneticdEpidemiologyWK2014WKejWKdbkXck 2.6 11

301 TheKlimitsKofKpXvaluesKforKbiologicalKdataKminingYKBioDatadMiningWK2013WKhWKcb 4.3 11

300 TowardKtheKautomatedKanalysisKofKcomplexKdiseasesKinKgenomeXwideKassociationKstudiesKusingK
geneticKprogrammingK2017WK 11

299 xunctionalKdyadicityKandKheterophilicityKofKgeneXgeneKinteractionsKinKstatisticalKepistasisKnetworksYK
BioDatadMiningWK2015WKjWKfe 4.3 11

298 TheKeffectsKofKrecombinationKonKphenotypicKexplorationKandKrobustnessKinKevolutionYKArtificialdLifeWK
2014WKdbWKfgiXib 1.4 11

297 TheKroleKofKtheKapolipoproteinKwKpolymorphismKinKtheKpredictionKofKcoronaryKarteryKdiseaseKageKofK
onsetYKClinicaldGeneticsWK1997WKgcWKddXg 4 11

296 yeneticKarchitectureKofKtissueXtypeKplasminogenKactivatorKandKplasminogenKactivatorKinhibitorXcYK
SeminarsdindThrombosisdanddHemostasisWK2008WKefWKghdXj 5.3 11

295 xillingKtheKgapKbetweenKbiologyKandKcomputerKscienceYKBioDatadMiningWK2008WKcWKc 4.3 11

294 wpistasisKanalysisKusingKReliefxYKMethodsdindMoleculardBiologyWK2015WKcdgeWKecgXdg 1.4 11

(2015-2015)
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293 éreparingKnextXgenerationKscientistsKforKbiomedicalKbigKdatalKartificialKintelligenceKapproachesYK
PersonalizeddMedicineWK2019WKchWKdfiXdgi 2.2 11

292 snalysisKofKyeneXyeneKInteractionsYKCurrentdProtocolsdindHumandGeneticsWK2017WKkgWKcYcfYcXcYcfYcb 3.2 10

291 zowKtoKincreaseKourKbeliefKinKdiscoveredKstatisticalKinteractionsKviaKlargeXscaleKassociationKstudiesqYK
HumandGeneticsWK2019WKcejWKdkeXebg 6.3 10

290 RiskKestimationKusingKprobabilityKmachinesYKBioDatadMiningWK2014WKiWKd 4.3 10

289 TheKinfluenceKofKassortativityKonKtheKrobustnessKandKevolvabilityKofKgeneKregulatoryKnetworksKuponK
geneKbirthYKJournaldofdTheoreticaldBiologyWK2013WKeebWKdhXeh 2.3 10

288 snKwxtendedK ichiganXStyleK”earningKulassifierKSystemKforKxlexibleKSupervisedK”earningWK
ulassificationWKandKvataK iningYKLecturedNotesdindComputerdScienceWK2014WKdccXddc 0.9 10

287 IndoorKandKOutdoorKsirKéollutionKandK”ungKuancerKinKNewKzampshireKandKVermontYKToxicologicald
anddEnvironmentaldChemistryWK2012WKkfWK 1.4 10

286
yeneticKvariationKinKcomplementKcomponentKdKofKtheKclassicalKcomplementKpathwayKisKassociatedK
withKincreasedKmortalityKandKinfectionlKaKstudyKofKhdiKpatientsKwithKtraumaYKJournaldofdTraumaWK
2009WKhhWKcdhgXibmKdiscussionKcdibXd

10

285 uardiovascularKriskKassociatedKwithKinteractionsKamongKpolymorphismsKinKgenesKfromKtheK
reninXangiotensinWKbradykininWKandKfibrinolyticKsystemsYKPLoSdONEWK2010WKgWKecdigi 3.7 10

284 UsingKtheKbipartiteKhumanKphenotypeKnetworkKtoKrevealKpleiotropyKandKepistasisKbeyondKtheKgeneYK
PacificdSymposiumdondBiocomputingdPacificdSymposiumdondBiocomputingWK2014WKcjjXkk 1.3 10

283 wpistasisKanalysisKusingKinformationKtheoryYKMethodsdindMoleculardBiologyWK2015WKcdgeWKdgiXhj 1.4 10

282 viagnosticKbiomarkersKtoKdifferentiateKsepsisKfromKcytokineKreleaseKsyndromeKinKcriticallyKillK
childrenYKBlooddAdvancesWK2020WKfWKgcifXgcje 7.8 10

281 StudyingKtheKyeneticsKofKuomplexKviseaseKWithKsncestryXSpecificKzumanKéhenotypeKNetworkslKTheK
uaseKofKTypeKdKviabetesKinKwastKssianKéopulationsYKGeneticdEpidemiologyWK2016WKfbWKdkeXebe 2.6 10

280 yeneticKsnalysisKofKérostateKuancerKUsingKuomputationalKwvolutionWKéaretoXOptimizationKandK
éostXprocessingYKGeneticdanddEvolutionarydComputationWK2013WKjiXcbc 0.8 10

279  ultiXclassKcomputationalKevolutionlKdevelopmentWKbenchmarkKevaluationKandKapplicationKtoK
RNsXSeqKbiomarkerKdiscoveryYKBioDatadMiningWK2017WKcbWKce 4.3 9

278 TwoXdimensionalKenrichmentKanalysisKforKminingKhighXlevelKimagingKgeneticKassociationsYKBraind
InformaticsWK2017WKfWKdiXei 5.9 9

277 wpiregulinKSwRwyTKandKhumanKVXsTéaseKSTuIRycTlKgeneticKvariationWKethnicityKandKpulmonaryK
tuberculosisKsusceptibilityKinKyuineaXtissauKandKTheKyambiaYKGenesdanddImmunityWK2014WKcgWKeibXi 4.4 9

276 éhenotypicKrobustnessKandKtheKassortativityKsignatureKofKhumanKtranscriptionKfactorKnetworksYK
PLoSdComputationaldBiologyWK2014WKcbWKecbbeijb 5 9
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275 InteractionKbetweenKallelicKvariationsKinKvitaminKvKreceptorKandKretinoidKXKreceptorKgenesKonK
metabolicKtraitsYKBMCdGeneticsWK2014WKcgWKei 2.6 9

274 éredictingKtargetedKdrugKcombinationsKbasedKonKéaretoKoptimalKpatternsKofKcoexpressionKnetworkK
connectivityYKGenomedMedicineWK2014WKhWKee 14.4 9

273 éretermKtirthKyenomeKérojectKSéyéTKXXKvalidationKofKresourcesKforKpretermKbirthKgenomeXwideK
studiesYKJournaldofdPerinataldMedicineWK2013WKfcWKfgXk 2.7 9

272 RobustnessWKwvolvabilityWKandKsccessibilityKinK”inearKyeneticKérogrammingYKLecturedNotesdind
ComputerdScienceWK2011WKceXdf 0.9 9

271 yenesKinKtheKinsulinKandKinsulinXlikeKgrowthKfactorKpathwayKandKoddsKofKmetachronousKcolorectalK
neoplasiaYKHumandGeneticsWK2011WKcdkWKgbeXcd 6.3 9

270 InternationalKwlectronicKzealthKRecordXverivedKuOVIvXckKulinicalKuourseKérofileslKTheKfuwKuonsortium 9

269
InternationalKuomparisonsKofKzarmonizedK”aboratoryKValueKTrajectoriesKtoKéredictKSevereK
uOVIvXcklK”everagingKtheKfuwKuollaborativeKscrossKefdKzospitalsKandKhKuountrieslKsKRetrospectiveK
uohortKStudyK2021WK

9

268 ze“diacKacetylomeKsignaturesKrevealKtheKepigenomicKreorganizationKinKremodeledKnonXfailingK
humanKheartsYKClinicaldEpigeneticsWK2020WKcdWKcbh 7.7 9

