
Alan Walker

ListkofkPublicationskbykCitations

Source:khttps://exaly.com/authorypdf/47892/alanywalkerypublicationsybyycitations.pdf

Version:k2024y04y28k

Thiskdocumentkhaskbeenkgeneratedkbasedkonkthekpublicationskandkcitationskrecordedkbykexaly.com.kFork

theklatestkversionkofkthiskpublicationklistxkvisitktheklinkkgivenkabove.

ThekthirdkcolumnkiskthekimpactkfactorktIFukofkthekjournalxkandkthekfourthkcolumnkisktheknumberkofk

citationskofkthekarticle.

89
papers

11,387
citations

43
h-index

106
g-index

110
ext. papers

14,508
ext. citations

11
avg, IF

6.25
L-index



n Paper IF Citations

89 ReagentMandMlaboratoryMcontaminationMcanMcriticallyMimpactMsequencecbasedMmicrobiomeManalysesdM
BMCnBiologybM2014bMghbMnm 7.3 1745

88 zominantMandMdietcresponsiveMgroupsMofMbacteriaMwithinMtheMhumanMcolonicMmicrobiotadMISMEn
JournalbM2011bMkbMhhfcif 11.9 1081

87 SalmonellaMentericaMserovarMtyphimuriumMexploitsMinflammationMtoMcompeteMwithMtheMintestinalM
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pHMandMpeptideMsupplyMcanMradicallyMalterMbacterialMpopulationsMandMshortcchainMfattyMacidMratiosM
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diseasedMBMCnMicrobiologybM2011bMggbMm
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83 TargetedMrestorationMofMtheMintestinalMmicrobiotaMwithMaMsimplebMdefinedMbacteriotherapyMresolvesM
relapsingMylostridiumMdifficileMdiseaseMinMmicedMPLoSnPathogensbM2012bMnbMegffhook 7.6 403

82 SequencingMancientMcalcifiedMdentalMplaqueMshowsMchangesMinMoralMmicrobiotaMwithMdietaryMshiftsMofM
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bM2012bMgfobMghlocmj

11.5 277
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wntibioticMtreatmentMofMclostridiumMdifficileMcarrierMmiceMtriggersMaMsupershedderMstatebM
sporecmediatedMtransmissionbMandMsevereMdiseaseMinMimmunocompromisedMhostsdMInfectionnandn
ImmunitybM2009bMmmbMillgco

3.7 265

78 TheMIntestinalMMicrobiotaMyontributesMtoMtheMwbilityMofMHelminthsMtoMModulateMwllergicM
InflammationdMImmunitybM2015bMjibMooncgfgf 32.3 260

77 TheMtranscriptionMfactorMTcbetMregulatesMintestinalMinflammationMmediatedMbyMinterleukincmM
receptoraMinnateMlymphoidMcellsdMImmunitybM2012bMimbMlmjcnj 32.3 244

76 wssemblyMofMogiMmicrobialMgenomesMfromMmetagenomicMsequencingMofMtheMcowMrumendMNaturen
CommunicationsbM2018bMobMnmf 17.4 237

75 ModulationMofMtheMhumanMgutMmicrobiotaMbyMdietaryMfibresMoccursMatMtheMspeciesMleveldMBMCnBiologybM
2016bMgjbMi 7.3 214

74 SelectiveMcolonizationMofMinsolubleMsubstratesMbyMhumanMfaecalMbacteriadMEnvironmentalnMicrobiology
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73 TheMimpactMofMdifferentMzNwMextractionMkitsMandMlaboratoriesMuponMtheMassessmentMofMhumanMgutM
microbiotaMcompositionMbyMglSMrRNwMgeneMsequencingdMPLoSnONEbM2014bMobMennonh 3.7 177
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72 PartitioningMcoreMandMsatelliteMtaxaMfromMwithinMcysticMfibrosisMlungMbacterialMcommunitiesdMISMEn
JournalbM2011bMkbMmnfcog 11.9 177
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69 PhylogenybMculturingbMandMmetagenomicsMofMtheMhumanMgutMmicrobiotadMTrendsninnMicrobiologybM2014bM
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inMtheMfaecalMmicrobiotadMPLoSnONEbM2013bMnbMemlkmi 3.7 118

