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m Paper IF Citations

111 wiasNinNtemplatebtobproductNratiosNinNmultitemplateNPxRcNAppliedeandeEnvironmentaleMicrobiologyaN
1998aNkiaNhlgibhe 4.8 1017

110 yivergenceNandNredundancyNofNfkSNrRNvNsequencesNinNgenomesNwithNmultipleNrrnNoperonscNJournale
ofeBacteriologyaN2004aNfmkaNgkgnbhj 3.5 457

109 PxRbinducedNsequenceNartifactsNandNbiasoNinsightsNfromNcomparisonNofNtwoNfkSNrRNvNcloneNlibrariesN
constructedNfromNtheNsameNsamplecNAppliedeandeEnvironmentaleMicrobiologyaN2005aNlfaNmnkkbn 4.8 436

108  unctionNandNfunctionalNredundancyNinNmicrobialNsystemscNNatureeEcologyeandeEvolutionaN2018aNgaNnhkbnih12.3 423

107  inebscaleNphylogeneticNarchitectureNofNaNcomplexNbacterialNcommunitycNNatureaN2004aNiheaNjjfbi 50.4 407

106 ResourceNpartitioningNandNsympatricNdifferentiationNamongNcloselyNrelatedNbacterioplanktoncN
ScienceaN2008aNhgeaNfemfbj 33.3 389

105 PopulationNgenomicsNofNearlyNeventsNinNtheNecologicalNdifferentiationNofNbacteriacNScienceaN2012aN
hhkaNimbjf 33.3 366

104 φeteroduplexesNinNmixedbtemplateNamplificationsoNformationaNconsequenceNandNeliminationNbyN
UreconditioningNPxRUcNNucleiceAcidseResearchaN2002aNheaNgemhbm 20.1 354

103 TheNbacterialNspeciesNchallengeoNmakingNsenseNofNgeneticNandNecologicalNdiversitycNScienceaN2009aN
hghaNlifbk 33.3 322

102
TriploblasticNrelationshipsNwithNemphasisNonNtheNacoelomatesNandNtheNpositionNofN°nathostomulidaaN
xycliophoraaNPlathelminthesaNandNxhaetognathaoNaNcombinedNapproachNofNfmSNryNvNsequencesNandN
morphologycNSystematiceBiologyaN2000aNinaNjhnbkg

8.4 316

101 °enotypicNdiversityNwithinNaNnaturalNcoastalNbacterioplanktonNpopulationcNScienceaN2005aNhelaNfhffbh 33.3 288

100 φorizontalNgeneNtransferNandNtheNevolutionNofNbacterialNandNarchaealNpopulationNstructurecNTrendseine
GeneticsaN2013aNgnaNflebj 8.5 273

99 RapidNchemotacticNresponseNenablesNmarineNbacteriaNtoNexploitNephemeralNmicroscaleNnutrientN
patchescNProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericaaN2008aNfejaNigenbfi11.5 267

98 zxplainingNmicrobialNgenomicNdiversityNinNlightNofNevolutionaryNecologycNNatureeReviewseMicrobiology
aN2014aNfgaNgkhblh 22.2 231

97 yiversityNandNdynamicsNofNaNnorthNatlanticNcoastalNVibrioNcommunitycNAppliedeandeEnvironmentale
MicrobiologyaN2004aNleaNifehbfe 4.8 224

96
PublicNgoodNdynamicsNdriveNevolutionNofNironNacquisitionNstrategiesNinNnaturalNbacterioplanktonN
populationscNProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericaaN2012aN
fenaNgeejnbki

11.5 213

95 vssociationsNandNdynamicsNofNVibrionaceaeNinNtheNenvironmentaNfromNtheNgenusNtoNtheNpopulationN
levelcNFrontierseineMicrobiologyaN2014aNjaNhm 5.7 208
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94 zcologicalNpopulationsNofNbacteriaNactNasNsociallyNcohesiveNunitsNofNantibioticNproductionNandN
resistancecNScienceaN2012aNhhlaNfggmbhf 33.3 202

93 MicrobialNinteractionsNleadNtoNrapidNmicrobscaleNsuccessionsNonNmodelNmarineNparticlescNNaturee
CommunicationsaN2016aNlaNffnkj 17.4 183

92 vNsimpleNandNefficientNmethodNforNconcentrationNofNoceanNvirusesNbyNchemicalNflocculationcN
EnvironmentaleMicrobiologyeReportsaN2011aNhaNfnjbgeg 3.7 176