267 zarnessingKpubliclyKavailableKgeneticKdataKtoKprioritizeKlipidKmodifyingKtherapeuticKtargetsKforK
preventionKofKcoronaryKheartKdiseaseKbasedKonKdysglycemicKriskYKHumandGeneticsWK2016WKcegWKfgeXfhi 6.3 9

266 IntegrationKofKgeneticKandKclinicalKinformationKtoKimproveKimputationKofKdataKmissingKfromK
electronicKhealthKrecordsYKJournaldofdthedAmericandMedicaldInformaticsdAssociation:dJAMIAWK2019WKdhWKcbghXcbhe8.6 8

265 StructuredKsparseKuusKforKbrainKimagingKgeneticsKviaKgraphKOSusRYKBMCdSystemsdBiologyWK2016WKcbK
SupplKeWKhj 3.5 8

264 NoXboundaryKthinkingKinKbioinformaticsKresearchYKBioDatadMiningWK2013WKhWKck 4.3 8

263 yridXbasedKstochasticKsearchKforKhierarchicalKgeneXgeneKinteractionsKinKpopulationXbasedKgeneticK
studiesKofKcommonKhumanKdiseasesYKBioDatadMiningWK2017WKcbWKck 4.3 8

262 IdentifyingKgeneXgeneKinteractionsKthatKareKhighlyKassociatedKwithKfourKquantitativeKlipidKtraitsK
acrossKmultipleKcohortsYKHumandGeneticsWK2017WKcehWKchgXcij 6.3 8

261 wvolutionaryKcomputationlKtheKnextKmajorKtransitionKofKartificialKintelligenceqYKBioDatadMiningWK2017WK
cbWKdh 4.3 8

260 vifferentialKResponseKtoKzighKylucoseKinKSkinKxibroblastsKofK onozygoticKTwinsKviscordantKforK
TypeKcKviabetesYKJournaldofdClinicaldEndocrinologydanddMetabolismWK2015WKcbbWKwjjeXk 5.6 8

259 yeneKontologyKanalysisKofKpairwiseKgeneticKassociationsKinKtwoKgenomeXwideKstudiesKofKsporadicK
s”SYKBioDatadMiningWK2012WKgWKk 4.3 8

258  iningKtheKdiseasomeYKBioDatadMiningWK2011WKfWKdg 4.3 8

(2011-2014)
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257 zybridKgrammarXbasedKapproachKtoKnonlinearKdynamicalKsystemKidentificationKfromKbiologicalKtimeK
seriesYKPhysicaldReviewdEWK2006WKieWKbdckcd 2.4 8

256 tootstrappingWKpermutationKtestingKandKtheKmethodKofKsurrogateKdataYKPhysicsdindMedicinedandd
BiologyWK1999WKffWK”ccXd 3.8 8

255 UsingK achineK”earningKonKzomeKzealthKuareKsssessmentsKtoKéredictKxallKRiskYKStudiesdindHealthd
TechnologydanddInformaticsWK2019WKdhfWKhjfXhjj 0.5 8

254 StatisticalKepistasisKnetworksKreduceKtheKcomputationalKcomplexityKofKsearchingKthreeXlocusK
geneticKmodelsYKPacificdSymposiumdondBiocomputingdPacificdSymposiumdondBiocomputingWK2013WKekiXfbj 1.3 8

253 SensibleKInitializationKofKaKuomputationalKwvolutionKSystemKUsingKwxpertK“nowledgeKforKwpistasisK
snalysisKinKzumanKyeneticsYKAdaptationpdLearningpdanddOptimizationWK2010WKdcgXddh 0.7 8

252 TheKspplicationKofKéittsburghXStyleK”earningKulassifierKSystemsKtoKsddressKyeneticKzeterogeneityK
andKwpistasisKinKsssociationKStudiesK2010WKfbfXfce 8

251 RegionalKimagingKgeneticKenrichmentKanalysisYKBioinformaticsWK2020WKehWKdggfXdghb 7.2 8

250 wnvironmentalKSensingKofKwxpertK“nowledgeKinKaKuomputationalKwvolutionKSystemKforKuomplexK
éroblemKSolvingKinKzumanKyeneticsYKGeneticdanddEvolutionarydComputationWK2010WKckXeh 0.8 8

249 sKpopulationXbasedKstudyKinKyhanaKtoKinvestigateKinterXindividualKvariationKinKplasmaKtXésKandK
ésIXcYKEthnicitydanddDiseaseWK2007WKciWKfkdXi 1.8 8

248 yeneticKérogrammingKRepresentationsKforK ultiXdimensionalKxeatureK”earningKinKtiomedicalK
ulassificationYKLecturedNotesdindComputerdScienceWK2017WKcgjXcie 0.9 7

247 “eyKgenesKforKmodulatingKinformationKflowKplayKaKtemporalKroleKasKbreastKtumorKcoexpressionK
networksKareKdynamicallyKrewiredKbyKletrozoleYKBMCdMedicaldGenomicsWK2013WKhKSupplKdWKSd 3.7 7

246 TheKfutureKofKgenomicKmedicineKeducationKinKsfricaYKGenomedMedicineWK2015WKiWKfi 14.4 7

245 TowardKrobustKnetworkKbasedKcomplexKsystemslKfromKevolutionaryKcellularKautomataKtoKbiologicalK
modelsYKIntelligenzadArtificialeWK2011WKgWKeiXfi 0.7 7

244 VisualKanalysisKofKstatisticalKresultsKfromKmicroarrayKstudiesKofKhumanKbreastKcancerYKOncologyd
ReportsWK2006WKcgKSpecKnoYWKcbfeXi 3.5 7

243 wxploratoryKVisualKsnalysisKofKstatisticalKresultsKfromKmicroarrayKexperimentsKcomparingKhighKandK
lowKgradeKgliomaYKCancerdInformaticsWK2007WKgWKckXdf 2.4 7

242
Ovs”lKsKoneXshotKdistributedKalgorithmKtoKperformKlogisticKregressionsKonKelectronicKhealthK
recordsKdataKfromKmultipleKclinicalKsitesYKPacificdSymposiumdondBiocomputingdPacificdSymposiumdond
BiocomputingWK2019WKdfWKebXfc

1.3 7

241 InterpretationKofKmachineKlearningKpredictionsKforKpatientKoutcomesKinKelectronicKhealthKrecordsK
2019WKdbckWKgidXgjc 0.7 7

240 SyéXvTlKSemanticKyeneticKérogrammingKtasedKonKvynamicKTargetsYKLecturedNotesdindComputerd
ScienceWK2020WKchiXcje 0.9 7
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239 sKSystemKforKsccessibleKsrtificialKIntelligenceYKGeneticdanddEvolutionarydComputationWK2018WKcdcXcef 0.8 7

238 viscoveryKandKfineXmappingKofKheightKlociKviaKhighXdensityKimputationKofKyWsSsKinKindividualsKofK
sfricanKancestryYKAmericandJournaldofdHumandGeneticsWK2021WKcbjWKghfXgjd 11 7

237 ”everagingKepigenomicsKandKcontactomicsKdataKtoKinvestigateKSNéKpairsKinKyWsSYKHumandGeneticsWK
2018WKceiWKfceXfdg 6.3 7

236 runibiclKaKtioconductorKpackageKforKparallelKrowXbasedKbiclusteringKofKgeneKexpressionKdataYK
BioinformaticsWK2018WKefWKfebdXfebf 7.2 7

235 sKcomparisonKofKmethodsKforKinterpretingKrandomKforestKmodelsKofKgeneticKassociationKinKtheK
presenceKofKnonXadditiveKinteractionsYKBioDatadMiningWK2021WKcfWKk 4.3 7

234
sKcellularKautomataKapproachKtoKdetectingKinteractionsKamongKsingleXnucleotideKpolymorphismsKinK
complexKmultifactorialKdiseasesYKPacificdSymposiumdondBiocomputingdPacificdSymposiumdond
BiocomputingWK2002WKgeXhf

