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j Paper IF Citations

154 αeletionOofOallOthreeOMyPOkinaseOgenesOresultsOinOsevereOdefectsOinOstressOresponsesOandO
pathogenesisOinOFusariumOgraminearumfOStresskBiologydO2022dOjdOi 1

153 MutationsOinOFgPrpnOsuppressiveOtoOtheOFgprplOmutantOinOFusariumOgraminearumfOJournalkofk
IntegrativekAgriculturedO2022dOjidOikomeikpp 3.2

152 ElucidationOofOustilaginoidinObiosynthesisOrevealsOaOpreviouslyOunrecognisedOclassOofO
eneereductasesfOChemicalkSciencedO2021dOijdOilppkeilpqj 9.4 1

151 αiscoveringORNyOEditingOEventsOinOFungifOMethodskinkMolecularkBiologydO2021dOjipidOkmemh 1.4 0

150 FgzUαilOisOimportantOforOascosporogenesisOandOinvolvesObothOstageespecificOalternativeOsplicingO
andORNyOeditingOduringOsexualOreproductionfOEnvironmentalkMicrobiologydO2021dOjkdOmhmjemhnp 5.2 1

149 PostetranslationalOregulationOofOautophagyOisOinvolvedOinOintraemicrobiomeOsuppressionOofOfungalO
pathogensfOMicrobiomedO2021dOqdOiki 16.6 7

148 –omparativeOtranscriptomeOanalysisOrevealsOdistinctOgeneOexpressionOprofilesOinOzrachypodiumO
distachyonOinfectedObyOtwoOfungalOpathogensfOBMCkPlantkBiologydO2021dOjidOkhl 5.3 1

147 FngiOisOinvolvedOinOcrosstalkObetweenOhistoneOacetylationOandOmethylationfOCurrentkGeneticsdO2021dO
nodOmkmemkp 2.9 1

146 StageespecificOregulationOofOpurineOmetabolismOduringOinfectiousOgrowthOandOsexualOreproductionOinO
FusariumOgraminearumfONewkPhytologistdO2021dOjkhdOomoeook 9.8 1

145 RegulationOofObioticOinteractionsOandOresponsesOtoOabioticOstressesObyOMyPOkinaseOpathwaysOinOplantO
pathogenicOfungifOStresskBiologydO2021dOidOi 7

144 HigheQualityOGenomeOResourceOofOStrainO–anSliObyOOxfordONanoporeOLongeReadOSequencingfOPlantk
DiseasedO2021dOihmdOjjkiejjkl 1.5 1

143 TheOSReproteinOFgSrpjOregulatesOvegetativeOgrowthdOsexualOreproductionOandOpreemRNyOprocessingO
byOinteractingOwithOFgSrpiOinOFusariumOgraminearumfOCurrentkGeneticsdO2020dOnndOnhoeniq 2.9 3

142 OpposingOfunctionsOofOFngiOandOtheORpdkOHαy–OcomplexOinOHlOacetylationOinOFusariumO
graminearumfOPLoSkGeneticsdO2020dOindOeihhqipm 6 9

141
ExtensiveOchromosomalOrearrangementsOandOrapidOevolutionOofOnovelOeffectorOsuperfamiliesO
contributeOtoOhostOadaptationOandOspeciationOinOtheObasalOascomycetousOfungifOMolecularkPlantk
PathologydO2020dOjidOkkheklp

5.7 9

140 FgPaliOregulatesOmorphogenesisOandOpathogenesisOinOFusariumOgraminearumfOEnvironmentalk
MicrobiologydO2020dOjjdOmkokemkpn 5.2 2

139 ynOorphanOproteinOofOFusariumOgraminearumOmodulatesOhostOimmunityObyOmediatingOproteasomalO
degradationOofOTaSnRKi˛–fONaturekCommunicationsdO2020dOiidOlkpj 17.4 18

138 –oregulationOofOdimorphismOandOsymbiosisObyOcyclicOyMPOsignalingOinOtheOlichenizedOfungusfO
ProceedingskofkthekNationalkAcademykofkScienceskofkthekUnitedkStateskofkAmericadO2020dOiiodOjkploejkpmp11.5 9
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137 ShufflingOeffectorOgenesOthroughOminiechromosomesfOPLoSkGeneticsdO2019dOimdOeihhpklm 6 5

136 αeletionOofOIsOSuppressiveOtoOtheOMutantObyOStimulatingOGpmkiOyctivationOandOyvoidingO
IntracellularOTurgorOElevationOinfOFrontierskinkMicrobiologydO2019dOihdOihok 5.7 7