91 xonservationNofNtheNchitinNutilizationNpathwayNinNtheNVibrionaceaecNAppliedeandeEnvironmentale
MicrobiologyaN2008aNliaNiibjf 4.8 149

90 PatternsNandNmechanismsNofNgeneticNandNphenotypicNdifferentiationNinNmarineNmicrobescN
PhilosophicaleTransactionseofetheeRoyaleSocietyeB:eBiologicaleSciencesaN2006aNhkfaNgeenbgf 5.8 145

89 zffectsNofNtemperatureNandNsalinityNonNVibrioNvulnificusNpopulationNdynamicsNasNassessedNbyN
quantitativeNPxRcNAppliedeandeEnvironmentaleMicrobiologyaN2004aNleaNjiknblk 4.8 138

88 MicrobialNcommunityNassemblyNandNevolutionNinNsubseafloorNsedimentcNProceedingseofetheeNationale
AcademyeofeScienceseofetheeUnitedeStateseofeAmericaaN2017aNffiaNgniebgnij 11.5 120

87 OrderingNmicrobialNdiversityNintoNecologicallyNandNgeneticallyNcohesiveNunitscNTrendseineMicrobiologyaN
2014aNggaNghjbil 12.4 120

86
xompetitionbdispersalNtradeoffNecologicallyNdifferentiatesNrecentlyNspeciatedNmarineN
bacterioplanktonNpopulationscNProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitedeStatese
ofeAmericaaN2014aNfffaNjkggbl

11.5 117

85 yNvNphosphorothioationNisNwidespreadNandNquantizedNinNbacterialNgenomescNProceedingseofethee
NationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericaaN2011aNfemaNgnkhbm 11.5 113

84 vNmajorNlineageNofNnonbtailedNdsyNvNvirusesNasNunrecognizedNkillersNofNmarineNbacteriacNNatureaN
2018aNjjiaNffmbfgg 50.4 109

83 zvaluationNofNghSNrRNvNPxRNprimersNforNuseNinNphylogeneticNstudiesNofNbacterialNdiversitycNAppliede
andeEnvironmentaleMicrobiologyaN2006aNlgaNgggfbj 4.8 104

82 SpatialNdistributionNandNstabilityNofNtheNeightNmicrobialNspeciesNofNtheNalteredNschaedlerNfloraNinNtheN
mouseNgastrointestinalNtractcNAppliedeandeEnvironmentaleMicrobiologyaN2004aNleaNglnfbmee 4.8 98

81 °enomeNsequenceNofNVibrioNsplendidusoNanNabundantNplanctonicNmarineNspeciesNwithNaNlargeN
genotypicNdiversitycNEnvironmentaleMicrobiologyaN2009aNffaNfnjnble 5.2 88

80 SolarNdisinfectionNVSOyISWoNsimulationNofNsolarNradiationNforNglobalNassessmentNandNapplicationNforN
pointbofbuseNwaterNtreatmentNinNφaiticNWatereResearchaN2003aNhlaNilbji 12.5 82

79 vdaptiveNradiationNbyNwavesNofNgeneNtransferNleadsNtoNfinebscaleNresourceNpartitioningNinNmarineN
microbescNNatureeCommunicationsaN2016aNlaNfgmke 17.4 81

78 MicrobialNtaxonomyNinNtheNpostbgenomicNeraoNrebuildingNfromNscratchtcNArchiveseofeMicrobiologyaN
2015aNfnlaNhjnble 3 78

77 φighNoverallNdiversityNandNdominanceNofNmicrodiverseNrelationshipsNinNsaltNmarshNsulphatebreducingN
bacteriacNEnvironmentaleMicrobiologyaN2004aNkaNkmkbnm 5.2 75

(2004-2012)
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76 TrophicNecologyNofNmassiveNshrimpNaggregationsNatNaNMidbvtlanticNRidgeNhydrothermalNventNsitecN
LimnologyeandeOceanographyaN1998aNihaNfkhfbfkhm 4.8 75

75 OystersNandNVibriosNasNaNModelNforNyiseaseNyynamicsNinNWildNvnimalscNTrendseineMicrobiologyaN2016aN
giaNjkmbjme 12.4 71

74 xhemoautotrophicaNsulfurboxidizingNsymbioticNbacteriaNonNmarineNnematodesoNMorphologicalNandN
biochemicalNcharacterizationcNMicrobialeEcologyaN1992aNgiaNhfhbgn 4.4 70