1.3 7

233 SpectralKgeneKsetKenrichmentKSSySwTYKBMCdBioinformaticsWK2015WKchWKib 3.6 6

232
éIwlKsKpriorKknowledgeKguidedKintegratedKlikelihoodKestimationKmethodKforKbiasKreductionKinK
associationKstudiesKusingKelectronicKhealthKrecordsKdataYKJournaldofdthedAmericandMedicaldInformaticsd
Association:dJAMIAWK2018WKdgWKefgXegd

8.6 6

231 uonsiderationsKforKautomatedKmachineKlearningKinKclinicalKmetabolicKprofilinglKslteredK
homocysteineKplasmaKconcentrationKassociatedKwithKmetforminKexposureK2018WK 6

230 ImprovingKmachineKlearningKreproducibilityKinKgeneticKassociationKstudiesKwithKproportionalK
instanceKcrossKvalidationKSéIuVTYKBioDatadMiningWK2018WKccWKh 4.3 6

229 wlevenKquickKtipsKforKarchitectingKbiomedicalKinformaticsKworkflowsKwithKcloudKcomputingYKPLoSd
ComputationaldBiologyWK2018WKcfWKecbbgkkf 5 6

228 ScalableKbiclusteringKXKtheKfutureKofKbigKdataKexplorationqYKGigaScienceWK2019WKjWK 7.6 6

227 sKclassificationKandKcharacterizationKofKtwoXlocusWKpureWKstrictWKepistaticKmodelsKforKsimulationKandK
detectionYKBioDatadMiningWK2014WKiWKj 4.3 6

226 xunctionalKgenomicsKannotationKofKaKstatisticalKepistasisKnetworkKassociatedKwithKbladderKcancerK
susceptibilityYKBioDatadMiningWK2014WKiWKg 4.3 6

225 TheKgeneticKinteractingKlandscapeKofKheKcandidateKgenesKinK ajorKvepressiveKvisorderlKanK
explorativeKstudyYKBioDatadMiningWK2014WKiWKck 4.3 6

224 wnsembleKrepresentationKlearningK2017WK 6

223 SexWKsdiposityWKandKzypertensionKStatusK odifyKtheKInverseKwffectKofK arineKxoodKIntakeKonKtloodK
éressureKinKslaskaKNativeKSYupRikTKéeopleYKJournaldofdNutritionWK2015WKcfgWKkecXj 4.1 6

222 zumanKmicrobiomeKvisualizationKusingKevKtechnologyYKPacificdSymposiumdondBiocomputingdPacificd
SymposiumdondBiocomputingWK2011WKcgfXhf 1.3 6

(2011-2018)
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221 yenomeXwideKassociationKstudiesKforKtheKidentificationKofKbiomarkersKinKmetabolicKdiseasesYKExpertd
OpiniondondMedicaldDiagnosticsWK2010WKfWKekXgc 6

220 xastKgenomeXwideKepistasisKanalysisKusingKantKcolonyKoptimizationKforKmultifactorKdimensionalityK
reductionKanalysisKonKgraphicsKprocessingKunitsK2010WK 6

219 wnvironmentalKnoiseKimprovesKepistasisKmodelsKofKgeneticKdataKdiscoveredKusingKaKcomputationalK
evolutionKsystemK2009WK 6

218 spplicationKofKzap apKdataKtoKtheKevaluationKofKjKcandidateKgenesKforKpediatricKslowKtransitK
constipationYKJournaldofdPediatricdSurgeryWK2007WKfdWKhhhXic 2.6 6

217 urossKValidationKuonsistencyKforKtheKsssessmentKofKyeneticKérogrammingKResultsKinK icroarrayK
StudiesYKLecturedNotesdindComputerdScienceWK2003WKkkXcbh 0.9 6

216 snKImprovedKyrammaticalKwvolutionKStrategyKforKzierarchicalKéetriKNetK odelingKofKuomplexK
yeneticKSystemsYKLecturedNotesdindComputerdScienceWK2004WKheXid 0.9 6

215  etabolomicsKInsightsKinKwarlyKuhildhoodKuariesYKJournaldofdDentaldResearchWK2021WKcbbWKhcgXhdd 8.1 6

214 IdentificationKofKepistaticKinteractionsKbetweenKtheKhumanKRNsKdemethylasesKxTOKandKs”“tzgK
withKgeneKsetKenrichmentKanalysisKinformedKbyKdifferentialKmethylationYKBMCdProceedingsWK2018WKcdWKgk 2.3 6

213 yrammaticalKwvolutionKforKtheKviscoveryKofKéetriKNetK odelsKofKuomplexKyeneticKSystemsYKLectured
NotesdindComputerdScienceWK2003WKdfcdXdfce 0.9 6

212 TzwKTRsININyKOxKNwXTKywNwRsTIONKvsTsKSuIwNTISTSKINKtIO wvIuINwYKPacificdSymposiumdond
BiocomputingdPacificdSymposiumdondBiocomputingWK2017WKddWKhfbXhfg 1.3 5

211 sKyeneralKxeatureKwngineeringKWrapperKforK achineK”earningKUsingKSepsilonKTX”exicaseKSurvivalYK
LecturedNotesdindComputerdScienceWK2017WKjbXkg 0.9 5

210 éhenotypeKvalidationKinKelectronicKhealthKrecordsKbasedKgeneticKassociationKstudiesYKGeneticd
EpidemiologyWK2017WKfcWKikbXjbb 2.6 5

209 SemanticKvariationKoperatorsKforKmultidimensionalKgeneticKprogrammingK2019WK 5

208
IntegrativeKxunctionalKsnnotationKofKgdKyeneticK”ociKInfluencingK yocardialK assKIdentifiesK
uandidateKRegulatoryKVariantsKandKTargetKyenesYKCirculationdGenomicdanddPrecisiondMedicineWK2019WK
cdWKebbdedj

5.2 5

207 tigKdataKXKaKdcstKcenturyKscienceK aginotK”ineqKNoXboundaryKthinkinglKshiftingKfromKtheKbigKdataK
paradigmYKBioDatadMiningWK2015WKjWKi 4.3 5

206 snKIndependentKxilterKforKyeneKSetKTestingKtasedKonKSpectralKwnrichmentYKIEEEtACMdTransactionsd
ondComputationaldBiologydanddBioinformaticsWK2015WKcdWKcbihXjh 3 5

205 RetoolingKxitnessKforKNoisyKéroblemsKinKaKSupervisedK ichiganXstyleK”earningKulassifierKSystemK
2015WK 5

204 ”earningKfeatureKspacesKforKregressionKwithKgeneticKprogrammingYKGeneticdProgrammingdandd
EvolvabledMachinesWK2020WKdcWKfeeXfhi 2 5
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203 viscoveryKandKreplicationKofKSNéXSNéKinteractionsKforKquantitativeKlipidKtraitsKinKoverKhbWbbbK
individualsYKBioDatadMiningWK2017WKcbWKdg 4.3 5

202
srtificialKIntelligenceKtasedKspproachesKtoKIdentifyK olecularKveterminantsKofKwxceptionalKzealthK
andK”ifeKSpanXsnKInterdisciplinaryKWorkshopKatKtheKNationalKInstituteKonKsgingYKFrontiersdindArtificiald
IntelligenceWK2019WKdWKcd

3 5

201 uomputationalKgeneticsKanalysisKofKgreyKmatterKdensityKinKslzheimerRsKdiseaseYKBioDatadMiningWK
2014WKiWKci 4.3 5

200 SésRuoulKaKnewKframeworkKforKmolecularKpatternKdiscoveryKandKcancerKgeneKidentificationYKPLoSd
ONEWK2015WKcbWKebcciceg 3.7 5

199 zeuristicKidentificationKofKbiologicalKarchitecturesKforKsimulatingKcomplexKhierarchicalKgeneticK
interactionsYKGeneticdEpidemiologyWK2015WKekWKdgXef 2.6 5

