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Design of buried charged networks in artificial proteins. Nature Communications, 2021, 12, 1895.

Client binding shifts the populations of dynamic Hsp90 conformations through an allosteric 103 25
network. Science Advances, 2021, 7, eabl7295. :

Accessing Methyl Groups in Proteins via 1H-detected MAS Solid-state NMR Spectroscopy Employing
Random Protonation. Scientific Reports, 2019, 9, 15903.

The structure and oxidation of the eye lens chaperone T+A-crystallin. Nature Structural and Molecular 8.2 42
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Ultrashort Broadband Cooperative Pulses for Multidimensional Biomolecular NMR Experiments.
Angewandte Chemie - International Edition, 2018, 57, 14498-14502.

Ultrashort Broadband Cooperative Pulses for Multidimensional Biomolecular NMR Experiments. 20
Angewandte Chemie, 2018, 130, 14706-14710. :
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Comparative Study of REDOR and CPPI Derived Order Parameters by <sup>1</sup>H-Detected MAS NMR
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Limits of Resolution and Sensitivity of Proton Detected MAS Solid-State NMR Experiments at 111 kHz in
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Access to Cl+ Backbone Dynamics of Biological Solids by <sup>13</sup>C <i>T<[i><sub>1</sub>
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function of the MAS frequency. Journal of Biomolecular NMR, 2012, 54, 155-168. 2.8 58

Assignment strategies for aliphatic protons in the solid-state in randomly protonated proteins.
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High Resolution <sup>1</sup>H-Detected Solid-State NMR Spectroscopy of Protein Aliphatic
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