66 xacterialMmicrobiotaMofMtheMupperMrespiratoryMtractMandMchildhoodMasthmadMJournalnofnAllergynandn
ClinicalnImmunologybM2017bMgiobMnhlcnijdegi 11.5 117

65 TherapeuticMmodulationMofMintestinalMdysbiosisdMPharmacologicalnResearchbM2013bMlobMmkcnl 10.2 113

64 zietaryMUncouplingMofMGutMMicrobiotaMandM nergyMHarvestingMfromMObesityMandMGlucoseMToleranceM
inMMicedMCellnReportsbM2017bMhgbMgkhgcgkii 10.6 113

63 TheMspeciesMcompositionMofMtheMhumanMintestinalMmicrobiotaMdiffersMbetweenMparticlecassociatedM
andMliquidMphaseMcommunitiesdMEnvironmentalnMicrobiologybM2008bMgfbMihmkcni 5.2 109

62
MolecularMdiversitybMcultivationbMandMimprovedMdetectionMbyMfluorescentMinMsituMhybridizationMofMaM
dominantMgroupMofMhumanMgutMbacteriaMrelatedMtoMRoseburiaMsppdMorM ubacteriumMrectaledMAppliedn
andnEnvironmentalnMicrobiologybM2006bMmhbMlimgcl

4.8 96

61 WheatMbranMpromotesMenrichmentMwithinMtheMhumanMcolonicMmicrobiotaMofMbutyratecproducingM
bacteriaMthatMreleaseMferulicMaciddMEnvironmentalnMicrobiologybM2016bMgnbMhhgjchk 5.2 86

60 TheMbacteriologyMofMpouchitispMaMmolecularMphylogeneticManalysisMusingMglSMrRNwMgeneMcloningMandM
sequencingdMAnnalsnofnSurgerybM2010bMhkhbMofcn 7.8 85

59 ReviewMarticlepMfaecalMtransplantationMtherapyMforMgastrointestinalMdiseasedMAlimentaryn
PharmacologynandnTherapeuticsbM2011bMijbMjfocgk 6.1 77

58 wMnoncendoscopicMdeviceMtoMsampleMtheMoesophagealMmicrobiotapMaMcaseccontrolMstudydMThenLancetn
GastroenterologynandnHepatologybM2017bMhbMihcjh 18.8 72

57 GutMmicrobiotaMtrajectoryMinMearlyMlifeMmayMpredictMdevelopmentMofMceliacMdiseasedMMicrobiomebM2018bM
lbMil 16.6 69

56 RespiratoryMmicrobiotaMresistanceMandMresilienceMtoMpulmonaryMexacerbationMandMsubsequentM
antimicrobialMinterventiondMISMEnJournalbM2016bMgfbMgfngcog 11.9 68

55 VariableMalterationsMofMtheMmicrobiotabMwithoutMmetabolicMorMimmunologicalMchangebMfollowingM
faecalMmicrobiotaMtransplantationMinMpatientsMwithMchronicMpouchitisdMScientificnReportsbM2015bMkbMghokk 4.9 63
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54 MicrobiologydM®ightingMobesityMwithMbacteriadMSciencebM2013bMijgbMgflocmf 33.3 63

53 TLRMsignalingMmodulatesMsideMeffectsMofManticancerMtherapyMinMtheMsmallMintestinedMJournalnofn
ImmunologybM2015bMgojbMgonicok 5.3 62

52 wMcommonMgenomicMframeworkMforMaMdiverseMassemblyMofMplasmidsMinMtheMsymbioticMnitrogenMfixingM
bacteriadMPLoSnONEbM2008bMibMehklm 3.7 57

51
StudiesMonMtheMeffectMofMsystemMretentionMtimeMonMbacterialMpopulationsMcolonizingMaMthreecstageM
continuousMcultureMmodelMofMtheMhumanMlargeMgutMusingM®ISHMtechniquesdMFEMSnMicrobiologynEcology
bM2006bMkkbMhoocigf