198 uommonKsingleKnucleotideKpolymorphismsKinKtheKpromoterKregionKofKtheKhumanKfactorKXIKgeneYK
JournaldofdThrombosisdanddHaemostasisWK2003WKcWKcjgfXh 15.4 5

197 wxploringKInterestingnessKinKaKuomputationalKwvolutionKSystemKforKtheKyenomeXWideKyeneticK
snalysisKofKslzheimerâ��sKviseaseYKGeneticdanddEvolutionarydComputationWK2014WKecXfg 0.8 5

196 yenomeXwideKepistasisKandKpleiotropyKcharacterizedKbyKtheKbipartiteKhumanKphenotypeKnetworkYK
MethodsdindMoleculardBiologyWK2015WKcdgeWKdhkXje 1.4 5

195 NetworkXyuidedKSparseK”earningKforKéredictingKuognitiveKOutcomesKfromK RIK easuresYKLectured
NotesdindComputerdScienceWK2013WKjcgkWKdbdXdcb 0.9 5

194 ValidationKofKaKverivedKInternationalKéatientKSeverityKslgorithmKtoKSupportKuOVIvXckKsnalyticsK
fromKwlectronicKzealthKRecordKvata 5

193 sKmaximumKlikelihoodKapproachKtoKelectronicKhealthKrecordKphenotypingKusingKpositiveKandK
unlabeledKpatientsYKJournaldofdthedAmericandMedicaldInformaticsdAssociation:dJAMIAWK2020WKdiWKcckXcdh 8.6 5

192 TheKuosmosKuollaborativelKsKVendorXxacilitatedKwlectronicKzealthKRecordKvataKsggregationK
élatformYYKACIdOpenWK2021WKgWKeehXefh 0.8 5

191 SolvingKuomplexKéroblemsKinKzumanKyeneticsKUsingKyeneticKérogramminglKTheKImportanceKofK
TheoristXéractitionercomputerKInteractionK2008WKhkXjg 5

190  achineK”earningKtoKéredictKToxicityKinKzeadKandKNeckKuancerKéatientsKTreatedKwithKvefinitiveK
uhemoradiationYKInternationaldJournaldofdRadiationdOncologydBiologydPhysicsWK2019WKcbgWKwcekXwcfb 4 4

189 SolutionKandKxitnessKwvolutionKSSsxwTlKuoevolvingKSolutionsKandKTheirKObjectiveKxunctionsYKLectured
NotesdindComputerdScienceWK2019WKcfhXchc 0.9 4

188 sKsystemsKgeneticsKapproachKtoKdyslipidemiaKinKchildrenKandKadolescentsYKOMICSdAdJournaldofd
IntegrativedBiologyWK2015WKckWKdfjXgk 3.8 4

187 IdentificationKofKNovelKyeneticK odelsKofKylaucomaKUsingKtheKâ��w wRywNTâ��KyeneticK
érogrammingXtasedKsrtificialKIntelligenceKSystemYKGeneticdanddEvolutionarydComputationWK2015WKciXeg 0.8 4

186 uomplexKsystemsKanalysisKofKbladderKcancerKsusceptibilityKrevealsKaKroleKforKdecarboxylaseKactivityK
inKtwoKgenomeXwideKassociationKstudiesYKBioDatadMiningWK2016WKkWKfb 4.3 4

(2016-2017)
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185 wvolutionaryKtriangulationlKinformingKgeneticKassociationKstudiesKwithKevolutionaryKevidenceYK
BioDatadMiningWK2016WKkWKcd 4.3 4

184 TheKgoldenKeraKofKbiomedicalKinformaticsKhasKbegunYKBioDatadMiningWK2016WKkWKcg 4.3 4

183 O NIRwélKOriginatingK eaningKbyKuoevolvingKwncodingsKandKRepresentationsYKMemeticdComputingWK
2019WKccWKdgcXdhc 3.4 4

182 tigKvataKanalysisKonKautopilotqYKBioDatadMiningWK2013WKhWKdd 4.3 4

181 TheKroleKofKvisualizationKandKeXvKprintingKinKbiologicalKdataKminingYKBioDatadMiningWK2015WKjWKdd 4.3 4

180 S svfXdependentKpolysomeKRNsKrecruitmentKinKhumanKpancreaticKcancerKcellsYKMoleculard
CarcinogenesisWK2012WKgcWKiicXjd 5 4

179 zumanXuomputerKInteractionKinKaKuomputationalKwvolutionKSystemKforKtheKyeneticKsnalysisKofK
uancerYKGeneticdanddEvolutionarydComputationWK2011WKcgeXcic 0.8 4

178 yeneticKpopulationKstructureKanalysisKinKNewKzampshireKrevealsKwasternKwuropeanKancestryYKPLoSd
ONEWK2009WKfWKehkdj 3.7 4

177 snalysisKofKgeneXgeneKinteractionsYKCurrentdProtocolsdindHumandGeneticsWK2008WKuhapterKcWKUnitKcYcf 3.2 4

176 éredictorsKofKinterindividualKvariationKinKambulatoryKbloodKpressureKandKtheirKtimeKorKactivityK
dependenceYKAmericandJournaldofdHypertensionWK2000WKceWKgdXhb 2.3 4

175 ImprovedKpowerKofKsibXpairKlinkageKanalysisKusingKmeasuresKofKcomplexKtraitKdynamicsYKHumand
HeredityWK2001WKgdWKcceXg 1.1 4

174 wpistaticKinteractionsKinKgeneticKregulationKofKtXésKandKésIXcKlevelsKinKaKyhanaianKpopulationYKPLoSd
ONEWK2011WKhWKechhek 3.7 4

173 yeneticsKofKélasminogenKsctivatorKInhibitorXcKSésIXcTKinKaKyhanaianKéopulationYKPLoSdONEWK2015WKcbWKebceheik3.7 4

172
sKscreeningXtestingKapproachKforKdetectingKgeneXenvironmentKinteractionsKusingKsequentialK
penalizedKandKunpenalizedKmultipleKlogisticKregressionYKPacificdSymposiumdondBiocomputingdPacificd
SymposiumdondBiocomputingWK2015WKcjeXkf

1.3 4

171
sKheuristicKmethodKforKsimulatingKopenXdataKofKarbitraryKcomplexityKthatKcanKbeKusedKtoKcompareK
andKevaluateKmachineKlearningKmethodsYKPacificdSymposiumdondBiocomputingdPacificdSymposiumdond
BiocomputingWK2018WKdeWKdgkXdhi

1.3 4

170 ImageKxeatureK”earningKwithKyeneticKérogrammingYKLecturedNotesdindComputerdScienceWK2020WKheXij 0.9 4

169 InferringKzumanKéhenotypeKNetworksKfromKyenomeXWideKyeneticKsssociationsYKLecturedNotesdind
ComputerdScienceWK2013WKdeXef 0.9 4

168 RobustnessKandKwvolvabilityKofKRecombinationKinK”inearKyeneticKérogrammingYKLecturedNotesdind
ComputerdScienceWK2013WKkiXcbj 0.9 4
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167 uonvergenceKofKdispersedKregulatoryKmutationsKpredictsKdriverKgenesKinKprostateKcancer 4

166  appingKéatientKTrajectoriesKusingK”ongitudinalKwxtractionKandKveepK”earningKinKtheK I IuXIIIK
uriticalKuareKvatabase 4

165 TransferKlearningKwithKchestKXXraysKforKwRKpatientKclassificationYKScientificdReportsWK2020WKcbWKdbkbb 4.9 4

164 wtIulKanKopenKsourceKsoftwareKforKhighXdimensionalKandKbigKdataKanalysesYKBioinformaticsWK2019WKegWKecjcXecje7.2 4

163 wvaluatingKrecommenderKsystemsKforKsIXdrivenKbiomedicalKinformaticsYKBioinformaticsWK2021WKeiWKdgbXdgh7.2 4

