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20 Insights into the historical assembly of East Asian subtropical evergreen broadleaved forests
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Molecular Plant, 2019, 12, 1353-1365. 8.3 116

22 Extensive Pyrosequencing Reveals Frequent Intra-Genomic Variations of Internal Transcribed Spacer
Regions of Nuclear Ribosomal DNA. PLoS ONE, 2012, 7, e43971. 2.5 112

23 De Novo Sequencing and Characterization of the Floral Transcriptome of Dendrocalamus latiflorus
(Poaceae: Bambusoideae). PLoS ONE, 2012, 7, e42082. 2.5 111

24 Should genes with missing data be excluded from phylogenetic analyses?. Molecular Phylogenetics
and Evolution, 2014, 80, 308-318. 2.7 109

25 Plastid phylogenomic insights into relationships of all flowering plant families. BMC Biology, 2021, 19,
232. 3.8 109
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29 Molecular phylogeny of the nettle family (Urticaceae) inferred from multiple loci of three genomes
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31 Molecular systematics of Dendrobium (Orchidaceae, Dendrobieae) from mainland Asia based on plastid
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37 Multi-locus plastid phylogenetic biogeography supports the Asian hypothesis of the temperate woody
bamboos (Poaceae: Bambusoideae). Molecular Phylogenetics and Evolution, 2016, 96, 118-129. 2.7 85

38
Large multi-locus plastid phylogeny of the tribe Arundinarieae (Poaceae: Bambusoideae) reveals ten
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Biogeographical diversification of mainland Asian <i>Dendrobium</i> (Orchidaceae) and its
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3.0 63
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The monophyly of Chimonocalamus and conflicting gene trees in Arundinarieae (Poaceae:) Tj ET
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BT /Overlock 10 Tf 50 187 Td (Bambusoideae) inferred from four plastid and two nuclear markers. Molecular Phylogenetics and

Evolution, 2013, 68, 340-356.
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53 A worldwide phylogenetic classification of the Poaceae (Gramineae) III: An update. Journal of
Systematics and Evolution, 2022, 60, 476-521. 3.1 61
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Genetic Diversity and Population Structure: Implications for Conservation of Wild Soybean (Glycine) Tj ET
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BT /Overlock 10 Tf 50 67 Td (soja Sieb. et Zucc) Based on Nuclear and Chloroplast Microsatellite Variation. International Journal

of Molecular Sciences, 2012, 13, 12608-12628.
4.1 60
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60 Detection of Low Genetic Variation in a Critically Endangered Chinese Pine, Pinus squamata, Using
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62 Upward elevation and northwest range shifts for alpine <i>Meconopsis</i> species in the
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2.7 50
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and the Evidence of Positive Selection in Poaceae. PLoS ONE, 2013, 8, e64642. 2.5 37

97
Plastid phylogenomics and biogeographic analysis support a trans-Tethyan origin and rapid early
radiation of Cornales in the Mid-Cretaceous. Molecular Phylogenetics and Evolution, 2019, 140,
106601.

2.7 37
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Plant Research, 2005, 118, 129-135. 2.4 35
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112 Genetic Diversity and Geographic Differentiation in Tacca chantrieri (Taccaceae): an Autonomous
Selfing Plant with Showy Floral Display. Annals of Botany, 2006, 98, 449-457. 2.9 33

113
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114 Phylogenetic analyses of the banana family (Musaceae) based on nuclear ribosomal (ITS) and
chloroplast (<i>trnL</i>â€•<i>F</i>) evidence. Taxon, 2010, 59, 20-28. 0.7 33

115 High universality of <i>matK</i> primers for barcoding gymnosperms. Journal of Systematics and
Evolution, 2011, 49, 169-175. 3.1 33
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Tropical Rain Forests of Yunnan, Southwestern China1. Biotropica, 2002, 34, 254-260. 1.6 32

120
Yews (Taxus) along the Hindu Kush-Himalayan region: Exploring the ethnopharmacological relevance
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