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Fire-prone Rhamnaceae with South African affinities in Cretaceous Myanmar amber.. Nature Plants,
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A well-supported nuclear phylogeny of Poaceae and implications for the evolution of C 4 L
photosynthesis.. Molecular Plant, 2022, 44 3

A revision of sect. (Dryopteridaceae) based on morphological and molecular evidence with
description of a new species.. Plant Diversity, 2022, 44, 181-190

Cryptic Species Diversification of the Complex (Orobanchaceae) in the Mountains of Southwest
China Since the Pliocene.. Frontiers in Plant Science, 2022, 13, 811206

Epigenetic regulation of seed-specific gene expression by DNA methylation valleys in castor bean..
BMC Biology, 2022, 20, 57

Determinants of Genetic Structure in a Highly Heterogeneous Landscape in Southwest China..

Frontiers in Plant Science, 2022, 13, 779989 62 1

Organelle Phylogenomics and Extensive Conflicting Phylogenetic Signals in the Monocot Order
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Characterization of 30 microsatellite markers for distylous Primula denticulata (Primulaceae) using L
HiSeq sequencing. Genes and Genetic Systems, 2021, 95, 275-279 4

The complete chloroplast genome sequences of an endemic species of Urticaceae (). Mitochondrial
DNA Part B: Resources, 2021, 6, 3300-3302

Plastid phylogenomic insights into relationships of all flowering plant families. BMC Biology, 2021, P
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Two new species of (Poaceae: Bambusoideae) from South China, with a taxonomic revision of
related species.. Plant Diversity, 2021, 43, 492-501

The impact of a native dominant plant, Euphorbia jolkinii, on plantBlower visitor networks and
pollen deposition on stigmas of co-flowering species in subalpine meadows of Shangri-La, SW 6 1
China. Journal of Ecology, 2021, 109, 2107-2120

Genomic insights into the origin, domestication and genetic basis of agronomic traits of castor
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Simultaneous diversification of Polypodiales and angiosperms in the Mesozoic. Cladistics, 2021, 37,518-539 5

Differential expressions of anthocyanin synthesis genes underlie flower color divergence in a
sympatric Rhododendron sanguineum complex. BMC Plant Biology, 2021, 21, 204
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Phylogenomics of Fargesia and Yushania reveals a history of reticulate evolution. Journal of

Systematics and Evolution, 2021, 59, 1183
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Rose without prickle: genomic insights linked to moisture adaptation.. National Science Review,
2021, 8, nwab092

Gene duplications and phylogenomic conflict underlie major pulses of phenotypic evolution in L
350 gymnosperms. Nature Plants, 2021, 7, 1015-1025 59
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future perspectives. Ecology and Evolution, 2021, 11, 10794-10812

3 The Genomic Selfing Syndrome Accompanies the Evolutionary Breakdown of Heterostyly. 3
34 Molecular Biology and Evolution, 2021, 38, 168-180 <&

Resolving robust phylogenetic relationships of core Brassicaceae using genome skimming data.
Journal of Systematics and Evolution, 2021, 59, 442-453

Comparative plastomic analysis and insights into the phylogeny of (Lamiaceae). Plant Diversity,
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Parallel ddRAD and Genome Skimming Analyses Reveal a Radiative and Reticulate Evolutionary
History of the Temperate Bamboos. Systematic Biology, 2021, 70, 756-773
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genes in a dominant species in South-East China. Scientific Reports, 2021, 11, 4147
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Sexual dimorphism, temporal niche differentiation, and evidence for the Jack Sprat effect in an
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33 the HimalayaBlengduan Mountains. Functional Ecology, 2021, 35, 2523 >
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Rhododendron. Molecular Ecology Resources, 2021,
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33 Bamboos. Molecular Biology and Evolution, 2021, 38, 5752-5768 £

Development of the petaloid bracts of a paleoherb species, Saururus chinensis. PLoS ONE, 2021, 16, €0255679
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Correlation Analysis Reveals an Important Role of GC Content in Accumulation of Deletion L
334 Mutations in the Coding Region of Angiosperm Plastomes. Journal of Molecular Evolution, 2021, 89, 73-80

Species-specific partial gene duplication in Arabidopsis thaliana evolved novel phenotypic effects
on morphological traits under strong positive selection. Plant Cell, 2021,

Comparative analysis of plastid genomes within the Campanulaceae and phylogenetic implications.
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Characteristics and Mutational Hotspots of Plastomes in (Urticaceae). Frontiers in Genetics, 2020,
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33 divergence in Ajugoideae (Lamiaceae) mitogenomes. New Phytologist, 2020, 228, 1107-1114 9- 4
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Exploration of Plastid Phylogenomic Conflict Yields New Insights into the Deep Relationships of 3 6
Leguminosae. Systematic Biology, 2020, 69, 613-622 4 4

ddRAD analyses reveal a credible phylogenetic relationship of the four main genera of
Bambusa-Dendrocalamus-Gigantochloa complex (Poaceae: Bambusoideae). Molecular Phylogenetics
and Evolution, 2020, 146, 106758