73 VibrioNcrassostreaeaNaNbenignNoysterNcolonizerNturnedNintoNaNpathogenNafterNplasmidNacquisitioncN
ISMEeJournalaN2017aNffaNfeihbfejg 11.9 69

72
xomparativeNbiochemicalNcharacterizationNofNthreeNexolyticNoligoalginateNlyasesNfromNVibrioN
splendidusNrevealsNcomplementaryNsubstrateNscopeaNtemperatureaNandNpφNadaptationscNAppliedeande
EnvironmentaleMicrobiologyaN2014aNmeaNigelbfi

4.8 68

71 MetapopulationNstructureNofNVibrionaceaeNamongNcoastalNmarineNinvertebratescNEnvironmentale
MicrobiologyaN2011aNfhaNgkjbglj 5.2 65

70 vdaptationNandNspectralNtuningNinNdivergentNmarineNproteorhodopsinsNfromNtheNeasternN
MediterraneanNandNtheNSargassoNSeascNISMEeJournalaN2007aNfaNimbjj 11.9 63

69 φighNresolutionNtimeNseriesNrevealsNcohesiveNbutNshortblivedNcommunitiesNinNcoastalNplanktoncN
NatureeCommunicationsaN2018aNnaNgkk 17.4 62

68 vNReverseNzcologyNvpproachNwasedNonNaNwiologicalNyefinitionNofNMicrobialNPopulationscNCellaN2019aN
flmaNmgebmhicefi 56.2 60

67 VerrucomicrobiaNuseNhundredsNofNenzymesNtoNdigestNtheNalgalNpolysaccharideNfucoidancNNaturee
MicrobiologyaN2020aNjaNfegkbfehn 26.6 57

66
xolonizationNdynamicsNofNalteredNSchaedlerNfloraNisNinfluencedNbyNgenderaNagingaNandNφelicobacterN
hepaticusNinfectionNinNtheNintestinesNofNSwissNWebsterNmicecNAppliedeandeEnvironmentaleMicrobiology
aN2006aNlgaNjfeebh

4.8 47

65 WidespreadNdistributionNofNprophagebencodedNvirulenceNfactorsNinNmarineNVibrioNcommunitiescN
ScientificeReportsaN2018aNmaNnnlh 4.9 47

64 vccurateNQuantificationNofNLaminarinNinNMarineNOrganicNMatterNwithNznzymesNfromNMarineN
MicrobescNAppliedeandeEnvironmentaleMicrobiologyaN2017aNmhaN 4.8 45

63 ReproducibilityNofNVibrionaceaeNpopulationNstructureNinNcoastalNbacterioplanktoncNISMEeJournalaN
2013aNlaNjenbfn 11.9 45

62 yiversityNandNheterogeneityNofNepibioticNbacterialNcommunitiesNonNtheNmarineNnematodeN
zubostrichusNdianaecNAppliedeandeEnvironmentaleMicrobiologyaN1999aNkjaNiglfbj 4.8 44

61 MergingNtaxonomyNwithNecologicalNpopulationNpredictionNinNaNcaseNstudyNofNVibrionaceaecNAppliede
andeEnvironmentaleMicrobiologyaN2011aNllaNlfnjbgek 4.8 42

60 windingNofNharvestedNbacterialNexopolymersNtoNtheNsurfaceNofNcalcitecNEnvironmentaleScienceemamp;e
TechnologyaN2005aNhnaNmllebj 10.3 40

59 vNgenomicNcomparisonNofNfhNsymbioticNVibrioNfischeriNisolatesNfromNtheNperspectiveNofNtheirNhostN
sourceNandNcolonizationNbehaviorcNISMEeJournalaN2016aNfeaNgnelbgnfl 11.9 40
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58 zndosymbiontsNescapeNdeadNhydrothermalNventNtubewormsNtoNenrichNtheNfreeblivingNpopulationcN
ProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericaaN2015aNffgaNffheebj 11.5 39

57 MicrobialNSpeciationcNColdeSpringeHarborePerspectiveseineBiologyaN2015aNlaNaefmfih 10.2 39

56
xonjugativeNplasmidsNinteractNwithNinsertionNsequencesNtoNshapeNtheNhorizontalNtransferNofN
antimicrobialNresistanceNgenescNProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitedeStatese
ofeAmericaaN2021aNffmaN

