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64 ˛‡bvminobutyricNacidNaNnovelNcandidateNforNrapidNinductionNinNsomaticNembryogenesisNofN
LiriodendronNhybridcNPlantlGrowthlRegulationaN2022aNnkaNgnhbheg 3.2 0

63 γenomebwideNidentificationNofNtheNLiriodendronNchinenseNWRKYNgeneNfamilyNandNitsNdiverseNrolesNinN
responseNtoNmultipleNabioticNstressccNBMClPlantlBiologyaN2022aNggaNgj 5.3 5

62 zxploringNtheNWLambcXNHookNγenomeNbyNwvxNSequencingccNFrontierslinlBioengineeringlandl
BiotechnologyaN2022aNfeaNmjifhe 5.8 1

61 γenomicNSurveyNandNxoldbInducedNzxpressionNPatternsNofNbHLHNTranscriptionN×actorsNinN
LiriodendronNchinenseNWHemslXNSargccNForestsaN2022aNfhaNjfm 2.8 1

60 bMediatedNγeneticNTransformationNofNzmbryogenicNxallusNinNaNHybridNWNˆ�NXccNFrontierslinlPlantlScienceaN
2022aNfhaNmegfgm 6.2 1

59 PINhNfromNLiriodendronNMayN×unctionNinNInflorescenceNyevelopmentNandNRootNzlongationcNForestsaN
2022aNfhaNjkm 2.8 0

58 MultipleNMethodsNSynergisticallyNPromoteNtheNSynchronizationNofNSomaticNzmbryogenesisNThroughN
SuspensionNxultureNinNtheNNewNHybridNwetweenNandNccNFrontierslinlPlantlScienceaN2022aNfhaNmjlnlg 6.2 0

57 TheNcompleteNchloroplastNgenomeNofNWThunbcXNSweetaNaNtraditionalNxhineseNmedicinalNplantcN
MitochondriallDNAlPartlB:lResourcesaN2021aNkaNmjfbmjg 0.5 0

56 xIPKffoNaNcalcineurinNwblikeNproteinbinteractingNproteinNkinaseNfromNNitrariaNtangutorumaNconfersN
toleranceNtoNsaltNandNdroughtNinNvrabidopsiscNBMClPlantlBiologyaN2021aNgfaNfgh 5.3 5

55 xhitosanNOligosaccharidesNStimulateNtheNzfficacyNofNSomaticNzmbryogenesisNinNyifferentNγenotypesN
ofNtheNLiriodendronNHybridcNForestsaN2021aNfgaNjjl 2.8 1

54 TheNroleNofN˛‡baminobutyricNacidNinNaluminumNstressNtoleranceNinNaNwoodyNplantaNLiriodendronN
chinenseNˆ�NtulipiferacNHorticulturelResearchaN2021aNmaNme 7.7 11

53 γenomewideNcomparativeNanalysisNofNcodonNusageNbiasNinNthreeNsequencedNJatrophaNcurcascNJournall
oflGeneticsaN2021aNfeeaNf 1.2 1

52 IntegrativeNanalysisNofNtranscriptomeNandNproteomeNrevealedNnectaryNandNnectarNtraitsNinNtheN
plantbpollinatorNinteractionNofNNitrariaNtangutorumNwobrovcNBMClPlantlBiologyaN2021aNgfaNghe 5.3 2

51 xonservedaNdivergentNandNheterochronicNgeneNexpressionNduringNwrachypodiumNandNvrabidopsisN
embryoNdevelopmentcNPlantlReproductionaN2021aNhiaNgelbggi 3.9 5

50
TheNPINNgeneNfamilyNinNrelicNplantNLcNchinenseoNγenomebwideNidentificationNandNgeneNexpressionN
profilingNinNdifferentNorganizationsNandNabioticNstressNresponsescNPlantlPhysiologylandlBiochemistryaN
2021aNfkgaNkhibkik

5.4 5

49 TheN×ullbLengthNTranscriptomeNSequencingNandNIdentificationNofNNadHNvntiporterNγenesNinN
HalophyteNwobrovcNGenesaN2021aNfgaN 4.2 2