4.3 53

50 TheM cologicalMzynamicsMofM®ecalMyontaminationMandMSalmonellaMTyphiMandMSalmonellaMParatyphiMwM
inMMunicipalMKathmanduMzrinkingMWaterdMPLoSnNeglectednTropicalnDiseasesbM2016bMgfbMefffjijl 4.8 51

49 InterleukinMlMIncreasesMProductionMofMyytokinesMbyMyolonicMInnateMLymphoidMyellsMinMMiceMandM
PatientsMWithMyhronicMIntestinalMInflammationdMGastroenterologybM2015bMgjobMjklclmdegk 13.3 50

48
SporulationMcapabilityMandMamylosomeMconservationMamongMdiverseMhumanMcolonicMandMrumenM
isolatesMofMtheMkeystoneMstarchcdegraderMRuminococcusMbromiidMEnvironmentalnMicrobiologybM2018bM
hfbMihjciil

5.2 46

47 LungMfunctionMandMmicrobiotaMdiversityMinMcysticMfibrosisdMMicrobiomebM2020bMnbMjk 16.6 44

46 wssessmentMofMtheMinfluenceMofMintrinsicMenvironmentalMandMgeographicalMfactorsMonMtheMbacterialM
ecologyMofMpitMlatrinesdMMicrobialnBiotechnologybM2016bMobMhfochi 6.3 41

45 yomparingMtheMmicrobiotaMofMtheMcysticMfibrosisMlungMandMhumanMgutdMGutnMicrobesbM2010bMgbMnkcoi 8.8 40

44 IndividualcspecificMchangesMinMtheMhumanMgutMmicrobiotaMafterMchallengeMwithMenterotoxigenicM
 scherichiaMcoliMandMsubsequentMciprofloxacinMtreatmentdMBMCnGenomicsbM2016bMgmbMjjf 4.5 38

43  nhancedMsusceptibilityMtoMyitrobacterMrodentiumMinfectionMinMmicroRNwcgkkcdeficientMmicedM
InfectionnandnImmunitybM2013bMngbMmhicih 3.7 34

42 LungMinfectionsMinMcysticMfibrosispMderivingMclinicalMinsightMfromMmicrobialMcomplexitydMExpertnReviewn
ofnMolecularnDiagnosticsbM2010bMgfbMgnmcol 3.8 33

41 ®oodMadditivespMwssessingMtheMimpactMofMexposureMtoMpermittedMemulsifiersMonMbowelMandMmetabolicM
healthMcMintroducingMtheM®wzietsMstudydMNutritionnBulletinbM2019bMjjbMihocijo 3.5 33

40
zietMinducedMobesityMisMindependentMofMmetabolicMendotoxemiaMandMTLRjMsignallingbMbutMmarkedlyM
increasesMhypothalamicMexpressionMofMtheMacuteMphaseMproteinbMSerpinwiNdMScientificnReportsbM2018bM
nbMgkljn

4.9 33

39 TheMimpactMofMtheM®unguscHostcMicrobiotaMinterplayMuponMyandidaMalbicansMinfectionspMcurrentM
knowledgeMandMnewMperspectivesdMFEMSnMicrobiologynReviewsbM2021bMjkbM 15.1 31

38 TheMImpactMofMNOzhMVariantsMonM®ecalMMicrobiotaMinMyrohnUsMziseaseMandMyontrolsMWithoutM
GastrointestinalMziseasedMInflammatorynBowelnDiseasesbM2018bMhjbMknickoh 4.5 28

37
wnalysisMofMgihgM ubacteriumMrectaleMgenomesMfromMmetagenomesMuncoversMcomplexM
phylogeographicMpopulationMstructureMandMsubspeciesMfunctionalMadaptationsdMGenomenBiologybM
2020bMhgbMgin

18.3 27
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36
TimeMbetweenMcollectionMandMstorageMsignificantlyMinfluencesMbacterialMsequenceMcompositionMinM
sputumMsamplesMfromMcysticMfibrosisMrespiratoryMinfectionsdMJournalnofnClinicalnMicrobiologybM2014bM
khbMifggcl