135 ynOexpandedOsubfamilyOofOGeproteinecoupledOreceptorOgenesOinOFusariumOgraminearumOrequiredOforO
wheatOinfectionfONaturekMicrobiologydO2019dOldOimpjeimqi 26.6 25

134
αeterminationOofOtheOabsoluteOconfigurationsOofOtheOstereogenicOcentersOofOustilaginoidinsObyO
studyingOtheObiosyntheticOmonomersOfromOaOgeneOknockoutOmutantOofOVillosiclavaOvirensfOScientifick
ReportsdO2019dOqdOipmm

4.9 10

133 StageespecificOfunctionalOrelationshipsObetweenOTubiOandOTubjObetaetubulinsOinOtheOwheatOscabO
fungusOFusariumOgraminearumfOFungalkGeneticskandkBiologydO2019dOikjdOihkjmi 3.9 8

132 SpontaneousOmutationsOinOFgSyαiOsuppressOtheOgrowthOdefectOofOtheOFgprplOmutantObyOaffectingO
triesnRNPOstabilityOandOitsOdockingOinOFusariumOgraminearumfOEnvironmentalkMicrobiologydO2019dOjidOllppelmhk5.2 4

131 TheOmeiosisespecificOyP–OactivatorOFgyMyiOisOdispensableOforOmeiosisObutOimportantOforO
ascosporogenesisOinOFusariumOgraminearumfOMolecularkMicrobiologydO2019dOiiidOijlmeijnj 4.1 5

130 IndependentOlossesOandOduplicationsOofOautophagyerelatedOgenesOinOfungalOtreeOofOlifefO
EnvironmentalkMicrobiologydO2019dOjidOjjnejlk 5.2 6

129 yetoeIOmRNyOeditingOinOfungirOoccurrencedOfunctiondOandOevolutionfOCellularkandkMolecularkLifek
SciencesdO2019dOondOkjqeklh 10.3 16

128 PhosphorylationObyOPrplOkinaseOreleasesOtheOselfeinhibitionOofOFgPrpkiOinOFusariumOgraminearumfO
CurrentkGeneticsdO2018dOnldOijnieijol 2.9 8

127 Mo–α–ilOisOimportantOforOseptationOduringOconidiationOandOappressoriumOformationOinO
MagnaportheOoryzaefOMolecularkPlantkPathologydO2018dOiqdOkjpeklh 5.7 14

126
TheOcyclaseeassociatedOproteinOFg–apiOhasObothOproteinOkinaseOyedependentOandOeindependentO
functionsOduringOdeoxynivalenolOproductionOandOplantOinfectionOinOFusariumOgraminearumfO
MolecularkPlantkPathologydO2018dOiqdOmmjemnk

5.7 21

125
TheOPKROregulatoryOsubunitOofOproteinOkinaseOyOWPKyaOisOinvolvedOinOtheOregulationOofOgrowthdOsexualO
andOasexualOdevelopmentdOandOpathogenesisOinOFusariumOgraminearumfOMolecularkPlantkPathologydO
2018dOiqdOqhqeqji

5.7 10

124 MFSOTransportersOandOGyzyOMetabolismOyreOInvolvedOinOtheOSelfeαefenseOygainstOαONOinfOFrontiersk
inkPlantkSciencedO2018dOqdOlkp 6.2 9

123 TargetedOαeletionOofOtheOandOGenesOEfficientlyOinOWithOtheO–RISPRe–asqOSystemfOFrontierskinkPlantk
SciencedO2018dOqdOnqq 6.2 49

122 SrkiOkinasedOaOSROproteinespecificOkinasedOisOimportantOforOsexualOreproductiondOplantOinfectionOandO
preemRNyOprocessingOinOFusariumOgraminearumfOEnvironmentalkMicrobiologydO2018dOjhdOkjniekjoo 5.2 9

121 TheOfungalOmyosinOIOisOessentialOforOFusariumOtoxisomeOformationfOPLoSkPathogensdO2018dOildOeihhnpjo 7.6 54

120 MitogeneactivatedOproteinOkinaseOsignalingOinOplantOpathogenicOfungifOPLoSkPathogensdO2018dOildOeihhnpom7.6 87

(2018-2019)
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119 TheOtriesnRNPOspecificOproteinOFgSnunnOisOfunctionallyOrelatedOtoOFgPrplOkinaseOinOFusariumO
graminearumfOMolecularkMicrobiologydO2018dOihqdOlqlemhp 4.1 4

118 FungalOPathogenesisOinOtheORiceOzlastOFungusOMagnaportheOGriseaO2018dOikpeinm 1

117 SexualOspecificOfunctionsOofOTubiObetaetubulinsOrequireOstageespecificORNyOprocessingOandO
expressionOinOFusariumOgraminearumfOEnvironmentalkMicrobiologydO2018dOjhdOlhhqelhji 5.2 4