48 SmallNProlinebRichNProteinNgvNandNgyNvreNRegulatedNbyNtheNRwMhmbplhNvxisNandNvssociatedNwithN
plhbyependentNSuppressionNofNxhronicNInflammationcNCancersaN2021aNfhaN 6.6 1
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47
γenomebwideNcharacterizationNofNbZIPNtranscriptionNfactorsNandNtheirNexpressionNpatternsNinN
responseNtoNdroughtNandNsalinityNstressNinNJatrophaNcurcascNInternationallJournalloflBiologicall
MacromoleculesaN2021aNfmfaNfgelbfggh

7.9 2

46 γibberellinNOxidaseNγeneN×amilyNinNoNγenomebWideNIdentificationNandNγeneNzxpressionNvnalysiscN
InternationallJournalloflMolecularlSciencesaN2021aNggaN 6.3 5

45 xharacterizationNofNtheNγeneN×amilyNandNItsNRoleNinNvbioticNStressNResponsecNFrontierslinlPlantl
ScienceaN2021aNfgaNkifgme 6.2 7

44 TheNcompleteNchloroplastNgenomeNsequenceNofcNMitochondriallDNAlPartlB:lResourcesaN2021aNkaNjjjbjjk 0.5 0

43 TranscriptomeNandNproteomeNanalysisNsuggestNenhancedNphotosynthesisNinNtetraploidNLiriodendronN
sinobamericanumcNTreelPhysiologyaN2021aNifaNfnjhbfnlf 4.2 1

42 IdentificationNofNmiRhnlaNandNItsN×unctionalNxharacterizationNinNxallusNγrowthNandNyevelopmentNbyN
RegulatingNItsNTargetNinNLiriodendroncNForestsaN2021aNfgaNnfg 2.8 1

41 MorphologicalaNphenologicalaNandNtranscriptionalNanalysesNprovideNinsightNintoNtheNdiverseNfloweringN
traitsNofNaNmutantNofNtheNrelicNwoodyNplantNLiriodendronNchinensecNHorticulturelResearchaN2021aNmaNfli 7.7 4

40 OverexpressionNofN×romNHalophyteNPlantNznhancesNToleranceNtoNSaltNStressNincNFrontierslinlPlantl
ScienceaN2021aNfgaNlfkmjj 6.2 1

39 TheNcompleteNchloroplastNgenomeNsequenceNofcNMitochondriallDNAlPartlB:lResourcesaN2021aNkaNheikbheim0.5 0

38 TheNTranscriptomeNofNxunninghamiaNlanceolataNmaledfemaleNconeNrevealNtheNassociationNbetweenN
MIKxNMvySbboxNgenesNandNreproductiveNorgansNdevelopmentcNBMClPlantlBiologyaN2020aNgeaNjem 5.3 4

37 γenomeNSequenceNandNxomparativeNvnalysisNofNIsolatedNfromNLeavescNPhytopathologyaN2020aNffeaNfgkebfgkn3.8 2

36 TranscriptomeNanalysisNandNmetabolicNprofilingNrevealNtheNkeyNroleNofNcarotenoidsNinNtheNpetalN
colorationNofcNHorticulturelResearchaN2020aNlaNle 7.7 20

35 oNdrawingNSVγNgraphicsNtoNvisualizeNandNmapNgenomebwideNdataNonNtheNidiogramscNPeerJlComputerl
ScienceaN2020aNkaNegjf 2.7 73

34 TheNLiriodendronNchinenseNMKKgNγeneNznhancesNvrabidopsisNthalianaNSaltNResistancecNForestsaN2020
aNffaNffke 2.8 2

33 oNvNxalcineurinNwbLikeNProteinbInteractingNProteinNKinaseN×romNtheNHalophyteNaNznhancesN
vrabidopsisNSaltNTolerancecNFrontierslinlPlantlScienceaN2020aNffaNfffg 6.2 10

32 MolecularNxloningNandN×unctionalNxharacterizationNofNtheNyzLLvNγeneN×amilyNinNLiriodendronN
HybridscNForestsaN2020aNffaNfhkh 2.8 0

