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Evolution of a virus-like architecture and packaging mechanism in a repurposed bacterial protein.
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De novo peptide grafting to a self-assembling nanocapsule yields a hepatocyte growth factor receptor

agonist. IScience, 2021, 24, 103302. 41 o

Macrocyclic Peptide-Conjugated Tip for Fast and Selective Molecular Recognition Imaging by
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An aminoacylation ribozyme evolved from a natural tRNA-sensing T-box riboswitch. Nature Chemical 8.0 25
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Macrocyclic Peptide-Mediated Blockade of the CD47-SIRPI= Interaction as a Potential Cancer
Immunotherapy. Cell Chemical Biology, 2020, 27, 1181-1191.e7.

Generation of non-standard macrocyclic peptides specifically binding TSC-22 homologous gene-1.
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Cytoplasmic glycoengineering enables biosynthesis of nanoscale glycoprotein assemblies. Nature
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Laboratory evolution of virus-like nucleocapsids from nonviral protein cages. Proceedings of the
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A human microRNA precursor binding to folic acid discovered by small RNA transcriptomic SELEX. Rna,
2016, 22,1918-1928.
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