116 yssaysOforOMyPOKinaseOyctivationOinOMagnaportheOoryzaeOandOOtherOPlantOPathogenicOFungifO
MethodskinkMolecularkBiologydO2018dOiplpdOqkeihi 1.4 7

115 MSTmhOisOinvolvedOinOmultipleOMyPOkinaseOsignalingOpathwaysOinOMagnaportheOoryzaefO
EnvironmentalkMicrobiologydO2017dOiqdOiqmqeiqol 5.2 28

114 yOGinleLikeOProteinOKinaseOGILiOInvolvementOinOHyphalOGrowthdOysexualOαevelopmentdOandO
PathogenesisOinOFusariumOgraminearumfOInternationalkJournalkofkMolecularkSciencesdO2017dOipdO 6.3 2

113 yetoeIORNyOeditingOisOdevelopmentallyOregulatedOandOgenerallyOadaptiveOforOsexualOreproductionOinfO
ProceedingskofkthekNationalkAcademykofkScienceskofkthekUnitedkStateskofkAmericadO2017dOiildOEoomneEoonm11.5 41

112 ExpressionOofOHopyIOinterferesOwithOMyPOkinaseOsignallingOinOMagnaportheOoryzaefOEnvironmentalk
MicrobiologydO2017dOiqdOliqheljhl 5.2 16

111 RNyOeditingOofOtheOyMαiOgeneOisOimportantOforOascusOmaturationOandOascosporeOdischargeOinO
FusariumOgraminearumfOScientifickReportsdO2017dOodOlnio 4.9 15

110 TheOFgSRPiOSReproteinOgeneOisOimportantOforOplantOinfectionOandOpreemRNyOprocessingOinOFusariumO
graminearumfOEnvironmentalkMicrobiologydO2017dOiqdOlhnmelhoq 5.2 17

109 –haracterizationOofOtheOTwoeSpeedOSubgenomesOofORevealsOtheOFasteSpeedOSubgenomeOSpecializedO
forOydaptionOandOInfectionfOFrontierskinkPlantkSciencedO2017dOpdOilh 6.2 32

108 PKyOactivityOisOessentialOforOrelievingOtheOsuppressionOofOhyphalOgrowthOandOappressoriumOformationO
byOMoSfliOinOMagnaportheOoryzaefOPLoSkGeneticsdO2017dOikdOeihhnqml 6 35

107 αistinctOcellOcycleOregulationOduringOsaprophyticOandOpathogenicOgrowthOinOfungalOpathogensfO
CurrentkGeneticsdO2016dOnjdOipmeq 2.9 6

106 yetoeIORNyOeditingOindependentOofOyαyRsOinOfilamentousOfungifORNAkBiologydO2016dOikdOqlheqlm 4.8 17

105 GenericOnamesOinOMagnaporthalesfOIMAkFungusdO2016dOodOimmeq 6.8 66

104 PeltasterOfructicolaOgenomeOrevealsOevolutionOfromOanOinvasiveOphytopathogenOtoOanOectophyticO
parasitefOScientifickReportsdO2016dOndOjjqjn 4.9 13

103 –ompartmentalizedOgeneOregulatoryOnetworkOofOtheOpathogenicOfungusOFusariumOgraminearumfO
NewkPhytologistdO2016dOjiidOmjoeli 9.8 27

102 GenomeewideOyetoeIORNyOeditingOinOfungiOindependentOofOyαyROenzymesfOGenomekResearchdO2016dO
jndOlqqemhq 9.7 74
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101 FgPrplOKinaseOIsOImportantOforOSpliceosomeOze–omplexOyctivationOandOSplicingOEfficiencyOinO
FusariumOgraminearumfOPLoSkGeneticsdO2016dOijdOeihhmqok 6 20

100 EvolutionOandOFunctionalOInsightsOofOαifferentOyncestralOOrthologousO–ladesOofO–hitinOSynthaseO
GenesOinOtheOFungalOTreeOofOLifefOFrontierskinkPlantkSciencedO2016dOodOko 6.2 11

99 TRInOandOTRIihOplayOdifferentOrolesOinOtheOregulationOofOdeoxynivalenolOWαONaOproductionObyOcyMPO
signallingOinOFusariumOgraminearumfOEnvironmentalkMicrobiologydO2016dOipdOknpqekohi 5.2 58

98 ThioredoxinsOareOinvolvedOinOtheOactivationOofOtheOPMKiOMyPOkinaseOpathwayOduringOappressoriumO
penetrationOandOinvasiveOgrowthOinOMagnaportheOoryzaefOEnvironmentalkMicrobiologydO2016dOipdOkonpekopl5.2 22