162 TheKRoleKofKyeneticKsncestryKasKaKRiskKxactorKforKérimaryKOpenXangleKylaucomaKinKsfricanK
smericansK2021WKhdWKdj 4

161 uonservationKmachineKlearninglKaKcaseKstudyKofKrandomKforestsYKScientificdReportsWK2021WKccWKehdk 4.9 4

160  appingKéatientKTrajectoriesKusingK”ongitudinalKwxtractionKandKveepK”earningKinKtheK I IuXIIIK
uriticalKuareKvatabaseK2018WK 4

159 voesKuomplexityK atterqKsrtificialKwvolutionWKuomputationalKwvolutionKandKtheKyeneticKsnalysisKofK
wpistasisKinKuommonKzumanKviseasesYYKGeneticdanddEvolutionarydComputationWK2009WKcXck 0.8 4

158 wxploitingKwxpertK“nowledgeKofKéroteinXéroteinKInteractionsKinKaKuomputationalKwvolutionKSystemK
forKvetectingKwpistasisYKGeneticdanddEvolutionarydComputationWK2011WKckgXdcb 0.8 4

157 wvolutionaryKuomputationKinK icroarrayKvataKsnalysisK2002WKdeXeg 4

156 uontinuousKwndpointKvataK iningKwithKwxSTrauSK2015WK 3

155 TheKdisconnectKbetweenKclassicalKbiostatisticsKandKtheKbiologicalKdataKminingKcommunityYKBioDatad
MiningWK2013WKhWKcd 4.3 3

154 yeneKSetKwnrichmentKsnalyseslKlessonsKlearnedKfromKtheKheartKfailureKphenotypeYKBioDatadMiningWK
2017WKcbWKcj 4.3 3

153 ”umpingKversusKsplittinglKtheKneedKforKbiologicalKdataKminingKinKprecisionKmedicineYKBioDatadMiningWK
2015WKjWKch 4.3 3

152 tioinformaticslKwhatKtheKclinicalKlaboratorianKneedsKtoKknowKandKprepareKforYKClinicaldChemistryWK
2013WKgkWKcebcXg 5.5 3

151 OptimalKUseKofKtiologicalKwxpertK“nowledgeKfromK”iteratureK iningKinKsntKuolonyKOptimizationKforK
snalysisKofKwpistasisKinKzumanKviseaseYKLecturedNotesdindComputerdScienceWK2013WKcdkXcfb 0.9 3

150 NetworkK odelingKofKStatisticalKwpistasisK2013WKcigXckb 3
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149 UsingKexpertKknowledgeKinKinitializationKforKgenomeXwideKanalysisKofKepistasisKusingKgeneticK
programmingK2008WK 3

148 SolvingKcomplexKproblemsKinKhumanKgeneticsKusingKyéYKACMdSIGEVOlutionWK2008WKeWKdXj 0.1 3

147 wXé”ORsTORYKVISUs”KsNs”YSISKOxKézsR suOywNO IuKRwSU”TSK2004WK 3

146 sKuw””U”sRKsUTO sTsKsééROsuzKTOKvwTwuTINyKINTwRsuTIONSKs ONyKSINy”wXNUu”wOTIvwK
éO”Y ORézIS SKINKuO é”wXK U”TIxsuTORIs”KvISwsSwSK2001WK 3

145 ImageKfeatureKlearningKwithKaKgeneticKprogrammingKautoencoderK2020WK 3

144 SyéXvTK2020WK 3

143 é ”tKvcYblKsnKopenXsourceKdatasetKcollectionKforKbenchmarkingKmachineKlearningKmethodsYK
BioinformaticsWK2021WK 7.2 3

142 élasmaKbiomarkersKassociatedKwithKadverseKoutcomesKinKpatientsKwithKcalcificKaorticKstenosisYK
EuropeandJournaldofdHeartdFailureWK2021WK 12.3 3

141 SystemsKtiologyK odelingKinKzumanKyeneticsKUsingKéetriKNetsKandKyrammaticalKwvolutionYKLectured
NotesdindComputerdScienceWK2004WKekdXfbc 0.9 3

140 srtificialKImmuneKSystemsKforKwpistasisKsnalysisKinKzumanKyeneticsYKLecturedNotesdindComputerd
ScienceWK2010WKckfXdbf 0.9 3

139 wmbeddingKcovariateKadjustmentsKinKtreeXbasedKautomatedKmachineKlearningKforKbiomedicalKbigK
dataKanalysesYKBMCdBioinformaticsWK2020WKdcWKfeb 3.6 3

138  iningKRegionalKImagingKyeneticKsssociationsKviaKVoxelXwiseKwnrichmentKsnalysisYKIEEErEMBSd
InternationaldConferencedondBiomedicaldanddHealthdInformaticsWK2019WKdbckWK 1.9 3

137 uaseKcontaminationKinKelectronicKhealthKrecordsKbasedKcaseXcontrolKstudiesYKBiometricsWK2021WKiiWKhiXii 1.8 3

136 treeheatrlKanKRKpackageKforKinterpretableKdecisionKtreeKvisualizationsYKBioinformaticsWK2021WKeiWKdjdXdjf 7.2 3

135 sttributeKtrackingK2018WK 3

134 uomplexKxunctionKSetsKImproveKSymbolicKviscriminantKsnalysisKofK icroarrayKvataYKLecturedNotesdind
ComputerdScienceWK2003WKddiiXddji 0.9 3

133 velayXtolerantKnetworksKandKnetworkKcodinglKuomparativeKstudiesKonKsimulatedKandKrealXdeviceK
experimentsYKComputerdNetworksWK2015WKjeWKefkXehd 5.4 2

132 zowKuomputationalKwxperimentsKuanKImproveKOurKUnderstandingKofKtheKyeneticKsrchitectureKofK
uommonKzumanKviseasesYKArtificialdLifeWK2020WKdhWKdeXei 1.4 2
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131
 edicationKclassKenrichmentKanalysislKaKnovelKalgorithmKtoKanalyzeKmultipleKpharmacologicK
exposuresKsimultaneouslyKusingKelectronicKhealthKrecordKdataYKJournaldofdthedAmericandMedicald
InformaticsdAssociation:dJAMIAWK2018WKdgWKijbXijk

8.6 2

130 sKglobalKtestKforKgeneXgeneKinteractionsKbasedKonKrandomKmatrixKtheoryYKGeneticdEpidemiologyWK
2016WKfbWKhjkXibc 2.6 2

129 sKmultidimensionalKgeneticKprogrammingKapproachKforKidentifyingKepsistaticKgeneKinteractionsK
2018WK 2

128 uomparingKdrugKsafetyKofKhepatitisKuKtherapiesKusingKpostXmarketKdataYKBMCdMedicaldInformaticsd
anddDecisiondMakingWK2019WKckWKcfi 3.6 2

127 sKregressionKframeworkKtoKuncoverKpleiotropyKinKlargeXscaleKelectronicKhealthKrecordKdataYKJournald
ofdthedAmericandMedicaldInformaticsdAssociation:dJAMIAWK2019WKdhWKcbjeXcbkb 8.6 2

126 wxplorationKofKaKdiversityKofKcomputationalKandKstatisticalKmeasuresKofKassociationKforK
genomeXwideKgeneticKstudiesYKBioDatadMiningWK2019WKcdWKcf 4.3 2

125 WhyKmindXbodyKmedicineKisKpoisedKtoKsetKaKnewKstandardKforKclinicalKresearchYKJournaldofdClinicald
EpidemiologyWK2019WKcchWKchiXcib 5.7 2

124 sKtIésRTITwKNwTWOR“KsééROsuzKTOKINxwRRINyKINTwRsuTIONSKtwTWwwNKwNVIRON wNTs”K
wXéOSURwSKsNvKzU sNKvISwsSwSK2014WK 2

123 IdentificationKofKSNésKassociatedKwithKvariolaKvirusKvirulenceYKBioDatadMiningWK2013WKhWKe 4.3 2

122 sK ultiXuoreKéarallelizationKStrategyKforKStatisticalKSignificanceKTestingKinK”earningKulassifierK
SystemsYKEvolutionarydIntelligenceWK2013WKhWKcdi 1.7 2

