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4 Origin of angiosperms and the puzzle of the Jurassic gap. Nature Plants, 2019, 5, 461-470. 9.3 467

5 The science and economics of ex situ plant conservation. Trends in Plant Science, 2009, 14, 614-621. 8.8 371
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20 Insights into the historical assembly of East Asian subtropical evergreen broadleaved forests
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29 Molecular phylogeny of the nettle family (Urticaceae) inferred from multiple loci of three genomes
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31 Molecular systematics of Dendrobium (Orchidaceae, Dendrobieae) from mainland Asia based on plastid
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37 Multi-locus plastid phylogenetic biogeography supports the Asian hypothesis of the temperate woody
bamboos (Poaceae: Bambusoideae). Molecular Phylogenetics and Evolution, 2016, 96, 118-129. 2.7 85

38
Large multi-locus plastid phylogeny of the tribe Arundinarieae (Poaceae: Bambusoideae) reveals ten
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Biogeographical diversification of mainland Asian <i>Dendrobium</i> (Orchidaceae) and its
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3.0 63
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The monophyly of Chimonocalamus and conflicting gene trees in Arundinarieae (Poaceae:) Tj ET
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BT /Overlock 10 Tf 50 187 Td (Bambusoideae) inferred from four plastid and two nuclear markers. Molecular Phylogenetics and

Evolution, 2013, 68, 340-356.
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53 A worldwide phylogenetic classification of the Poaceae (Gramineae) III: An update. Journal of
Systematics and Evolution, 2022, 60, 476-521. 3.1 61
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Genetic Diversity and Population Structure: Implications for Conservation of Wild Soybean (Glycine) Tj ET
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BT /Overlock 10 Tf 50 67 Td (soja Sieb. et Zucc) Based on Nuclear and Chloroplast Microsatellite Variation. International Journal

of Molecular Sciences, 2012, 13, 12608-12628.
4.1 60
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60 Detection of Low Genetic Variation in a Critically Endangered Chinese Pine, Pinus squamata, Using
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61 Rapid diversification of alpine bamboos associated with the uplift of the Hengduan Mountains.
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62 Upward elevation and northwest range shifts for alpine <i>Meconopsis</i> species in the
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Molecular systematics of subtribe Orchidinae and Asian taxa of Habenariinae (Orchideae,) Tj ET
Q

q
1 1 0.784314 rg
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2.7 50
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relationships within the rosids. Molecular Phylogenetics and Evolution, 2016, 105, 166-176. 2.7 38



7

Dezhu Li

# Article IF Citations

91 Integrating a comprehensive <scp>DNA</scp> barcode reference library with a global map of yews
(<i>Taxus</i> L.) for forensic identification. Molecular Ecology Resources, 2018, 18, 1115-1131. 4.8 38

92 The Hemiparasitic Plant Phtheirospermum (Orobanchaceae) Is Polyphyletic and Contains Cryptic
Species in the Hengduan Mountains of Southwest China. Frontiers in Plant Science, 2018, 9, 142. 3.6 38

93 Parallel ddRAD and Genome Skimming Analyses Reveal a Radiative and Reticulate Evolutionary History
of the Temperate Bamboos. Systematic Biology, 2021, 70, 756-773. 5.6 38

94 Simultaneous diversification of Polypodiales and angiosperms in the Mesozoic. Cladistics, 2021, 37,
518-539. 3.3 38

95 Spatiotemporal maintenance of flora in the Himalaya biodiversity hotspot: Current knowledge and
future perspectives. Ecology and Evolution, 2021, 11, 10794-10812. 1.9 38
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and the Evidence of Positive Selection in Poaceae. PLoS ONE, 2013, 8, e64642. 2.5 37

97
Plastid phylogenomics and biogeographic analysis support a trans-Tethyan origin and rapid early
radiation of Cornales in the Mid-Cretaceous. Molecular Phylogenetics and Evolution, 2019, 140,
106601.

2.7 37
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102 Paraphyly of Cyrtomium (Dryopteridaceae): evidence from rbcL and trnL-F sequence data. Journal of
Plant Research, 2005, 118, 129-135. 2.4 35
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112 Genetic Diversity and Geographic Differentiation in Tacca chantrieri (Taccaceae): an Autonomous
Selfing Plant with Showy Floral Display. Annals of Botany, 2006, 98, 449-457. 2.9 33

113
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souliei</i> (Primulaceae): implications for its conservation. Journal of Systematics and Evolution,
2009, 47, 103-109.

3.1 33

114 Phylogenetic analyses of the banana family (Musaceae) based on nuclear ribosomal (ITS) and
chloroplast (<i>trnL</i>â€•<i>F</i>) evidence. Taxon, 2010, 59, 20-28. 0.7 33

115 High universality of <i>matK</i> primers for barcoding gymnosperms. Journal of Systematics and
Evolution, 2011, 49, 169-175. 3.1 33
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