9.7 27

35  xclusiveMenteralMnutritionMmediatesMgutMmicrobialMandMmetabolicMchangesMthatMareMassociatedMwithM
remissionMinMchildrenMwithMyrohnUsMdiseasedMScientificnReportsbM2020bMgfbMgnnmo 4.9 24

34 IdentificationMofMRumenMMicrobialMGenesMInvolvedMinMPathwaysMLinkedMtoMwppetitebMGrowthbMandM
®eedMyonversionM fficiencyMinMyattledMFrontiersninnGeneticsbM2019bMgfbMmfg 4.5 22

33
yhemokineMVycyMMotifWMReceptorMhMMediatesMzendriticMyell´ RecruitmentMtoMtheMHumanMyolonMbutMIsM
NotMResponsible´ for´ zifferencesMObservedMinMzendriticMyell´ Subsetsb´ PhenotypebMandM®unctionM
xetweenMtheMProximal´ and´ zistalMyolondMCellularnandnMolecularnGastroenterologynandnHepatologybM
2016bMhbMhhciodek

7.9 22

32 ®ibrinogencbindingMandMplateletcaggregationMactivitiesMofMaMLactobacillusMsalivariusMsepticaemiaM
isolateMareMmediatedMbyMaMnovelMfibrinogencbindingMproteindMMolecularnMicrobiologybM2012bMnkbMnlhcmm 4.1 22

31 xayesianMestimationMofMbacterialMcommunityMcompositionMfromMjkjMsequencingMdatadMNucleicnAcidsn
ResearchbM2012bMjfbMkhjfco 20.1 22

30 PivotalMRolesMforMpHbMLactatebMandMLactatecUtilizingMxacteriaMinMtheMStabilityMofMaMHumanMyolonicM
MicrobialM cosystemdMMSystemsbM2020bMkbM 7.6 22

29 zietaryMfibersMinhibitMobesityMinMmicebMbutMhostMresponsesMinMtheMcecumMandMliverMappearMunrelatedMtoM
fibercspecificMchangesMinMcecalMbacterialMtaxonomicMcompositiondMScientificnReportsbM2018bMnbMgkkll 4.9 22

28 yolitisMsusceptibilityMinMmiceMwithMreactiveMoxygenMspeciesMdeficiencyMisMmediatedMbyMmucusMbarrierM
andMimmuneMdefenseMdefectsdMMucosalnImmunologybM2019bMghbMgiglcgihl 9.2 21

27 ImplicationsMofMmultipleMfreezecthawingMonMrespiratoryMsamplesMforMculturecindependentManalysesdM
JournalnofnCysticnFibrosisbM2015bMgjbMjljcm 4.1 20

26 SurveyMofMculturebMgoldengateMassaybMuniversalMbiosensorMassaybMandMglSMrRNwMGeneMsequencingMasM
alternativeMmethodsMofMbacterialMpathogenMdetectiondMJournalnofnClinicalnMicrobiologybM2013bMkgbMihlico 9.7 20

25 MicrobiotaMthatMaffectMriskMforMshigellosisMinMchildrenMinMlowcincomeMcountriesdMEmergingnInfectiousn
DiseasesbM2015bMhgbMhjhckf 10.2 20

24
RelativeMabundanceMofMtheMPrevotellaMgenusMwithinMtheMhumanMgutMmicrobiotaMofMelderlyMvolunteersM
determinesMtheMintercindividualMresponsesMtoMdietaryMsupplementationMwithMwheatMbranM
arabinoxylancoligosaccharidesdMBMCnMicrobiologybM2020bMhfbMhni

4.5 18

23 ReagentMcontaminationMcanMcriticallyMimpactMsequencecbasedMmicrobiomeManalyses 16

22 wpplicationMofMtheMdynamicMgastrointestinalMsimulatorMVsimgi´fiWMtoMassessMtheMimpactMofMprobioticM
supplementationMinMtheMmetabolismMofMgrapeMpolyphenolsdMFoodnResearchnInternationalbM2020bMghobMgfnmof7 16