121 OnKmetaXKandKmegaXanalysesKforKgeneXenvironmentKinteractionsYKGeneticdEpidemiologyWK2017WKfcWKjihXjjh2.6 2

120 TestingKmultipleKhypothesesKthroughKI éKweightedKxvRKbasedKonKaKgeneticKfunctionalKnetworkK
withKapplicationKtoKaKnewKzebrafishKtranscriptomeKstudyYKBioDatadMiningWK2015WKjWKci 4.3 2

119 uombiningKfunctionalKgenomicsKstrategiesKidentifiesKmodularKheterogeneityKofKbreastKcancerK
intrinsicKsubtypesYKBioDatadMiningWK2014WKiWKdi 4.3 2

118 wffectKofKyeneticKVariantsWKwspeciallyKuYédukKandKV“ORucWKonKtheKéharmacologyKofKWarfarinYK
SeminarsdindThrombosisdanddHemostasisWK2013WKekWKccdXccd 5.3 2

117 vetectionKofKlinearKandKnonlinearKdependenciesKinKtimeKseriesKusingKtheKmethodKofKsurrogateKdataK
inKSXé”USYKComputerdMethodsdanddProgramsdindBiomedicineWK2000WKheWKcciXdc 6.9 2

116 SharedKyeneticKsrchitectureKandKuausalKRelationshipKtetweenKssthmaKandKuardiovascularK
viseaseslKsK”argeXScaleKurossXTraitKsnalysisYYKFrontiersdindGeneticsWK2021WKcdWKiiggkc 4.5 2

115 USINyKTzwKtIésRTITwKzU sNKézwNOTYéwKNwTWOR“KTOKRwVws”Ké”wIOTROéYKsNvKwéISTsSISK
twYONvKTzwKywNwK2013WK 2

114 yeneticKprogrammingKapproachesKtoKlearningKfairKclassifiersK2020WK 2
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113 tenchmarkingK anifoldK”earningK ethodsKonKaK”argeKuollectionKofKvatasetsYKLecturedNotesdind
ComputerdScienceWK2020WKcegXcgb 0.9 2

112
yenomeXwideKgeneticKinteractionKanalysisKofKglaucomaKusingKexpertKknowledgeKderivedKfromK
humanKphenotypeKnetworksYKPacificdSymposiumdondBiocomputingdPacificdSymposiumdondBiocomputing
WK2015WKdbiXcj

1.3 2

111
sNKINTwyRsTwvKNwTWOR“KsééROsuzKTOKIvwNTIxYINyKtIO”OyIus”KésTzWsYSKsNvK
wNVIRON wNTs”KwXéOSURwKINTwRsuTIONSKINKuO é”wXKvISwsSwSYKPacificdSymposiumdond
BiocomputingdPacificdSymposiumdondBiocomputingWK2016WKdcWKkXdb

1.3 2

110 ”everagingKputativeKenhancerXpromoterKinteractionsKtoKinvestigateKtwoXwayKepistasisKinKTypeKdK
viabetesKyWsSYKPacificdSymposiumdondBiocomputingdPacificdSymposiumdondBiocomputingWK2018WKdeWKgfjXggj1.3 2

109 vataKscienceKapproachesKtoKpharmacogeneticsYKCurrentdMoleculardMedicineWK2014WKcfWKjbgXce 2.5 2

108 sK odelKxreeK ethodKtoKyenerateKzumanKyeneticsKvatasetsKwithKuomplexKyeneXviseaseK
RelationshipsYKLecturedNotesdindComputerdScienceWK2010WKifXjg 0.9 2

107 TheKRoleKofK utationsKinKWholeKyenomeKvuplicationYKLecturedNotesdindComputerdScienceWK2012WKcddXcee 0.9 2

106 SupervisingKRandomKxorestKUsingKsttributeKInteractionKNetworksYKLecturedNotesdindComputerd
ScienceWK2013WKcbfXcch 0.9 2

105 uellXtasedK etricsKImproveKtheKvetectionKofKyeneXyeneKInteractionsKUsingK ultifactorK
vimensionalityKReductionYKLecturedNotesdindComputerdScienceWK2013WKdbbXdcc 0.9 2

104 TéOTXNNlKaugmentingKtreeXbasedKautomatedKmachineKlearningKwithKneuralKnetworkKestimatorsYK
GeneticdProgrammingdanddEvolvabledMachinesWK2021WKddWKdbi 2 2

103 éaretoKInspiredK ultiXobjectiveKRuleKxitnessKforKNoiseXsdaptiveKRuleXtasedK achineK”earningYK
LecturedNotesdindComputerdScienceWK2016WKgcfXgdf 0.9 2

102 érevalenceKandKuharacterizationKofKYogaK entionsKinKtheKwlectronicKzealthKRecordYKJournaldofdthed
AmericandBoarddofdFamilydMedicineWK2019WKedWKikbXjbb 1.6 2

101 yeneticKwffectsKonKtheKuorrelationKStructureKof´ uVvKRiskKxactorslKwxomeXWideKvataKxromKaK
yhanaianKéopulationYKGlobaldHeartWK2017WKcdWKceeXcfb 2.9 2

100 yeneticKprogrammingKtheoryKandKpracticelKaKfifteenXyearKtrajectoryYKGeneticdProgrammingdandd
EvolvabledMachinesWK2020WKdcWKchkXcik 2 2

99 TheKRoleKofKyeneticKInteractionsKinKNeurodevelopmentalKvisordershkXjb 2

98 SingleXcellKmultiXomicsKanalysisKofKhumanKpancreaticKisletsKrevealsKnovelKcellularKstatesKinKtypeKcK
diabetesYYKNaturedMetabolismWK2022WKfWKdjfXdkk 14.6 2

97 wvolutionarilyKderivedKnetworksKtoKinformKdiseaseKpathwaysYKGeneticdEpidemiologyWK2017WKfcWKjhhXjig 2.6 1

96 SolutionKandKxitnessKwvolutionKSSsxwTlKsKStudyKofK ultiobjectiveKéroblemsK2019WK 1
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95 sKcomparisonKofKtwoKworkflowsKforKregulomeKandKtranscriptomeXbasedKprioritizationKofKgeneticK
variantsKassociatedKwithKmyocardialKmassYKGeneticdEpidemiologyWK2019WKfeWKiciXidh 2.6 1

94 yéUKscceleratedKtrowserKforKNeuroimagingKyenomicsYKNeuroinformaticsWK2018WKchWKekeXfbd 3.2 1

93  essageKprioritizationKofKepidemicKforwardingKinKdelayXtolerantKnetworksK2014WK 1

92 NOXtOUNvsRYKTzIN“INyKINKtIOINxOR sTIuSYKPacificdSymposiumdondBiocomputingdPacificd
SymposiumdondBiocomputingWK2017WKddWKhfhXhfj 1.3 1

91 uriticalKpropertiesKofKcellularKautomataKwithKevolvingKnetworkKtopologiesK2015WK 1

90 K2014WK 1

89 ”earningKulassifierKSystemslKTheKRiseKofKyeneticsXtasedK achineK”earningKinKtiomedicalKvataK
 iningK2014WKdhgXecc 1

88 ”ˆ'vyXxlightKyeneticKérogramminglKTowardsKaKNewK utationKéaradigmYKLecturedNotesdindComputerd
ScienceWK2012WKejXfk 0.9 1

87 vataKminingKandKtheKevolutionKofKbiologicalKcomplexityYKBioDatadMiningWK2011WKfWKi 4.3 1

86 vevelopmentKandKevaluationKofKanKopenXendedKcomputationalKevolutionKsystemKforKtheKcreationKofK
digitalKorganismsKwithKcomplexKgeneticKarchitectureK2009WK 1

85 srtificialKwvolutionK ethodsKinKtheKtiologicalKandKtiomedicalKSciencesYKJournaldofdArtificialdEvolutiond
anddApplicationsWK2009WKdbbkWKcXc 1