11.5 39

55 yiversityNofNactiveNmarineNpicoeukaryotesNinNtheNzasternNMediterraneanNSeaNunveiledNusingN
photosystembIINpsbvNtranscriptscNISMEeJournalaN2010aNiaNfeiibjg 11.9 38

54 zvidenceNforNzcologicalN lexibilityNinNtheNxosmopolitanN°enuscNFrontierseineMicrobiologyaN2016aNlaNfmli 5.7 37

53 TwoNnewNMycobacteriumNstrainsNandNtheirNroleNinNtolueneNdegradationNinNaNcontaminatedNstreamcN
AppliedeandeEnvironmentaleMicrobiologyaN1998aNkiaNflfjbge 4.8 35

52 RapidNandNsimpleNmethodNforNtheNmostbprobablebnumberNestimationNofNarsenicbreducingNbacteriacN
AppliedeandeEnvironmentaleMicrobiologyaN2001aNklaNhfkmblh 4.8 34

51 PopulationNgenomicsNofNtheNsymbioticNplasmidsNofNsympatricNnitrogenbfixingNRhizobiumNspeciesN
associatedNwithNPhaseolusNvulgariscNEnvironmentaleMicrobiologyaN2016aNfmaNgkkeblk 5.2 34

50 yirectNsinglebcellNbiomassNestimatesNforNmarineNbacteriaNviaNvrchimedesUNprinciplecNISMEeJournalaN
2017aNffaNmgjbmgm 11.9 33

49
zxtensiveNvariationNinNintracellularNsymbiontNcommunityNcompositionNamongNmembersNofNaNsingleN
populationNofNtheNwoodbboringNbivalveNLyrodusNpedicellatusNVwivalviaoNTeredinidaeWcNAppliedeande
EnvironmentaleMicrobiologyaN2006aNlgaNifgbl

4.8 33

48 yynamicsNofNVibrioNPopulationsNandNTheirNRoleNinNznvironmentalNNutrientNxyclingfnebgeh 33

47
vccuratelyNquantifyingNlowbabundantNtargetsNamidNsimilarNsequencesNbyNrevealingNhiddenN
correlationsNinNoligonucleotideNmicroarrayNdatacNProceedingseofetheeNationaleAcademyeofeScienceseofe
theeUnitedeStateseofeAmericaaN2006aNfehaNfhkgnbhi

11.5 31

46
SequencingbindependentNmethodNtoNgenerateNoligonucleotideNprobesNtargetingNaNvariableNregionNinN
bacterialNfkSNrRNvNbyNPxRNwithNdetachableNprimerscNAppliedeandeEnvironmentaleMicrobiologyaN2002aN
kmaNkellbmk

4.8 28

45 InterbindividualNvariabilityNinNcopepodNmicrobiomesNrevealsNbacterialNnetworksNlinkedNtoNhostN
physiologycNISMEeJournalaN2018aNfgaNgfehbgffh 11.9 27

44 InteractionsNinNselfbassembledNmicrobialNcommunitiesNsaturateNwithNdiversitycNISMEeJournalaN2019aN
fhaNfkegbfkfl 11.9 26

43 VibrioNmetoecusNspcNnovcaNaNcloseNrelativeNofNVibrioNcholeraeNisolatedNfromNcoastalNbrackishNpondsN
andNclinicalNspecimenscNInternationaleJournaleofeSystematiceandeEvolutionaryeMicrobiologyaN2014aNkiaNhgembhgfi2.2 24

42 ObantigenNdiversityNandNlateralNtransferNofNtheNwbeNregionNamongNVibrioNsplendidusNisolatescN
EnvironmentaleMicrobiologyaN2010aNfgaNgnllbml 5.2 24

41 wacterialNevolutionoN°enomicsNofNmetabolicNtradeboffscNNatureeMicrobiologyaN2016aNfaNfkfmf 26.6 23

(2016-2015)
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40 StreamliningNstandardNbacteriophageNmethodsNforNhigherNthroughputcNMethodsXaN2018aNjaNfjnbflg 1.9 22

39 xomparativeNgenomicsNofNpathogenicNlineagesNofNVibrioNnigripulchritudoNidentifiesN
virulencebassociatedNtraitscNISMEeJournalaN2013aNlaNfnmjbnk 11.9 22

38 IlluminatingNreactiveNmicrobialNtransportNinNsaturatedNporousNmediaoNdemonstrationNofNaN
visualizationNmethodNandNconceptualNtransportNmodelcNJournaleofeContaminanteHydrologyaN2005aNllaNghhbij3.9 22