31 γeneticNyiversityNandNyifferentiationNofNRelictNPlantNLiriodendronNPopulationsNwasedNonNgnNNovelN
zSTbSSRNMarkerscNForestsaN2019aNfeaNhhi 2.8 7

30 xompleteNxhloroplastNγenomeNofN×okieniaNhodginsiiNWyunnXNHenryNetNThomasoNInsightsNintoNRepeatN
RegionsNVariationNandNPhylogeneticNRelationshipsNinNxupressophytacNForestsaN2019aNfeaNjgm 2.8 5

(2019-2021)

3



29 PeptideNHormoneNγenesNPromoteNPrimaryNRootNγrowthNandNvdventitiousNRootN×ormationcNPlantsaN
2019aNmaN 4.5 7

28 LiriodendronNgenomeNshedsNlightNonNangiospermNphylogenyNandNspeciesbpairNdifferentiationcNNaturel
PlantsaN2019aNjaNfmbgj 11.5 77

27 TheNchloroplastNgenomeNofNWMaximcXNvcNcNVassiljevacNMitochondriallDNAlPartlB:lResourcesaN2018aNhaNgggbggi0.5 1

26
PhylogeneticNstudiesNandNcomparativeNchloroplastNgenomeNanalysesNelucidateNtheNbasalNpositionNofN
halophyteNNitrariaNsibiricaNWNitrariaceaeXNinNtheNSapindalescNMitochondriallDNAlPartlA:lDNAlMappingyl
SequencingylandlAnalysisaN2018aNgnaNlijbljj

1.3 9

25
HydrogenNsulfideNenhancesNpoplarNtoleranceNtoNhighbtemperatureNstressNbyNincreasingN
SbnitrosoglutathioneNreductaseNWγSNORXNactivityNandNreducingNreactiveNoxygendnitrogenNdamagecN
PlantlGrowthlRegulationaN2018aNmiaNffbgh

3.2 32

24 xarbonNMonoxideNPotentiatesNHighNTemperaturebInducedNNicotineNwiosynthesisNinNTobaccocN
InternationallJournalloflMolecularlSciencesaN2018aNfnaN 6.3 15

23 yesiccationNTreatmentNandNzndogenousNIvvNLevelsNvreNKeyN×actorsNInfluencingNHighN×requencyN
SomaticNzmbryogenesisNinNWLambcXNHookcNFrontierslinlPlantlScienceaN2017aNmaNgeji 6.2 24

22 zstablishmentNofNtransientNgeneNexpressionNsystemsNinNprotoplastsNfromNLiriodendronNhybridN
mesophyllNcellscNPLoSlONEaN2017aNfgaNeeflgilj 3.7 18

21 IdentificationNandNcharacterizationNofNgenicNmicrosatellitesNinNxunninghamiaNlanceolataNWLambcXN
HookNWTaxodiaceaeXcNArchivesloflBiologicallSciencesaN2016aNkmaNiflbigj 0.7 3

20
xomparativeNvnalysisNofNtheNxhloroplastNγenomicNInformationNofNxunninghamiaNlanceolataNWLambcXN
HookNwithNSiblingNSpeciesNfromNtheNγeneraNxryptomeriaNycNyonaNTaiwaniaNHayataaNandNxalocedrusN
KurzcNInternationallJournalloflMolecularlSciencesaN2016aNflaN

6.3 15

19
TheNxompleteNxhloroplastNγenomeNSequenceNofNaNRelictNxoniferNγlyptostrobusNpensilisoN
xomparativeNvnalysisNandNInsightsNintoNyynamicsNofNxhloroplastNγenomeNRearrangementNinN
xupressophytesNandNPinaceaecNPLoSlONEaN2016aNffaNeefkfmen

3.7 18

18 ×loralNNectaryNMorphologyNandNProteomicNvnalysisNofNNectarNofNLiriodendronNtulipiferaNLinncN
FrontierslinlPlantlScienceaN2016aNlaNmgk 6.2 25

17 TheNRoleNofNyNvNMethylationNinNXylogenesisNinNyifferentNTissuesNofNPoplarcNFrontierslinlPlantlScience
aN2016aNlaNfeeh 6.2 13