84 RandomKartificialKincorporationKofKnoiseKinKaKlearningKclassifierKsystemKenvironmentK2011WK 1

83  askKfunctionsKforKtheKsymbolicKmodelingKofKepistasisKusingKgeneticKprogrammingK2008WK 1

82 snalysisKofKgeneXgeneKinteractionsYKCurrentdProtocolsdindHumandGeneticsWK2004WKuhapterKcWKUnitKcYcf 3.2 1

81 tasicKstatisticsYKCurrentdProtocolsdindHumandGeneticsWK2003WKsppendixKeWKsppendixKe  3.2 1

80  askKxunctionsKforKtheKSymbolicK odelingKofKwpistasisKUsingKyeneticKérogrammingK2008WKdbbjWKeekXefh 1

79 SystemsKgeneticsKofKalcoholismYKAlcoholdResearchWK2008WKecWKcfXdg 1

78  ultiXtaskKlearningKbasedKstructuredKsparseKcanonicalKcorrelationKanalysisKforKbrainKimagingK
geneticsYKMedicaldImagedAnalysisWK2021WKihWKcbddki 15.4 1

(2021-2019)
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77 wpistasisKanalysisKusingKartificialKintelligenceYKMethodsdindMoleculardBiologyWK2015WKcdgeWKediXfh 1.4 1

76 snKsnalysisKofKNewKwxpertK“nowledgeKScalingK ethodsKforKtiologicallyKInspiredKuomputingYKLectured
NotesdindComputerdScienceWK2011WKdjhXdke 0.9 1

75 ”earningKfromKlocalKtoKglobalKXKanKefficientKdistributedKalgorithmKforKmodelingKtimeXtoXeventKdata 1

74 StatisticalKInferenceKReliefKSSTIRTKfeatureKselection 1

73 wvolutionKofKsctiveKuategoricalKImageKulassificationKviaKSaccadicKwyeK ovementYKLecturedNotesdind
ComputerdScienceWK2016WKgjcXgkb 0.9 1

72 uharacterizingKandK anagingK issingKStructuredKvataKinKwlectronicKzealthKRecordslKvataKsnalysisKSéreprintT 1

71 snKOpenXwndedKuomputationalKwvolutionKStrategyKforKwvolvingKéarsimoniousKSolutionsKtoKzumanK
yeneticsKéroblemsYKLecturedNotesdindComputerdScienceWK2011WKeceXedb 0.9 1

70 éopulationKwxplorationKonKyenotypeKNetworksKinKyeneticKérogrammingYKLecturedNotesdindComputerd
ScienceWK2014WKfdfXfee 0.9 1

69 ylobalKidentifiabilityKofKlatentKclassKmodelsKwithKapplicationsKtoKdiagnosticKtestKaccuracyKstudieslKsK
yrˆ¶bnerKbasisKapproachYKBiometricsWK2020WKihWKkjXcbj 1.8 1

68 wmbracingKstudyKheterogeneityKforKfindingKgeneticKinteractionsKinKlargeXscaleKresearchKconsortiaYK
GeneticdEpidemiologyWK2020WKffWKgdXhh 2.6 1

67 SymbolicXregressionKboostingYKGeneticdProgrammingdanddEvolvabledMachinesWK2021WKddWKegiXejc 2 1

66 TheKphenomicsKandKgeneticsKofKaddictiveKandKaffectiveKcomorbidityKinKopioidKuseKdisorderYKDrugdandd
AlcoholdDependenceWK2021WKddcWKcbjhbd 4.9 1

65 ”everagingKsutomatedK achineK”earningKforKtheKsnalysisKofKylobalKéublicKzealthKvatalKsKuaseK
StudyKinK alariaYKInternationaldJournaldofdPublicdHealthWK2021WKhhWKhcfdkh 4 1

64 TowardsKeffectiveKyéKmultiXclassKclassificationKbasedKonKdynamicKtargetsK2021WK 1

63 ticliquesKinKyraphsKwithKuorrelatedKwdgeslKxromKsrtificialKtoKtiologicalKNetworksYKLecturedNotesdind
ComputerdScienceWK2016WKcejXcgg 0.9 1

62 sutomatedKdiscoveryKofKtestKstatisticsKusingKgeneticKprogrammingYKGeneticdProgrammingdandd
EvolvabledMachinesWK2019WKdbWKcdiXcei 2 1

61 snticancerKTherapyKatKtheKwndKofK”ifelK”essonsKxromKaKuommunityKuancerKInstituteYKJournaldofd
PalliativedCareWK2021WKehWKjiXkd 1.8 1

60 ”osslessKintegrationKofKmultipleKelectronicKhealthKrecordsKforKidentifyingKpleiotropyKusingKsummaryK
statisticsYKNaturedCommunicationsWK2021WKcdWKchj 17.4 1
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59
yeneticKanalysisKofKcoronaryKarteryKdiseaseKusingKtreeXbasedKautomatedKmachineKlearningKinformedK
byKbiologyXbasedKfeatureKselectionYKIEEEtACMdTransactionsdondComputationaldBiologydandd
BioinformaticsWK2021WKééWK

3 1

58 uellularKsutomataKandKyeneticKslgorithmsKforKéarallelKéroblemKSolvingKinKzumanKyeneticsYKLectured
NotesdindComputerdScienceWK2002WKjdcXjeb 0.9 1

57 TwoXdimensionalKwnrichmentKsnalysisKforK iningKzighXlevelKImagingKyeneticKsssociationsYKLectured
NotesdindComputerdScienceWK2015WKkdgbWKccgXcdf 0.9 0

56  iningKbeyondKtheKexomeYKBioDatadMiningWK2011WKfWKcf 4.3 0

55 ”inearKdynamicKfeaturesKofKambulatoryKbloodKpressureKinKaKpopulationXbasedKstudyYKBlooddPressured
MonitoringWK2004WKkWKdgkXhi 1.3 0

54 uomparingKvifferentKsdverseKwffectsKsmongK ultipleKvrugsKUsingKxswRSKvataYKStudiesdindHealthd
TechnologydanddInformaticsWK2017WKdfgWKcdhj 0.5 0

53 TargetToxlKsKxeatureKSelectionKéipelineKforKIdentifyingKéredictiveKTargetsKsssociatedKwithKvrugK
ToxicityYKJournaldofdChemicaldInformationdanddModelingWK2021WKhcWKgejhXgekf 6.1 0

52 sddytoostlKsKgradientKboostingXstyleKalgorithmKbasedKonKstrongKlearnersYKMachinedLearningdWithd
ApplicationsWK2022WKiWKcbbdfe 6.5 0

51 éroblemKvrivenK achineK”earningKbyKuoXevolvingKyeneticKérogrammingKTreesKandKRulesKinKaK
”earningKulassifierKSystemYKGeneticdanddEvolutionarydComputationWK2018WKggXic 0.8 0

50 TheKpromiseKofKautomatedKmachineKlearningKforKtheKgeneticKanalysisKofKcomplexKtraitsYKHumand
GeneticsWK2021WKc 6.3 0

49 snKaugmentedKestimationKprocedureKforKwzRXbasedKassociationKstudiesKaccountingKforKdifferentialK
misclassificationYKJournaldofdthedAmericandMedicaldInformaticsdAssociation:dJAMIAWK2020WKdiWKdffXdge 8.6 0

48 WhyKIsKtheKwlectronicKzealthKRecordKSoKuhallengingKforKResearchKandKulinicalKuareqYKMethodsdofd
InformationdindMedicineWK2021WKhbWKedXfj 1.5 0

47 NovelKwvywKencodingKmethodKenhancesKabilityKtoKidentifyKgeneticKinteractionsYKPLoSdGeneticsWK2021
WKciWKecbbkgef 6 0

46 yamorithmYKIEEEdTransactionsdondGamesWK2020WKcdWKccgXccj 1.2 0

45 zarnessingKelectronicKhealthKrecordsKtoKstudyKemergingKenvironmentalKdisasterslKaKproofKofK
conceptKwithKperfluoroalkylKsubstancesKSéxsSTYKNpjdDigitaldMedicineWK2021WKfWKcdd 15.7 0