21 ImpactMofMcarbohydrateMsubstrateMcomplexityMonMtheMdiversityMofMtheMhumanMcolonicMmicrobiotadM
FEMSnMicrobiologynEcologybM2019bMokbM 4.3 16

20 StudyingMtheMHumanMMicrobiotadMAdvancesninnExperimentalnMedicinenandnBiologybM2016bMofhbMkcih 3.6 14

19 TemporalMstabilityMofMtheMrumenMmicrobiotaMinMbeefMcattlebMandMresponseMtoMdietMandMsupplementsdM
AnimalnMicrobiomebM2019bMgbMgl 4.1 12
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18 ®aecalMmattersdMNaturenReviewsnMicrobiologybM2006bMjbMkmhci 22.2 10

17 TheMgenomicMandMproteomicMlandscapeMofMtheMrumenMmicrobiomeMrevealedMbyMcomprehensiveM
genomecresolvedMmetagenomics 9

16 TheMenvironmentalMstressMsensitivitiesMofMpathogenicMyandidaMspeciesbMincludingMyandidaMaurisbMandM
implicationsMforMtheirMspreadMinMtheMhospitalMsettingdMMedicalnMycologybM2020bMknbMmjjcmkk 3.9 8

15 ObjectionsMtoMtheMproposedMreclassificationMofM ubacteriumMrectaleMasMwgathobacterMrectalisdM
InternationalnJournalnofnSystematicnandnEvolutionarynMicrobiologybM2016bMllbMhgfl 2.2 7

14 wMLotMonMYourMPlateuMWellctocWellMyontaminationMasManMwdditionalMyonfounderMinMMicrobiomeM
SequenceMwnalysesdMMSystemsbM2019bMjbM 7.6 6

13 GenomeMwatchpMprobioticsMstickMitMtoMtheMmandMNaturenReviewsnMicrobiologybM2009bMmbMnji 22.2 5

12 wRKpMwggregationMofMReadsMbyMKcMeansMforM stimationMofMxacterialMyommunityMyompositiondMPLoSn
ONEbM2015bMgfbMefgjfljj 3.7 4

11 zistributionbMorganizationMandMexpressionMofMgenesMconcernedMwithManaerobicMlactateMutilizationMinM
humanMintestinalMbacteriaddMMicrobialnGenomicsbM2022bMnbM 4.4 3

10 zietaryMfibreMcomplexityMandMitsMinfluenceMonMfunctionalMgroupsMofMtheMhumanMgutMmicrobiotadM
ProceedingsnofnthenNutritionnSocietybgchm 2.9 3

9 TPLchMrestrictsMyclhjcdependentMimmunityMtoMHeligmosomoidesMpolygyrusdMPLoSnPathogensbM2017bM
gibMegfflkil 7.6 2

8 gendMnovdbMspdMnovdbMaMbilecresistantMbacteriumMfromMhumanMbileMwithMautolyticMbehaviordMInternationaln
JournalnofnSystematicnandnEvolutionarynMicrobiologybM2021bMmgbM 2.2 2

7 TheMHumanMMicrobiotaMandMPathogenMInteractionsM2015bMijmcikl 1

6 WholeMGenomeMwmplificationMofMSingleMxacterialMyellsdMSpringernProtocolsbM2015bMhocjg 0.3 1

5 IntestinalMMicrobiologyMandM cologyMinMInflammatoryMxowelMziseaseM2012bMnkcok 1

4 HigherMtotalMfaecalMshortMchainMfattyMconcentrationsMcorrelateMwithMincreasingMproportionsMofM
butyrateMandMdecreasingMproportionsMofMbranchedMchainMfattyMacidsMacrossMmultipleMhumanMstudiesgchi 1

3 zeepcseaMstrivingdMNaturenReviewsnMicrobiologybM2013bMggbMilj 22.2 0

2 IlealMPouchMMicrobialMziversitydMAnnalsnofnSurgerybM2011bMhkjbMlloclmf 7.8

1 StudyingMtheMmicrobiomeMandMitsMcomplexitiespManMinterviewMwithMwlanMWalkerdMBMCnBiologybM2018bM
glbMgij 7.3
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