97 UvHOGiOisOimportantOforOhyphalOgrowthOandOstressOresponsesOinOtheOriceOfalseOsmutOfungusO
UstilaginoideaOvirensfOScientifickReportsdO2016dOndOjlpjl 4.9 37

96 FgSsnkOkinasedOaOcomponentOofOtheOmediatorOcomplexdOisOimportantOforOsexualOreproductionOandO
pathogenesisOinOFusariumOgraminearumfOScientifickReportsdO2016dOndOjjkkk 4.9 13

95 PenetrationOPegOFormationOandOInvasiveOHyphaeOαevelopmentORequireOStageeSpecificOyctivationOofO
MoGTIiOinOMagnaportheOoryzaefOMolecularkPlant-MicrobekInteractionsdO2016dOjqdOknelm 3.6 9

94
–onservationOandOdivergenceOofOtheOcyclicOadenosineOmonophosphateeproteinOkinaseOyOWcyMPePKyaO
pathwayOinOtwoOplantepathogenicOfungirOFusariumOgraminearumOandOFfOverticillioidesfOMoleculark
PlantkPathologydO2016dOiodOiqnejhq

5.7 19

93 FgkkOglycogenOsynthaseOkinaseOisOimportantOforOdevelopmentdOpathogenesisdOandOstressOresponsesO
inOFusariumOgraminearumfOScientifickReportsdO2015dOmdOpmhl 4.9 30

92 yctivationOofOMstiiOandOFeedbackOInhibitionOofOGermOTubeOGrowthOinOMagnaportheOoryzaefO
MolecularkPlant-MicrobekInteractionsdO2015dOjpdOppieqi 3.6 15

91
TheOyreyOtranscriptionOfactorOmediatesOtheOregulationOofOdeoxynivalenolOWαONaOsynthesisObyO
ammoniumOandOcyclicOadenosineOmonophosphateOWcyMPaOsignallingOinOFusariumOgraminearumfO
MolecularkPlantkPathologydO2015dOindOqpoeqq

5.7 48

90 FunctionalOanalysisOofOtheOFusariumOgraminearumOphosphatomefONewkPhytologistdO2015dOjhodOiiqeikl 9.8 63

89 yctivationOofOtheOsignallingOmucinOMoMsbjOandOitsOfunctionalOrelationshipOwithO–bpiOinO
MagnaportheOoryzaefOEnvironmentalkMicrobiologydO2015dOiodOjqnqepi 5.2 25

88 GenomeOsequenceOofOValsaOcankerOpathogensOuncoversOaOpotentialOadaptationOofOcolonizationOofO
woodyObarkfONewkPhytologistdO2015dOjhpdOijhjein 9.8 74

87 Fg–α–ilOregulatesOcytokinesisdOmorphogenesisdOandOpathogenesisOinOFusariumOgraminearumfO
MolecularkMicrobiologydO2015dOqpdOoohepn 4.1 27

86 TwoO–dcjOKinaseOGenesOwithOαistinctOFunctionsOinOVegetativeOandOInfectiousOHyphaeOinOFusariumO
graminearumfOPLoSkPathogensdO2015dOiidOeihhlqik 7.6 30

85 FgSKNoOandOFgyTFiOhaveOoverlappingOfunctionsOinOascosporogenesisdOpathogenesisOandOstressO
responsesOinOFusariumOgraminearumfOEnvironmentalkMicrobiologydO2015dOiodOijlmenh 5.2 42

84 TheOMyαSeboxOtranscriptionOfactorOFgMcmiOregulatesOcellOidentityOandOfungalOdevelopmentOinO
FusariumOgraminearumfOEnvironmentalkMicrobiologydO2015dOiodOjonjeon 5.2 23

(2015-2016)
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83 MolecularOevolutionOandOfunctionalOdivergenceOofOtubulinOsuperfamilyOinOtheOfungalOtreeOofOlifefO
ScientifickReportsdO2014dOldOnoln 4.9 47

82 TheOTOROsignalingOpathwayOregulatesOvegetativeOdevelopmentOandOvirulenceOinOFusariumO
graminearumfONewkPhytologistdO2014dOjhkdOjiqekj 9.8 85

81
FgKiniOkinaseOlocalizesOtoOtheOseptalOporeOandOplaysOaOroleOinOhyphalOgrowthdOascosporeOgerminationdO
pathogenesisdOandOlocalizationOofOTubiObetaetubulinsOinOFusariumOgraminearumfONewkPhytologistdO
2014dOjhldOqlkeml