44 wstimatingKprevalenceKofKhumanKtraitsKamongKpopulationsKfromKpolygenicKriskKscoresYYKHumand
GenomicsWK2021WKcgWKib 6.8 0

43 cKéersonalizedKmedicineK2020WKcXcf

42 srtificialKintelligencelKmoreKhumanKwithKhumanYKBioDatadMiningWK2017WKcbWKef 4.3

(2017-2021)
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41 IntegrationKofK olecularKandKuellularKéathogenesisK2018WKdfeXdfk

40 yeneXyeneKInteractionslKsnKwssentialKuomponentKtoK odelingKuomplexityKforKérecisionK edicineK
2019WKcicXcii

39 InnovationKisKoftenKunnervinglKtheKdoorKintoKsummerYKBioDatadMiningWK2014WKiWKcd 4.3

38 xirstKcomplexWKthenKsimpleYKBioDatadMiningWK2014WKiWKce 4.3

37 TheKcentralKroleKofKbiologicalKdataKminingKinKconnectingKdiverseKdisciplinesYKBioDatadMiningWK2013WKhWKcf 4.3

36 éredictionKofKrelevantKbiomedicalKdocumentslKaKhumanKmicrobiomeKcaseKstudyYKBioDatadMiningWK
2015WKjWKdj 4.3

35 OKbraveKnewKworldKthatKhasKsuchKmachinesKinKitYKBioDatadMiningWK2014WKiWKdh 4.3

34 TheKspatialKdimensionKinKbiologicalKdataKminingYKBioDatadMiningWK2011WKfWKh 4.3

33 OeXbhXbclKsssociationKanalysisKofKcandidateKSNésKonKhippocampalKvolumeKandKshapeKinKmildK
cognitiveKimpairmentKandKolderKadultsKwithKcognitiveKcomplaintsK2010WKhWKSceiXScej

32  ultifactorKdimensionalityKreductionKanalysisKidentifiesKspecificKnucleotideKpatternsKpromotingK
geneticKpolymorphismsYKBioDatadMiningWK2009WKdWKd 4.3

31 snalysisKofKuomplexKvatasetsdbiXddd

30 wxploratoryKVisualKsnalysisKofKStatisticalKResultsKfromK icroarrayKwxperimentsKuomparingKzighKandK
”owKyradeKyliomaYKCancerdInformaticsWK2007WKgWKccihkegcbibbgbb 2.4

29 öuantitativeKTraitK”inkageKsnalysisdeiXdge

28 sntihypertensiveKeffectsKofKyogaKinKaKgeneralKpatientKpopulationlKrealXworldKevidenceKfromK
electronicKhealthKrecordsWKaKretrospectiveKcaseXcontrolKstudyYYKBMCdPublicdHealthWK2022WKddWKcjh 4.1

27 yeneXInteractionXSensitiveKenrichmentKanalysisKinKcongenitalKheartKdiseaseYYKBioDatadMiningWK2022WK
cgWKf 4.3

26 uoevolvingKsrtisticKImagesKUsingKO NIRwéYKLecturedNotesdindComputerdScienceWK2020WKchgXcij 0.9

25 sddressingKtheKuhallengesKofKvetectingKwpistasisKinKyenomeXWideKsssociationKStudiesKofKuommonK
zumanKviseasesKUsingKtiologicalKwxpertK“nowledgeidgXiff

24 SolvingKuomplexKéroblemsKinKzumanKyeneticsKUsingKNatureXInspiredKslgorithmsKRequiresK
StrategiesKwhichKwxploitKvomainXSpecificK“nowledgecjhiXcjjc
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23 sutomatedKdiscoveryKofKtestKstatisticsKusingKgeneticKprogrammingYKGeneticdProgrammingdandd
EvolvabledMachinesWK2019WKdbWKcdiXcei 2

22 sKsemanticKgeneticKprogrammingKframeworkKbasedKonKdynamicKtargetsYKGeneticdProgrammingdandd
EvolvabledMachinesWK2021WKddWKfhe 2

21 IdentifyingKandKzarnessingKtheKtuildingKtlocksKofK achineK”earningKéipelinesKforKSensibleK
InitializationKofKaKvataKScienceKsutomationKToolYKGeneticdanddEvolutionarydComputationWK2018WKdccXdde 0.8

20 NewKéathwaysKinKuoevolutionaryKuomputationYKGeneticdanddEvolutionarydComputationWK2020WKdkgXebg 0.8

19 wVwlKuloudXtasedKsnnotationKofKzumanKyeneticKVariantsYKLecturedNotesdindComputerdScienceWK2017WKjeXkg0.9

18 ImprovingKtheKReproducibilityKofKyeneticKsssociationKResultsKUsingKyenotypeKResamplingK ethodsYK
LecturedNotesdindComputerdScienceWK2017WKkhXcbj 0.9

17 IntegrationKofK olecularKandKuellularKéathogenesislKsKtioinformaticsKspproachK2009WKdckXddf

16 SexualKRecombinationKinKSelfXOrganizingKInteractionKNetworksYKLecturedNotesdindComputerdScienceWK
2010WKfcXgb 0.9

15 IntegrationKofK olecularKandKuellularKéathogenesisK2010WKcgeXcgj

14 wmployingKéublicallyKsvailableKtiologicalKwxpertK“nowledgeKfromKéroteinXéroteinKInteractionK
InformationYKLecturedNotesdindComputerdScienceWK2010WKekgXfbh 0.9

13 ValidatingKaKThresholdXtasedKtooleanK odelKofKRegulatoryKNetworksKonKaKtiologicalKOrganismYK
LecturedNotesdindComputerdScienceWK2011WKgkXhj 0.9

12 sddressingKtheKuhallengesKofKvetectingKwpistasisKinKyenomeXWideKsssociationKStudiesKofKuommonK
zumanKviseasesKUsingKtiologicalKwxpertK“nowledgeK2011WKcdjXcfi

11 srtificialKImmuneKSystemsKéerformKValuableKWorkKWhenKvetectingKwpistasisKinKzumanKyeneticK
vatasetsYKLecturedNotesdindComputerdScienceWK2012WKcjkXdbb 0.9

10  odelsKofKyeneKRegulationlKIntegratingK odernK“nowledgeKintoKtheKRandomKtooleanKNetworkK
xrameworkK2014WKfeXgi

9 TranslationalKwpidemiologyWKtiostatisticsKandKInformaticsK2014WKheeXhgi

8 IntegrationKofKmolecularKandKcellularKpathogenesisKXKaKbioinformaticsKapproachK2020WKdbcXdbi

7 RwywNSlKanKopenKsourceKéythonKpackageKforKsimulatingKrealisticKautosomalKgenotypesYKJournaldofd
OpendSourcedSoftwareWK2021WKhWKdife 5.2

6 TheKTranslationalK achinelKsKnovelKmachineXlearningKapproachKtoKilluminateKcomplexKgeneticK
architecturesYKGeneticdEpidemiologyWK2021WKfgWKfjgXgeh 2.6
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5 yrammaticalKwvolutionKStrategiesKforKtioinformaticsKandKSystemsKyenomicsK2018WKekgXfbg

4 tootstrappedKSparseKuanonicalKuorrelationKsnalysisK2018WKcbcXcci

3 SocioXcognitiveKwvolutionKStrategiesYKLecturedNotesdindComputerdScienceWK2021WKedkXefd 0.9

2 SolvingKuomplexKéroblemsKinKzumanKyeneticsKusingKNatureXInspiredKslgorithmsKRequiresK
StrategiesKwhichKwxploitKvomainXSpecificK“nowledgechhXcjb

1 yenomeXWideKsnalysisKofKwpistasisKUsingK ultifactorKvimensionalityKReductiondcfbXdcge
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