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k Paper IF Citations

80 HapSolomLanLoptimizationLapproachLforLremovingLsecondaryLhaplotigsLduringLdiploidLgenomeL
assemblyLandLscaffoldingZLBMCgBioinformaticsXL2021XLddXLl 3.6 0

79 zenomicLSignaturesLofLLocalLtdaptationLinLvlamLShrimpLTxulimnadiaLtexanaULfromLNaturalLVernalL
PoolsZLGenomegBiologygandgEvolutionXL2020XLcdXLcclfYcdbh 3.9 0

78 IncreasedLtimeLsamplingLinLanLevolveYandYresequenceLexperimentLwithLoutcrossingLSaccharomycesL
cerevisiaeLrevealsLmultipleLpathsLofLadaptiveLchangeZLMoleculargEcologyXL2020XLdlXLfklkYflcd 5.7 3

77 TheLgenomeLofLXLnaturalLhostLforLLymeLdiseaseLandLotherLemergingLinfectionsZLSciencegAdvancesXL
2019XLgXLeaawhffc 14.3 12

76 TheLgeneLstructureLandLhypervariabilityLofLtheLcompleteLPenaeusLmonodonLwscamLgeneZLScientificg
ReportsXL2019XLlXLchglg 4.9 7

75 zenomesXLexpressionLprofilesXLandLdiversityLofLmitochondriaLofLtheLWhiteYfootedLweermouseL
PeromyscusLleucopusXLreservoirLofLLymeLdiseaseLandLotherLzoonosesZLScientificgReportsXL2019XLlXLcihck 4.9 2

74 StructuralLvariantsLexhibitLwidespreadLallelicLheterogeneityLandLshapeLvariationLinLcomplexLtraitsZL
NaturegCommunicationsXL2019XLcbXLfkid 17.4 46

73
tLNewLStandardLforLvrustaceanLzenomesmLTheLHighlyLvontiguousXLtnnotatedLzenomeLtssemblyLofL
theLvlamLShrimpLxulimnadiaLtexanaLRevealsLHOXLzeneLOrderLandLIdentifiesLtheLSexLvhromosomeZL
GenomegBiologygandgEvolutionXL2018XLcbXLcfeYcgh

3.9 23

72 TheLueavisLxffectLinLNextYzenerationLMappingLPanelsLinZLG3:gGenesugGenomesugGeneticsXL2017XLiXLchfeYchgd3.2 29

71 zenotypeLbyLrandomLenvironmentalLinteractionsLgivesLanLadvantageLtoLnonYfavoredLminorLallelesZL
ScientificgReportsXL2017XLiXLgcle 4.9 9

70 tLModelLofLvompoundLHeterozygousXLLossYofYyunctionLtllelesLIsLuroadlyLvonsistentLwithL
ObservationsLfromLvomplexYwiseaseLzWtSLwatasetsZLPLoSgGeneticsXL2017XLceXLecbbhgie 6 24

69 vontiguousLandLaccurateLdeLnovoLassemblyLofLmetazoanLgenomesLwithLmodestLlongLreadLcoverageZL
NucleicgAcidsgResearchXL2016XLffXLecfi 20.1 183

68 xfficientLSoftwareLforLMultiYmarkerXLRegionYuasedLtnalysisLofLzWtSLwataZLG3:gGenesugGenomesug
GeneticsXL2016XLhXLcbdeYeb 3.2 6

67 zenomeYwideLanalysisLofLlongYtermLevolutionaryLdomesticationLinLwrosophilaLmelanogasterZL
ScientificgReportsXL2016XLhXLeldkc 4.9 13

66 zeneLexpressionLvariationLinLwrosophilaLmelanogasterLdueLtoLrareLtransposableLelementLinsertionL
allelesLofLlargeLeffectZLGeneticsXL2015XLcllXLkgYle 4 35

65 IdentifyingLLociLvontributingLtoLNaturalLVariationLinLXenobioticLResistanceLinLwrosophilaZLPLoSg
GeneticsXL2015XLccXLecbbghhe 6 26

64 zenomeYwideLassociationLstudyLofLextremeLlongevityLinLwrosophilaLmelanogasterZLGenomegBiologyg
andgEvolutionXL2014XLhXLcYcc 3.9 27
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63 StandingLgeneticLvariationLdrivesLrepeatableLexperimentalLevolutionLinLoutcrossingLpopulationsLofL
SaccharomycesLcerevisiaeZLMoleculargBiologygandgEvolutionXL2014XLecXLeddkYel 8.3 85

62 wissectingLcomplexLtraitsLusingLtheLwrosophilaLSyntheticLPopulationLResourceZLTrendsgingGeneticsXL
2014XLebXLfkkYlg 8.5 48