16 zxpansionNandN×unctionalNyivergenceNofNvPgNγroupNγenesNinNSpermatophytesNyeterminedNbyN
MolecularNzvolutionNandNMutantNvnalysiscNFrontierslinlPlantlScienceaN2016aNlaNfhmh 6.2 18

15 PhysiologicalNandNproteomicNanalysesNofNleavesNfromNtheNhalophyteNTangutNNitrariaNrevealsNdiverseN
responseNpathwaysNcriticalNforNhighNsalinityNtolerancecNFrontierslinlPlantlScienceaN2015aNkaNhe 6.2 36

14 QuantitativeNproteomicsNanalysisNrevealsNthatNSbnitrosoglutathioneNreductaseNWγSNORXNandNnitricN
oxideNsignalingNenhanceNpoplarNdefenseNagainstNchillingNstresscNPlantaaN2015aNgigaNfhkfbne 4.7 49

13 ProteomicsNofNembryogenicNandNnonbembryogenicNcalliNofNaNLiriodendronNhybridcNActalPhysiologiael
PlantarumaN2015aNhlaNf 2.6 4

12 xlRTLfNzncodesNaNxhineseN×irNRNaseNIIIbLikeNProteinNInvolvedNinNRegulatingNShootNwranchingcN
InternationallJournalloflMolecularlSciencesaN2015aNfkaNgjknfblfe 6.3 2
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11 TheNcompleteNchloroplastNgenomeNsequenceNofNtheNrelictNwoodyNplantNMetasequoiaN
glyptostroboidesNHuNetNxhengcNFrontierslinlPlantlScienceaN2015aNkaNiil 6.2 61

10 TheNinvestigationNofNinhibitingNquorumNsensingNandNmethicillinbresistantNStaphylococcusNaureusN
biofilmNformationNfromNLiriodendronNhybridcNPakistanlJournalloflPharmaceuticallSciencesaN2015aNgmaNnehbm0.4 7

9 PhylogenyNandNmolecularNevolutionNanalysisNofNPINb×ORMzyNfNinNangiospermcNPLoSlONEaN2014aNnaNemngmn3.7 5

8 xomparativeNphysiologicalNandNproteomicNanalysesNofNpoplarNWPopulusNyunnanensisXNplantletsN
exposedNtoNhighNtemperatureNandNdroughtcNPLoSlONEaN2014aNnaNefelkej 3.7 38

7 HighlyNefficientNuptakeNofNultrafineNmesoporousNsilicaNnanoparticlesNwithNexcellentNbiocompatibilityN
byNLiriodendronNhybridNsuspensionNcellscNSciencelChinalLifelSciencesaN2013aNjkaNmgbn 8.5 17

6 yiscoveryNandNexperimentalNanalysisNofNmicrosatellitesNinNanNoilNwoodyNplantNxamelliaN
chekiangoleosacNPlantlSystematicslandlEvolutionaN2013aNgnnaNfhmlbfhnh 1.3 11

5
TranscriptomeNcharacteristicsNandNsixNalternativeNexpressedNgenesNpositivelyNcorrelatedNwithNtheN
phaseNtransitionNofNannualNcambialNactivitiesNinNxhineseN×irNWxunninghamiaNlanceolataNWLambcXNHookXcN
PLoSlONEaN2013aNmaNelfjkg

3.7 18

4 SalinitybinducedNchangesNinNproteinNexpressionNinNtheNhalophyticNplantNNitrariaNsphaerocarpacN
JournalloflProteomicsaN2012aNljaNjggkbih 3.9 22

3 yeepNsequencingNandNmicroarrayNhybridizationNidentifyNconservedNandNspeciesbspecificNmicroRNvsN
duringNsomaticNembryogenesisNinNhybridNyellowNpoplarcNPLoSlONEaN2012aNlaNeihijf 3.7 52

2 RIdeogramoNdrawingNSVγNgraphicsNtoNvisualizeNandNmapNgenomebwideNdataNonNtheNidiograms 2

1 γenomebwideNidentificationNandNcoldNstressbinducedNexpressionNanalysisNofNtheNxw×NgeneNfamilyNinN
LiriodendronNchinensecNJournalloflForestrylResearchaf 2 4
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