326  Evolution of Angiosperm Pollen: 8. Lamiids. Annals of the Missouri Botanical Garden, 2020, 105, 323-376 1.8 5

Discovery of the first succulent bamboo (Poaceae, Bambusoideae) in a new genus from Laoslkarst
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A new subtribal classification of Arundinarieae (Poaceae, Bambusoideae) with the description of a
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Born migrators: Historical biogeography of the cosmopolitan family Cannabaceae. Journal of
Systematics and Evolution, 2020, 58, 461-473

Evolutionary history of a relict conifer, Pseudotaxus chienii (Taxaceae), in south-east China during

322 the late Neogene: old lineage, young populations. Annals of Botany, 2020, 125, 105-117 41
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Extreme plastid RNA editing may confound phylogenetic reconstruction: A case study of
(lycophytes). Plant Diversity, 2020, 42, 356-361

Evolutionary legacy of a forest plantation tree species (): Implications for widespread afforestation.
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history of yew (Taxus L.). Molecular Phylogenetics and Evolution, 2020, 153, 106952

GetOrganelle: a fast and versatile toolkit for accurate de novo assembly of organelle genomes. 3 6
Genome Biology, 2020, 21, 241 183 53

Revisiting the phylogeny of Dipsacales: New insights from phylogenomic analyses of complete
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Plastid phylogenomics and biogeographic analysis support a trans-Tethyan origin and rapid early

316 radiation of Cornales in the Mid-Cretaceous. Molecular Phylogenetics and Evolution, 2019, 140, 106601 41 17

Characterization of 30 microsatellite markers in distylous (Primulaceae) using HiSeq sequencing.
Applications in Plant Sciences, 2019, 7, 01208

. Genome assembly of a tropical maize inbred line provides insights into structural variation and crop
314 improvement. Nature Genetics, 2019, 51, 1052-1059

Phylogenomic analyses reveal intractable evolutionary history of a temperate bamboo genus
(Poaceae: Bambusoideae). Plant Diversity, 2019, 41, 213-219

Using nuclear loci and allelic variation to disentangle the phylogeny of Phyllostachys (Poaceae,

312 Bambusoideae). Molecular Phylogenetics and Evolution, 2019, 137, 222-235
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Methods, 2019, 15, 50
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Origin of angiosperms and the puzzle of the Jurassic gap. Nature Plants, 2019, 5, 461-470

Differential Quaternary dynamics of evergreen broadleaved forests in subtropical China revealed

308 by phylogeography of Lindera aggregata (Lauraceae). Journal of Biogeography, 2019, 46, 1112-1123
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Allopolyploidy in the Wintergreen Group of tribe Gaultherieae (Ericaceae) inferred from low-copy
nuclear genes. Nordic Journal of Botany, 2019, 37,

Why is fruit colour so variable? Phylogenetic analyses reveal relationships between fruit-colour

evolution, biogeography and diversification. Global Ecology and Biogeography, 2019, 28, 891-903 61 16

Upward elevation and northwest range shifts for alpine species in the Himalaya-Hengduan
Mountains region. Ecology and Evolution, 2019, 9, 4055-4064

Plastid phylogenomic insights into the evolution of Caryophyllales. Molecular Phylogenetics and
394 Eyolution, 2019, 134, 74-86 L
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Pollination-Induced Transcriptome and Phylogenetic Analysis in Cymbidium tortisepalum

(Orchidaceae). Russian Journal of Plant Physiology, 2019, 66, 618-627 16 2
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elevational gradient. Journal of Biogeography, 2019, 46, 2174-2187

Genome Sequences Provide Insights into the Reticulate Origin and Unique Traits of Woody

399 Bamboos. Molecular Plant, 2019, 12, 1353-1365 144 53

Greater than the sum of the parts: how the species composition in different forest strata influence

ecosystem function. Ecology Letters, 2019, 22, 1449-1461
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Rapid diversification of alpine bamboos associated with the uplift of the Hengduan Mountains.