61 UsingLwrosophilaLmelanogasterLtoLidentifyLchemotherapyLtoxicityLgenesZLGeneticsXL2014XLclkXLecYfe 4 21

60 TheLpowerLtoLdetectLquantitativeLtraitLlociLusingLresequencedXLexperimentallyLevolvedLpopulationsL
ofLdiploidXLsexualLorganismsZLMoleculargBiologygandgEvolutionXL2014XLecXLcbfbYgg 8.3 62

59 zeneticLdissectionLofLtheLwrosophilaLmelanogasterLfemaleLheadLtranscriptomeLrevealsLwidespreadL
allelicLheterogeneityZLPLoSgGeneticsXL2014XLcbXLecbbfedd 6 43

58 yineYmappingLnicotineLresistanceLlociLinLwrosophilaLusingLaLmultiparentLadvancedLgenerationL
interYcrossLpopulationZLGeneticsXL2014XLclkXLfgYgi 4 37

57 TheLgeneticLarchitectureLofLmethotrexateLtoxicityLisLsimilarLinLwrosophilaLmelanogasterLandL
humansZLG3:gGenesugGenomesugGeneticsXL2013XLeXLcebcYcb 3.2 20

56 PropertiesLandLmodelingLofLzWtSLwhenLcomplexLdiseaseLriskLisLdueLtoLnonYcomplementingXL
deleteriousLmutationsLinLgenesLofLlargeLeffectZLPLoSgGeneticsXL2013XLlXLecbbedgk 6 61

55 tbundanceLandLdistributionLofLtransposableLelementsLinLtwoLwrosophilaLQTLLmappingLresourcesZL
MoleculargBiologygandgEvolutionXL2013XLebXLdeccYdi 8.3 84

54 wiversificationLofLcomplexLbutterflyLwingLpatternsLbyLrepeatedLregulatoryLevolutionLofLaLWntL
ligandZLProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaXL2012XLcblXLcdhedYi11.5 187

53 TheLmolecularLdiversityLofLadaptiveLconvergenceZLScienceXL2012XLeegXLfgiYhc 33.3 511

52 zeneticLdissectionLofLaLmodelLcomplexLtraitLusingLtheLwrosophilaLSyntheticLPopulationLResourceZL
GenomegResearchXL2012XLddXLcggkYhh 9.7 134

51 WhatLpathsLdoLadvantageousLallelesLtakeLduringLshortYtermLevolutionaryLchangerZLMolecularg
EcologyXL2012XLdcXLflceYh 5.7 17

50 PropertiesLandLpowerLofLtheLwrosophilaLSyntheticLPopulationLResourceLforLtheLroutineLdissectionL
ofLcomplexLtraitsZLGeneticsXL2012XLclcXLlegYfl 4 117

49 vhemotherapyYinducedLtoxicityLisLhighlyLheritableLinLwrosophilaLmelanogasterZLPharmacogeneticsg
andgGenomicsXL2012XLddXLdkgYl 1.9 9

48 zenomicLsequenceLaroundLbutterflyLwingLdevelopmentLgenesmLannotationLandLcomparativeL
analysisZLPLoSgONEXL2011XLhXLedeiik 3.7 13

47 zenomeYwideLanalysisLofLaLlongYtermLevolutionLexperimentLwithLwrosophilaZLNatureXL2010XLfhiXLgkiYlb 50.4 321

46 xvolutionaryLNutrigenomicsL2010XLegiYehh 3

(2010-2014)
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45 visYregulatoryLvariationLisLtypicallyLpolyallelicLinLwrosophilaZLGeneticsXL2009XLckcXLhhcYib 4 14

44 tLgeneYbasedLlinkageLmapLforLuicyclusLanynanaLbutterfliesLallowsLforLaLcomprehensiveLanalysisLofL
syntenyLwithLtheLlepidopteranLreferenceLgenomeZLPLoSgGeneticsXL2009XLgXLecbbbehh 6 81

43 xxperimentalLevolutionLrevealsLnaturalLselectionLonLstandingLgeneticLvariationZLNaturegGeneticsXL
2009XLfcXLdgcYi 36.3 114

42 MicrosatelliteLmarkersLassociatedLwithLgenesLexpressedLinLdevelopingLwingsLofLuicyclusLanynanaL
butterfliesZLMoleculargEcologygResourcesXL2009XLlXLcfkiYld 8.4 2

41 JointLestimatesLofLquantitativeLtraitLlocusLeffectLandLfrequencyLusingLsyntheticLrecombinantL
populationsLofLwrosophilaLmelanogasterZLGeneticsXL2007XLcihXLcdhcYkc 4 48

40 HowLrepeatableLareLassociationsLbetweenLpolymorphismsLinLachaeteYscuteLandLbristleLnumberL
variationLinLwrosophilarZLGeneticsXL2007XLcigXLclkiYli 4 23