37
xombinationNofNcompetitiveNquantitativeNPxRNandNconstantbdenaturantNcapillaryNelectrophoresisN
forNhighbresolutionNdetectionNandNenumerationNofNmicrobialNcellscNAppliedeandeEnvironmentale
MicrobiologyaN2001aNklaNhmnlbneh

4.8 22

36 ShapeNandNevolutionNofNtheNfundamentalNnicheNinNmarineNVibriocNISMEeJournalaN2012aNkaNgfkmbll 11.9 21

35 φighNfrequencyNofNaNnovelNfilamentousNphageaNVxYNˇ�aNwithinNanNenvironmentalNVibrioNcholeraeN
populationcNAppliedeandeEnvironmentaleMicrobiologyaN2012aNlmaNgmbhh 4.8 21

34 vncestralNgeneNacquisitionNasNtheNkeyNtoNvirulenceNpotentialNinNenvironmentalNVibrioNpopulationscN
ISMEeJournalaN2018aNfgaNgnjibgnkk 11.9 20

33 zndemicityNofNtheNcosmopolitanNmesophilicNchemolithoautotrophNSulfurimonasNatNdeepbseaN
hydrothermalNventscNISMEeJournalaN2017aNffaNnenbnfn 11.9 19

32 vNSmallNNumberNofNPhylogeneticallyNyistinctNxlonalNxomplexesNyominateNaNxoastalNVibrioNcholeraeN
PopulationcNAppliedeandeEnvironmentaleMicrobiologyaN2016aNmgaNjjlkbmk 4.8 19

31 zcobzvolutionaryNyynamicsNofNzpisomesNamongNzcologicallyNxohesiveNwacterialNPopulationscNMBioaN
2015aNkaNeeejjgbfj 7.8 18

30 VirusesNofNtheNNahantNxollectionaNcharacterizationNofNgjfNmarineNVibrionaceaeNvirusescNScientifice
DataaN2018aNjaNfmeffi 8.2 17

29 vVrWRayNofNhopeNinNanalysisNofNtheNfunctionNandNdiversityNofNmicrobialNcommunitiescNBiologicale
BulletinaN2003aNgeiaNfnkbn 1.5 16

28 vNMobileNzlementNinNmutSNyrivesNφypermutationNinNaNMarineNVibriocNMBioaN2017aNmaN 7.8 14

27 φowNcanNmicrobialNpopulationNgenomicsNinformNcommunityNecologytcNPhilosophicaleTransactionseofe
theeRoyaleSocietyeB:eBiologicaleSciencesaN2020aNhljaNgefnegjh 5.8 13

26 RapidNevolutionaryNturnoverNofNmobileNgeneticNelementsNdrivesNbacterialNresistanceNtoNphagescN
ScienceaN2021aNhliaNimmbing 33.3 13

25 SummerNphytobNandNbacterioplanktonNcommunitiesNduringNlowNandNhighNproductivityNscenariosNinN
theNWesternNvntarcticNPeninsulacNPolareBiologyaN2019aNigaNfjnbfkn 2 12

24 wacterialNcommunityNstructureNinNaNsympagicNhabitatNexpandingNwithNglobalNwarmingoNbrackishNiceN
brineNatNmjbneN´°NcNISMEeJournalaN2019aNfhaNhfkbhhh 11.9 11

23 zxploitingNfinebscaleNgeneticNandNphysiologicalNvariationNofNcloselyNrelatedNmicrobesNtoNrevealN
unknownNenzymeNfunctionscNJournaleofeBiologicaleChemistryaN2017aNgngaNfhejkbfhekl 5.4 10
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22 PolyclonalNsymbiontNpopulationsNinNhydrothermalNventNtubewormsNandNtheNenvironmentcN
ProceedingseofetheeRoyaleSocietyeB:eBiologicaleSciencesaN2019aNgmkaNgefmfgmf 4.4 10

21 MaintenanceNofNSympatricNandNvllopatricNPopulationsNinN reebLivingNTerrestrialNwacteriacNMBioaN2019
aNfeaN 7.8 10

20
PhysiologicalNandNgeneNexpressionNresponsesNtoNnitrogenNregimesNandNtemperaturesNinN
MastigocladusNspcNstrainNxφPfaNaNpredominantNthermotolerantNcyanobacteriumNofNhotNspringscN
SystematiceandeAppliedeMicrobiologyaN2017aNieaNfegbffh