298 Journal of Biogeography, 2019, 46, 2678-2689
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Development of 20 chloroplast microsatellite primers in wuyao (, Lauraceae). Applications in Plant
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6 Evolution of Angiosperm Pollen. 7. Nitrogen-fixing Clade. Annals of the Missouri Botanical Garden,
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5 (Poaceae, Bambusoideae), a new bamboo species from north-eastern Yunnan, China. PhytoKeys, o
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Taxonomic and nomenclatural notes on (Orobanchaceae): I. One new species from northwest
Yunnan, China. PhytoKeys, 2019, 130, 205-215
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worldwide. Scientific Reports, 2019, 9, 2773

Distributional responses to climate change for alpine species of and endemic to the L
290 Himalaya-Hengduan Mountains. Plant Diversity, 2019, 41, 26-32 29 4
Specificity and seasonal prevalence of anther smut disease Microbotryum on sympatric Himalayan
Silene species. Journal of Evolutionary Biology, 2019, 32, 451-462

Genomic analysis reveals rich genetic variation and potential targets of selection during
288 domestication of castor bean from perennial woody tree to annual semi-woody crop. Plant Direct, 33 7
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persistence. Journal of Integrative Plant Biology, 2019, 61, 433-448

286 Evolutionary constraints on disparity of ericaceous pollen grains. Annals of Botany, 2019, 123, 805-813 41 1

The topological differences between visitation and pollen transport networks: a comparison in
species rich communities of the Himalayallengduan Mountains. Oikos, 2019, 128, 551-562
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Mountains of Southwest China. Ecology and Evolution, 2018, 8, 2218-2230 28 7

Impact of pre- and post-pollination barriers on pollen transfer and reproductive isolation among
three sympatric Pedicularis (Orobanchaceae) species. Plant Biology, 2018, 20, 662-673

Comparative intra- and interspecific sexual organ reciprocity in four distylous Primula species in the
Himalaya-Hengduan Mountains. Plant Biology, 2018, 20, 643-653 37

Plastome Phylogenetics: 30 Years of Inferences Into Plant Evolution. Advances in Botanical Research
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A comparison of different methods for preserving plant molecular materials and the effect of
degraded DNA on ddRAD sequencing. Plant Diversity, 2018, 40, 106-116

278  Plastome characteristics of Cannabaceae. Plant Diversity, 2018, 40, 127-137 29 22

Does reproductive isolation reflect the segregation of color forms in (Pers.) Ames complex
(Orchidaceae) in the Chinese Himalayas?. Ecology and Evolution, 2018, 8, 5455-5469

Taxonomic studies on Zingiber (Zingiberaceae) in China IV: Z. pauciflorum sp. nov. from Yunnan.

276 Nordic Journal of Botany, 2018, 36, njb-01534
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Warming-induced upward migration of the alpine treeline in the Changbai Mountains, northeast
China. Global Change Biology, 2018, 24, 1256-1266

Plastid Genome Evolution in the Early-Diverging Legume Subfamily Cercidoideae (Fabaceae).

274 Frontiers in Plant Science, 2018, 9, 138 62 42

The Hemiparasitic Plant (Orobanchaceae) Is Polyphyletic and Contains Cryptic Species in the
Hengduan Mountains of Southwest China. Frontiers in Plant Science, 2018, 9, 142

Genome skimming herbarium specimens for DNA barcoding and phylogenomics. Plant Methods,
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Differential expression networks and inheritance patterns of long non-coding RNAs in castor bean

279 seeds. Plant Journal, 2018, 95, 324-340
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Testing Darwin[$ transoceanic dispersal hypothesis for the inland nettle family (Urticaceae). Ecology
Letters, 2018, 21, 1515-1529

A new genus of temperate woody bamboos (Poaceae, Bambusoideae, Arundinarieae) from a
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Genetic structure and differentiation in Dendrocalamus sinicus (Poaceae: Bambusoideae)
populations provide insight into evolutionary history and speciation of woody bamboos. Scientific
Reports, 2018, 8, 16933
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Comparative transcriptomics identifies patterns of selection in roses. BMC Plant Biology, 2018, 18, 371

Taxonomic studies on Zingiber (Zingiberaceae) in China VI: Z. leucochilum, a new species with

264 running rhizome from Sichuan. Nordic Journal of Botany, 2018, 36, e01840

1.1 1

Phylogenetic approaches resolve taxonomical confusion in Pedicularis (Orobanchaceae):

Reinstatement of Pedicularis delavayi and discovering a new species Pedicularis milliana. PLoS ONE,
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Integrating a comprehensive DNA barcode reference library with a global map of yews (Taxus L.)
for forensic identification. Molecular Ecology Resources, 2018, 18, 1115
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DNA barcoding of East Asian Amentotaxus (Taxaceae): Potential new species and implications for
conservation. Journal of Systematics and Evolution, 2017, 55, 16-24

Plastid phylogenomics and adaptive evolution of Gaultheria series Trichophyllae (Ericaceae), a
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Species composition and community structure of the Yulongxueshan (Jade Dragon Snow
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and genotyping in angiosperm plants. Plant Methods, 2016, 12, 39

10



(2015-2016)
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200 4f China. Annales Botanici Fennici, 2015, 52, 262-264 ©3 3
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Large-scale phylogenetic analyses reveal multiple gains of actinorhizal nitrogen-fixing symbioses in

angiosperms associated with climate change. Scientific Reports, 2015, 5, 14023

Pseudobartsia glandulosa, a new combination to replace Pseudobartsia yunnanensis o
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