9.8 33

80 TheOcyMPePKyOpathwayOregulatesOgrowthdOsexualOandOasexualOdifferentiationdOandOpathogenesisOinO
FusariumOgraminearumfOMolecularkPlant-MicrobekInteractionsdO2014dOjodOmmoenn 3.6 57

79 GerminationOandOinfectivityOofOmicroconidiaOinOtheOriceOblastOfungusOMagnaportheOoryzaefONaturek
CommunicationsdO2014dOmdOlmip 17.4 33

78 FusariumOGeneticsOandOPathogenicityO2014dOnhoenji 1

77 EffectorsOandOeffectorOdeliveryOinOMagnaportheOoryzaefOPLoSkPathogensdO2014dOihdOeihhkpjn 7.6 76

76
zypassingObothOsurfaceOattachmentOandOsurfaceOrecognitionOrequirementsOforOappressoriumO
formationObyOoveractiveOrasOsignalingOinOMagnaportheOoryzaefOMolecularkPlant-MicrobekInteractionsdO
2014dOjodOqqneihhl

3.6 29

75 NeglycosylationOofOeffectorOproteinsObyOanO˛–eidkemannosyltransferaseOisOrequiredOforOtheOriceOblastO
fungusOtoOevadeOhostOinnateOimmunityfOPlantkCelldO2014dOjndOiknheon 11.6 94

74 SpecificOadaptationOofOUstilaginoideaOvirensOinOoccupyingOhostOfloretsOrevealedObyOcomparativeOandO
functionalOgenomicsfONaturekCommunicationsdO2014dOmdOkplq 17.4 122

73 IdentificationOofOaOfungiespecificOlineageOofOproteinOkinasesOcloselyOrelatedOtoOtyrosineOkinasesfOPLoSk
ONEdO2014dOqdOepqpik 3.7 13

72 TheOSchqOkinaseOregulatesOconidiumOsizedOstressOresponsesdOandOpathogenesisOinOFusariumO
graminearumfOPLoSkONEdO2014dOqdOeihmpii 3.7 23

71 –omparativeOanalysisOofOfungalOgenomesOrevealsOdifferentOplantOcellOwallOdegradingOcapacityOinO
fungifOBMCkGenomicsdO2013dOildOjol 4.5 288

70 αifferencesObetweenOappressoriaOformedObyOgermOtubesOandOappressoriumelikeOstructuresO
developedObyOhyphalOtipsOinOMagnaportheOoryzaefOFungalkGeneticskandkBiologydO2013dOmndOkkeli 3.9 54

69 OneOfungusdOoneOnamerOdefiningOtheOgenusOFusariumOinOaOscientificallyOrobustOwayOthatOpreservesO
longstandingOusefOPhytopathologydO2013dOihkdOlhhep 3.8 155

68 TheOMyTOlocusOgenesOplayOdifferentOrolesOinOsexualOreproductionOandOpathogenesisOinOFusariumO
graminearumfOPLoSkONEdO2013dOpdOennqph 3.7 48

67 GeneticOcontrolOofOinfectionerelatedOdevelopmentOinOMagnaportheOoryzaefOCurrentkOpinionkink
MicrobiologydO2012dOimdOnopepl 7.9 122

66 TheOyMTiOarginineOmethyltransferaseOgeneOisOimportantOforOplantOinfectionOandOnormalOhyphalO
growthOinOFusariumOgraminearumfOPLoSkONEdO2012dOodOekpkjl 3.7 30
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65 TheO–yclaseeassociatedOproteinO–apiOisOimportantOforOproperOregulationOofOinfectionerelatedO
morphogenesisOinOMagnaportheOoryzaefOPLoSkPathogensdO2012dOpdOeihhjqii 7.6 72

64 –omparativeOanalysisOofOtheOgenomesOofOtwoOfieldOisolatesOofOtheOriceOblastOfungusOMagnaportheO
oryzaefOPLoSkGeneticsdO2012dOpdOeihhjpnq 6 125

63 αifferentOchitinOsynthaseOgenesOareOrequiredOforOvariousOdevelopmentalOandOplantOinfectionO
processesOinOtheOriceOblastOfungusOMagnaportheOoryzaefOPLoSkPathogensdO2012dOpdOeihhjmjn 7.6 128

62 TheOFgHOGiOpathwayOregulatesOhyphalOgrowthdOstressOresponsesdOandOplantOinfectionOinOFusariumO
graminearumfOPLoSkONEdO2012dOodOelqlqm 3.7 97

61 TaαyαjdOaOnegativeOregulatorOofOprogrammedOcellOdeathdOisOimportantOforOtheOinteractionObetweenO
wheatOandOtheOstripeOrustOfungusfOMolecularkPlant-MicrobekInteractionsdO2011dOjldOoqeqh 3.6 27