4.2 9

19 RedoxbinformedNmodelsNofNglobalNbiogeochemicalNcyclescNNatureeCommunicationsaN2020aNffaNjkme 17.4 9

18 yiarrhoealNeventsNcanNtriggerNlongbtermNxlostridiumNdifficileNcolonizationNwithNrecurrentNbloomscN
NatureeMicrobiologyaN2020aNjaNkigbkje 26.6 9

17 zvolutionNofNaNVegetarianNVibriooNMetabolicNSpecializationNofNVibrioNbreoganiiNtoNMacroalgalN
SubstratescNJournaleofeBacteriologyaN2018aNgeeaN 3.5 9

16 xulturebindependentNtrackingNofNVibrioNcholeraeNlineagesNrevealsNcomplexNspatiotemporalNdynamicsN
inNaNnaturalNpopulationcNEnvironmentaleMicrobiologyaN2020aNggaNigiibigjk 5.2 7

15 UsingNxolonizationNvssaysNandNxomparativeN°enomicsNToNyiscoverNSymbiosisNwehaviorsNandN actorsN
inNVibrioNfischericNMBioaN2020aNffaN 7.8 7

14 °enomicN eaturesNforNyesiccationNToleranceNandNSugarNwiosynthesisNinNtheNzxtremophileNspcNUTzXN
whejicNFrontierseineMicrobiologyaN2019aNfeaNnje 5.7 6

13 yegradationNofNhostNtranslationalNmachineryNdrivesNtRNvNacquisitionNinNvirusescNCelleSystemsaN2021aN
fgaNllfbllncej 10.6 6

12 xoastalNwacterialNxommunityNResponseNtoN°lacierNMeltingNinNtheNWesternNvntarcticNPeninsulacN
MicroorganismsaN2021aNnaN 4.9 6

11 NaturalNresourceNlandscapesNofNaNmarineNbacteriumNrevealNdistinctNfitnessbdeterminingNgenesNacrossN
theNgenomecNEnvironmentaleMicrobiologyaN2017aNfnaNgiggbgihh 5.2 5

10 vNsimpleNandNefficientNmethodNforNconcentrationNofNoceanNvirusesNbyNchemicalNflocculationcN
EnvironmentaleMicrobiologyeReportsaN2011aNhaNmenbmen 3.7 5

9 SuccessionalNdynamicsNandNalternativeNstableNstatesNinNaNsalineNactivatedNsludgeNmicrobialN
communityNoverNn´ yearscNMicrobiomeaN2021aNnaNfnn 16.6 4

8 ProkaryoticNvirusesNimpactNfunctionalNmicroorganismsNinNnutrientNremovalNandNcarbonNcycleNinN
wastewaterNtreatmentNplantscNNatureeCommunicationsaN2021aNfgaNjhnm 17.4 4

7 ResolvingNtheNstructureNofNphagebbacteriaNinteractionsNinNtheNcontextNofNnaturalNdiversityccNNaturee
CommunicationsaN2022aNfhaNhlg 17.4 3

6 MicrobiomeNassemblyNforNsulfonamideNsubsistenceNandNtheNtransferNofNgeneticNdeterminantscNISMEe
JournalaN2021aNfjaNgmflbgmgn 11.9 2

5 TheNgeneticNlawNofNtheNminimumcNScienceaN2020aNhleaNkjjbkjk 33.3 1

(2020-2019)
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4 ResolvingNtheNstructureNofNphagebbacteriaNinteractionsNinNtheNcontextNofNnaturalNdiversity 1

3 xellNyensityNyependentNReductionNKineticsNofNφexavalentNUraniumNbyNShewanellaNoneidensiscN
MaterialseResearcheSocietyeSymposiaeProceedingsaN2002aNljlaNIIhcfgcf

2 ReplyNtoNShawoNxhallengesNforNenrichmentNanalysisNofNvMRNgenebbearingNplasmidscNProceedingseofe
theeNationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericaaN2021aNffmaN 11.5

1
ReplyNtoNPartridgeNetNalcoNxomplementaryNbioinformaticsNandNexperimentalNapproachesNtoN
investigateNtheNtransferNofNvMRNgenescNProceedingseofetheeNationaleAcademyeofeScienceseofethee
UnitedeStateseofeAmericaaN2021aNffmaN

11.5
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