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Identification of Dipeptidyl-Peptidase (DPP)5 and DPP7 in Porphyromonas endodontalis, Distinct from

Those in Porphyromonas gingivalis. PLoS ONE, 2014, 9, e114221.

Discrimination based on Cly and Arg/Ser at position 673 between dipeptidyl-peptidase (DPP) 7 and DPP11,
widely distributed DPPs in pathogenic and environmental gram-negative bacteria. Biochimie, 2013, 95, 2.6 23
824-832.

Phenylalanine 664 of diEeptidyl peptidase (DPP) 7 and Phenylalanine 671 of DPP11 mediate preference for
P2&€position hydrophobic residues of a substrate. FEBS Open Bio, 2013, 3, 177-183.

Involvement of geranylgeranylation of Rho and Rac GTPases in adipogenic and RANKL expression,

which was inhibited by simvastatin. Cell Biochemistry and Function, 2013, 31, 652-659. 2.9 1

Overexpression of CRKIl increases migration and invasive potential in oral squamous cell carcinoma.
Cancer Letters, 2011, 303, 84-91.

Asp- and Glu-specific Novel Dipeptidyl Peptidase 11 of Porphyromonas gingivalis Ensures Utilization of

Proteinaceous Energy Sources. Journal of Biological Chemistry, 2011, 286, 38115-38127. 3.4 38

Overexpression of Cortactin Increases Invasion Potential in Oral Squamous Cell Carcinoma.
Pathology and Oncology Research, 2010, 16, 523-531.

Amino acid residues modulating the activities of staphylococcal glutamyl endopeptidases. Biological 05 °
Chemistry, 2010, 391, 1221-32. )

Determination of three amino acids causing alteration of proteolytic activities of staphylococcal
glutamyl endopeptidases. Biological Chemistry, 2009, 390, 277-285.
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