60 EfficientOapproachesOforOgeneratingOGFPOfusionOandOepitopeetaggingOconstructsOinOfilamentousO
fungifOMethodskinkMolecularkBiologydO2011dOojjdOiqqejij 1.4 89

59 TheOFvMKiOmitogeneactivatedOproteinOkinaseOgeneOregulatesOconidiationdOpathogenesisdOandO
fumonisinOproductionOinOFusariumOverticillioidesfOFungalkGeneticskandkBiologydO2011dOlpdOoieq 3.9 42

58 TheOHαFiOhistoneOdeacetylaseOgeneOisOimportantOforOconidiationdOsexualOreproductiondOandO
pathogenesisOinOFusariumOgraminearumfOMolecularkPlant-MicrobekInteractionsdO2011dOjldOlpoeqn 3.6 62

57 yOnovelOtranscriptionalOfactorOimportantOforOpathogenesisOandOascosporogenesisOinOFusariumO
graminearumfOMolecularkPlant-MicrobekInteractionsdO2011dOjldOiipejp 3.6 49

56 yOMyαSeboxOtranscriptionOfactorOMoMcmiOisOrequiredOforOmaleOfertilitydOmicroconidiumOproductionO
andOvirulenceOinOMagnaportheOoryzaefOMolecularkMicrobiologydO2011dOphdOkkemk 4.1 74

55 HistologicalOandOmolecularOstudiesOofOtheOnonehostOinteractionObetweenOwheatOandOUromycesOfabaefO
PlantadO2011dOjkldOqoqeqi 4.7 26

54 IdentificationOofOwheatOproteinsOwithOalteredOexpressionOlevelsOinOleavesOinfectedObyOtheOstripeOrustO
pathogenfOActakPhysiologiaekPlantarumdO2011dOkkdOjljkejlkm 2.6 6

53 yOPmkieinteractingOgeneOisOinvolvedOinOappressoriumOdifferentiationOandOplantOinfectionOinO
MagnaportheOoryzaefOEukaryotickCelldO2011dOihdOihnjeoh 25

52 MultipleOplantOsurfaceOsignalsOareOsensedObyOdifferentOmechanismsOinOtheOriceOblastOfungusOforO
appressoriumOformationfOPLoSkPathogensdO2011dOodOeihhijni 7.6 156

51 FunctionalOanalysisOofOtheOkinomeOofOtheOwheatOscabOfungusOFusariumOgraminearumfOPLoSkPathogens
dO2011dOodOeihhjlnh 7.6 202

50 MoSfliOisOimportantOforOvirulenceOandOheatOtoleranceOinOMagnaportheOoryzaefOPLoSkONEdO2011dOndOeiqqmi3.7 37

49 MolecularOcharacterizationOofOaOFuskgKssiOtypeOMyPKOfromOPucciniaOstriiformisOffOspfOtriticidO
PsMyPKifOPLoSkONEdO2011dOndOejipqm 3.7 29

48 –omparativeOgenomicsOrevealsOmobileOpathogenicityOchromosomesOinOFusariumfONaturedO2010dOlnldOknoeok50.4 1085

(2010-2012)
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47 TheOtigiOhistoneOdeacetylaseOcomplexOregulatesOinfectiousOgrowthOinOtheOriceOblastOfungusO
MagnaportheOoryzaefOPlantkCelldO2010dOjjdOjlqmemhp 11.6 98

46 TheO–IαiOcyclinO–elikeOgeneOisOimportantOforOplantOinfectionOinOFusariumOgraminearumfOFungalk
GeneticskandkBiologydO2010dOlodOilkemi 3.9 60

45 yOhomeoboxOgeneOisOessentialOforOconidiogenesisOofOtheOriceOblastOfungusOMagnaportheOoryzaefO
MolecularkPlant-MicrobekInteractionsdO2010dOjkdOknneom 3.6 65

44 yOnovelOproteinO–omiOisOrequiredOforOnormalOconidiumOmorphologyOandOfullOvirulenceOinO
MagnaportheOoryzaefOMolecularkPlant-MicrobekInteractionsdO2010dOjkdOiijejk 3.6 87

43 TheOcyMPOsignalingOpathwayOinOFusariumOverticillioidesOisOimportantOforOconidiationdOplantOinfectiondO
andOstressOresponsesObutOnotOfumonisinOproductionfOMolecularkPlant-MicrobekInteractionsdO2010dOjkdOmjjekk3.6 63

42 TheOPMKiOMyPOKinaseOPathwayOandOInfectioneRelatedOMorphogenesisO2009dOikeji 3

41 ProteinO–hipsOandO–hromatinOImmunoprecipitationOâ��OEmergingOTechnologiesOtoOStudyO
MacromoleculeOInteractionsOinOMfOgriseaO2009dOokepj 1