39 xstimationLofLpopulationLheterozygosityLandLlibraryLconstructionYinducedLmutationLrateLfromL
expressedLsequenceLtagLcollectionsZLGeneticsXL2007XLcihXLiccYf 4 12

38 tLwingLexpressedLsequenceLtagLresourceLforLuicyclusLanynanaLbutterfliesXLanLevoYdevoLmodelZLBMCg
GenomicsXL2006XLiXLceb 4.5 83

37 tLcisYregulatoryLsequenceLwithinLtheLyellowLlocusLofLwrosophilaLmelanogasterLrequiredLforLnormalL
maleLmatingLsuccessZLGeneticsXL2006XLcidXLcbblYeb 4 51

36 yineLscaleLstructuralLvariantsLdistinguishLtheLgenomesLofLwrosophilaLmelanogasterLandLwZL
pseudoobscuraZLGenomegBiologyXL2006XLiXLRhi 18.3 9

35 tLlowYcostLopenYsourceLSNPLgenotypingLplatformLforLassociationLmappingLapplicationsZLGenomeg
BiologyXL2005XLhXLRcbg 18.3 21

34 zeneratingLphenotypicLvariationmLprospectsLfromLNevoYdevoNLresearchLonLuicyclusLanynanaLwingL
patternsZLEvolutiongogDevelopmentXL2005XLiXLcbcYi 2.6 44

33 ProspectsLforLidentifyingLfunctionalLvariationLacrossLtheLgenomeZLProceedingsgofgthegNationalg
AcademygofgSciencesgofgthegUnitedgStatesgofgAmericaXL2005XLcbdLSupplLcXLhhcfYdc 11.5 10

32 vhangesLinLgeneLexpressionLfollowingLhighYtemperatureLadaptationLinLexperimentallyLevolvedL
populationsLofLxZLcoliZLPhysiologicalgandgBiochemicalgZoologyXL2005XLikXLdllYecg 2 18

31 TheLeffectLofLpolymorphismsLinLtheLenhancerLofLsplitLgeneLcomplexLonLbristleLnumberLvariationLinLaL
largeLwildYcaughtLcohortLofLwrosophilaLmelanogasterZLGeneticsXL2005XLcicXLcifcYgh 4 35

30 IdentifyingLsignaturesLofLselectionLatLtheLenhancerLofLsplitLneurogenicLgeneLcomplexLinLwrosophilaZL
MoleculargBiologygandgEvolutionXL2005XLddXLhbiYcl 8.3 13

29 wifferentialLPatternsLofLzeneLxxpressionLandLzeneLvomplementLinLLaboratoryYxvolvedLLinesLofLxZL
coliZLIntegrativegandgComparativegBiologyXL2005XLfgXLgedYk 2.8 5

28
NoLevidenceLforLanLassociationLbetweenLcommonLnonsynonymousLpolymorphismsLinLdeltaLandL
bristleLnumberLvariationLinLnaturalLandLlaboratoryLpopulationsLofLwrosophilaLmelanogasterZL
GeneticsXL2004XLchhXLdlcYebh

4 31
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27 tLpotentialLregulatoryLpolymorphismLupstreamLofLhairyLisLnotLassociatedLwithLbristleLnumberL
variationLinLwildYcaughtLwrosophilaZLGeneticsXL2004XLchiXLdcdiYec 4 28

26 xvolutionaryLchangesLinLheatYinducibleLgeneLexpressionLinLlinesLofLxscherichiaLcoliLadaptedLtoLhighL
temperatureZLPhysiologicalgGenomicsXL2003XLcfXLfiYgk 3.6 71

25 InferencesLregardingLtheLnumbersLandLlocationsLofLQTLsLunderLmultipleYQTLLmodelsLusingLintervalL
mappingLandLcompositeLintervalLmappingZLGeneticalgResearchXL2003XLkdXLcelYfl 1.1 16

24 tLgeneLnecessaryLforLnormalLmaleLcourtshipXLyellowXLactsLdownstreamLofLfruitlessLinLtheLwrosophilaL
melanogasterLlarvalLbrainZLJournalgofgNeurobiologyXL2003XLggXLgeYid 76

23 TheLlowdownLonLlinkageLdisequilibriumZLPlantgCellXL2003XLcgXLcgbdYh 11.6 179

22 tgeingmLtheLmanyYheadedLmonsterZLCurrentgBiologyXL2002XLcdXLReccYd 6.3 13

21 vontributionLofLwistalYlessLtoLquantitativeLvariationLinLbutterflyLeyespotsZLNatureXL2002XLfcgXLecgYk 50.4 118

20 uioinformaticsLandLcytogeneticsLofLunusualLwrosophilaLmelanogasterLXYchromosomeLmorphologyZL
DNAgSequenceXL2002XLceXLdfcYe 2

19 PharmacologyXLgenomicsXLandLtheLevolutionaryLbiologyLofLageingZLFreegRadicalgResearchXL2002XLehXLcdleYi4 10

18 ImmunohistochemicalLcolocalizationLofLYellowLandLmaleYspecificLyruitlessLinLwrosophilaL
melanogasterLneuroblastsZLBiochemicalgandgBiophysicalgResearchgCommunicationsXL2002XLdleXLcdhdYf 3.4 16

17 hairymLtLquantitativeLtraitLlocusLforLdrosophilaLsensoryLbristleLnumberZLGeneticsXL2002XLchdXLcggYhf 4 49

16 zeneticLarchitectureLofLthermalLadaptationLinLxscherichiaLcoliZLProceedingsgofgthegNationalgAcademyg
ofgSciencesgofgthegUnitedgStatesgofgAmericaXL2001XLlkXLgdgYgeb 11.5 193

15 PatternsLofLwNtLsequenceLpolymorphismLalongLchromosomeLcLofLmaizeLTZeaLmaysLsspZLmaysLLZUZL
ProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaXL2001XLlkXLlchcYh 11.5 567

14
ImprovedLstatisticalLinferenceLfromLwNtLmicroarrayLdataLusingLanalysisLofLvarianceLandLaLuayesianL
statisticalLframeworkZLtnalysisLofLglobalLgeneLexpressionLinLxscherichiaLcoliLKcdZLJournalgofg
BiologicalgChemistryXL2001XLdihXLclleiYff

5.4 282

13 tLuayesianLframeworkLforLtheLanalysisLofLmicroarrayLexpressionLdatamLregularizedLtLYtestLandL
statisticalLinferencesLofLgeneLchangesZLBioinformaticsXL2001XLciXLgblYcl 7.2 1360

12 zeneticLarchitectureLofLthermalLadaptationLinLxscherichiaLcoliZLProceedingsgofgthegNationalgAcademyg
ofgSciencesgofgthegUnitedgStatesgofgAmericaXL2001XLlkXLgdgYeb 11.5 130

11 zlobalLgeneLexpressionLprofilingLinLxscherichiaLcoliLKcdZLTheLeffectsLofLintegrationLhostLfactorZL
JournalgofgBiologicalgChemistryXL2000XLdigXLdlhidYkf 5.4 209

10
uothLnaturallyLoccurringLinsertionsLofLtransposableLelementsLandLintermediateLfrequencyL
polymorphismsLatLtheLachaeteYscuteLcomplexLareLassociatedLwithLvariationLinLbristleLnumberLinL
wrosophilaLmelanogasterZLGeneticsXL2000XLcgfXLcdggYhl

4 83

(2000-2004)
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9 TheLpowerLofLassociationLstudiesLtoLdetectLtheLcontributionLofLcandidateLgeneticLlociLtoLvariationLinL
complexLtraitsZLGenomegResearchXL1999XLlXLidbYec 9.7 268

8 TheLPowerLofLtssociationLStudiesLtoLwetectLtheLvontributionLofLvandidateLzeneticLLociLtoLVariationL
inLvomplexLTraitsZLGenomegResearchXL1999XLlXLidbYiec 9.7 159

7 TwoLsitesLinLtheLweltaLgeneLregionLcontributeLtoLnaturallyLoccurringLvariationLinLbristleLnumberLinL
wrosophilaLmelanogasterZLGeneticsXL1998XLcflXLlllYcbci 4 152

6 zeneticLinteractionsLbetweenLnaturallyLoccurringLallelesLatLquantitativeLtraitLlociLandLmutantLallelesL
atLcandidateLlociLaffectingLbristleLnumberLinLwrosophilaLmelanogasterZLGeneticsXL1996XLcffXLcfliYgcb 4 117

5 HighLresolutionLmappingLofLgeneticLfactorsLaffectingLabdominalLbristleLnumberLinLwrosophilaL
melanogasterZLGeneticsXL1995XLcelXLcdieYlc 4 179

4 NaturallyLoccurringLvariationLinLbristleLnumberLandLwNtLpolymorphismsLatLtheLscabrousLlocusLofL
wrosophilaLmelanogasterZLScienceXL1994XLdhhXLchliYibd 33.3 151

3 StructuralLvariantsLexhibitLallelicLheterogeneityLandLshapeLvariationLinLcomplexLtraits 2

2 tLmodelLofLcompoundLheterozygousXLlossYofYfunctionLallelesLisLbroadlyLconsistentLwithL
observationsLfromLcomplexYdiseaseLzWtSLdatasets 2

1 tdaptationLinLoutbredLsexualLyeastLisLrepeatableXLpolygenicXLandLfavorsLrareLhaplotypes 1
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