40 TransducinObetaelikeOgeneOFTLiOisOessentialOforOpathogenesisOinOFusariumOgraminearumfOEukaryotick
CelldO2009dOpdOpnoeon 72

39 GlobalOgeneOregulationObyOFusariumOtranscriptionOfactorsOTrinOandOTriihOrevealsOadaptationsOforO
toxinObiosynthesisfOMolecularkMicrobiologydO2009dOojdOkmleno 4.1 191

38 TheOcyMPOSignalingOandOMyPOKinaseOPathwaysOinOPlantOPathogenicOFungiO2009dOimoeioj 7

37 –onidialOgerminationOinOtheOfilamentousOfungusOFusariumOgraminearumfOFungalkGeneticskandkBiology
dO2008dOlmdOkpqeqq 3.9 136

36 FunctionalOcharacterizationOofO–g–TRjdOaOputativeOvacuoleOcopperOtransporterOthatOisOinvolvedOinO
germinationOandOpathogenicityOinO–olletotrichumOgloeosporioidesfOEukaryotickCelldO2008dOodOihqpeihp 23

35 MyαSeboxOtranscriptionOfactorOmigiOisOrequiredOforOinfectiousOgrowthOinOMagnaportheOgriseafO
EukaryotickCelldO2008dOodOoqieq 72

34 TwoOmitogeneactivatedOproteinOkinaseOsignallingOcascadesOmediateObasalOresistanceOtoOantifungalO
plantOdefensinsOinOFusariumOgraminearumfOCellularkMicrobiologydO2007dOqdOilqiemhn 3.9 112

33 yOhighlyOconservedOMyPKedockingOsiteOinOMstoOisOessentialOforOPmkiOactivationOinOMagnaportheO
griseafOMolecularkMicrobiologydO2007dOnkdOppieql 4.1 80

32 MitogeneactivatedOproteinOkinaseOpathwaysOandOfungalOpathogenesisfOEukaryotickCelldO2007dOndOiohieil 270

31 FromOgenesOtoOgenomesrOaOnewOparadigmOforOstudyingOfungalOpathogenesisOinOMagnaportheOoryzaefO
AdvanceskinkGeneticsdO2007dOmodOiomejip 3.3 45

30 MirlOisOhighlyOupregulatedOandOlocalizedOtoOnucleiOduringOinfectiousOhyphalOgrowthOinOtheOriceOblastO
fungusfOMolecularkPlant-MicrobekInteractionsdO2007dOjhdOllpemp 3.6 23
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29 yOsystematicOanalysisOofOTeαNyOinsertionOeventsOinOMagnaportheOoryzaefOFungalkGeneticskandkBiology
dO2007dOlldOihmhenl 3.9 52

28 αevelopmentOofOaOhighOthroughputOtransformationOsystemOforOinsertionalOmutagenesisOinO
MagnaportheOoryzaefOFungalkGeneticskandkBiologydO2007dOlldOihkmelq 3.9 66

27 TheOFusariumOgraminearumOgenomeOrevealsOaOlinkObetweenOlocalizedOpolymorphismOandOpathogenO
specializationfOSciencedO2007dOkiodOilhhej 33.3 668

26 MultipleOupstreamOsignalsOconvergeOonOtheOadaptorOproteinOMstmhOinOMagnaportheOgriseafOPlantkCell
dO2006dOipdOjpjjekm 11.6 121

25 GenomicOanalysisOofOhostepathogenOinteractionObetweenOFusariumOgraminearumOandOwheatOduringO
earlyOstagesOofOdiseaseOdevelopmentfOMicrobiologyktUnitedkKingdomudO2006dOimjdOipooeipqh 2.9 44

24 TheOdawnOofOfungalOpathogenOgenomicsfOAnnualkReviewkofkPhytopathologydO2006dOlldOkkoenn 10.8 86

23 –rypticOpromoterOactivityOinOtheOcodingOregionOofOtheOHMGe–oyOreductaseOgeneOinOFusariumO
graminearumfOFungalkGeneticskandkBiologydO2006dOlkdOkleli 3.9 34

22 αevelopmentOofOaOFusariumOgraminearumOyffymetrixOGene–hipOforOprofilingOfungalOgeneO
expressionOinOvitroOandOinOplantafOFungalkGeneticskandkBiologydO2006dOlkdOkinejm 3.9 150

21 MGOSrOyOresourceOforOstudyingOMagnaportheOgriseaOandOOryzaOsativaOinteractionsfOMoleculark
Plant-MicrobekInteractionsdO2006dOiqdOihmmeni 3.6 24

20 RandomOInsertionalOMutagenesisOIdentifiesOGenesOyssociatedOwithOVirulenceOinOtheOWheatOScabO
FungusOFusariumOgraminearumfOPhytopathologydO2005dOqmdOollemh 3.8 124

19 TheOgenomeOsequenceOofOtheOriceOblastOfungusOMagnaportheOgriseafONaturedO2005dOlkldOqphen 50.4 1202

18 yOmitogeneactivatedOproteinOkinaseOcascadeOregulatingOinfectionerelatedOmorphogenesisOinO
MagnaportheOgriseafOPlantkCelldO2005dOiodOikioejq 11.6 203

17 –ellularOlocalizationOandOroleOofOkinaseOactivityOofOPMKiOinOMagnaportheOgriseafOEukaryotickCelldO
2004dOkdOimjmekj 204

16 IndependentOgeneticOmechanismsOmediateOturgorOgenerationOandOpenetrationOpegOformationO
duringOplantOinfectionOinOtheOriceOblastOfungusfOMolecularkMicrobiologydO2004dOmkdOinqmeoho 4.1 130

15 TwoOPyKOkinaseOgenesdO–HMiOandOMSTjhdOhaveOdistinctOfunctionsOinOMagnaportheOgriseafOMoleculark
Plant-MicrobekInteractionsdO2004dOiodOmloemn 3.6 81

14 yOLigationeP–ROypproachOforOGeneratingOGeneOReplacementO–onstructsOinOMagnaportheOgriseafO
FungalkGeneticskReportsdO2004dOmidOioeip 0 18

13 TheOGebetaOsubunitOMGziOisOinvolvedOinOregulatingOmultipleOstepsOofOinfectionerelatedO
morphogenesisOinOMagnaportheOgriseafOMolecularkMicrobiologydO2003dOmhdOjkielk 4.1 123

12 ynalysisOofOexpressedOsequenceOtagsOfromOGibberellaOzeaeOWanamorphOFusariumOgraminearumafO
FungalkGeneticskandkBiologydO2003dOkpdOipoeqo 3.9 111

(2003-2007)

9



11 TimeOforOaOblastrOgenomicsOofOMagnaportheOgriseafOMolecularkPlantkPathologydO2002dOkdOioken 5.7 10

10
yOmitogeneactivatedOproteinOkinaseOgeneOWMGViaOinOFusariumOgraminearumOisOrequiredOforOfemaleO
fertilitydOheterokaryonOformationdOandOplantOinfectionfOMolecularkPlant-MicrobekInteractionsdO2002dO
imdOiiiqejo

3.6 342

9 TwoOnovelOfungalOvirulenceOgenesOspecificallyOexpressedOinOappressoriaOofOtheOriceOblastOfungusfO
PlantkCelldO2002dOildOjihoeiq 11.6 143

8 OsmoregulationOandOfungicideOresistancerOtheONeurosporaOcrassaOosejOgeneOencodesOaOHOGiO
mitogeneactivatedOproteinOkinaseOhomologuefOAppliedkandkEnvironmentalkMicrobiologydO2002dOnpdOmkjep 4.8 193

7 MSTijOregulatesOinfectiousOgrowthObutOnotOappressoriumOformationOinOtheOriceOblastOfungusO
MagnaportheOgriseafOMolecularkPlant-MicrobekInteractionsdO2002dOimdOipkeqj 3.6 164

6 MapOkinasesOinOfungalOpathogensfOFungalkGeneticskandkBiologydO2000dOkidOikoemj 3.9 343

5 TheOzMPiOgeneOisOessentialOforOpathogenicityOinOtheOgrayOmoldOfungusOzotrytisOcinereafOMoleculark
Plant-MicrobekInteractionsdO2000dOikdOojlekj 3.6 181

4 IndependentOsignalingOpathwaysOregulateOcellularOturgorOduringOhyperosmoticOstressOandO
appressoriumemediatedOplantOinfectionObyOMagnaportheOgriseafOPlantkCelldO1999dOiidOjhlmemp 11.6 280

3 TheO–PKyOGeneOofOMagnaportheOgriseaOIsOEssentialOforOyppressorialOPenetrationfOMoleculark
Plant-MicrobekInteractionsdO1997dOihdOipoeiql 3.6 212

2 yOGeneticOMapOofOGibberellaOfujikuroiOMatingOPopulationOyOWFusariumOmoniliformeafOGeneticsdO1996dO
ilkdOiomeipq 4 40

1 SensitivityOofOFieldOStrainsOofOGibberellaOFujikuroiOWFusariumOSectionOLiseolaaOtoOzenomylOandO
HygromycinOzfOMycologiadO1993dOpmdOjhnejik 2.4 28
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