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2005UIagbUIZZZVbZ 1.7 59
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244 sxploitingIanIallostericIbindingIsiteIofIαλMTaIyieldsIpotentIandIselectiveIinhibitorsWIJournalhofh
MedicinalhChemistryUI2013UIcdUI_ZZYV_b 8.3 58

243 qrystalIstructureIofIThermotogaImaritimaIYYdcUIaImemberIofItheIwclλItranscriptionalIfactorIfamilyWI
JournalhofhBiologicalhChemistryUI2002UI_eeUIZgZfaVgY 5.4 58

242 SmallVmoleculeIligandsIofImethylVlysineIbindingIproteinshIoptimizationIofIselectivityIforIzaMpTzaWI
JournalhofhMedicinalhChemistryUI2013UIcdUIeacfVeZ 8.3 57

241 MethyltransferaseIugoIregulatesITIcellIdifferentiationIduringImurineIintestinalIinflammationWI
JournalhofhClinicalhInvestigationUI2014UIZ_bUIZgbcVcc 15.9 57

240 öahuoicIacidIoIproducedIbyIaIStreptomycesIspWIisolatedIfromIaImarineIsedimentIisIaIselectiveI
SoMVcompetitiveIinhibitorIofItheIhistoneImethyltransferaseISsTrfWIOrganichLettersUI2013UIZcUIbZbVe 6.2 56

239 spigeneticIsiλöoIandIqhemicalIScreensIwdentifyISsTrfIwnhibitionIasIaITherapeuticIStrategyIforIpcaI
octivationIinIvighVλiskIöeuroblastomaWICancerhCellUI2017UIaZUIcYVda 24.3 54

238 qoordinationIofIstressIsignalsIbyItheIlysineImethyltransferaseISMYr_IpromotesIpancreaticIcancerWI
GeneshandhDevelopmentUI2016UIaYUIee_Vfc 12.6 54

237 λαλrZoIandIλαλrZpIareIhumanIλöoIpolymeraseIwwIqVterminalIdomainIscaffoldsIforISercI
dephosphorylationWINaturehStructuralhandhMolecularhBiologyUI2014UI_ZUIdfdVdgc 17.6 54

236 αreferentialIbindingIofIwtwZdIproteinItoIcruciformIstructureIandIsuperhelicalIröoWIBiochemicalhandh
BiophysicalhResearchhCommunicationsUI2012UIb__UIeZdV_Y 3.4 54

235 promoVdeazaVSovhIaIpotentIandIselectiveIr−TZzIinhibitorWIBioorganichandhMedicinalhChemistryUI
2013UI_ZUIZefeVZegb 3.4 54

234 TheIsolutionIstructuresIofIsscherichiaIcoliItrpIrepressorIandItrpIaporepressorIatIanIintermediateI
resolutionWIFEBShJournalUI1991UI_Y_UIcaVdd 54

233 zSrZVMediatedIspigeneticIλeprogrammingIrrivesIqsöαsIsxpressionIandIαrostateIqancerI
αrogressionWICancerhResearchUI2017UIeeUIcbegVcbgY 10.1 53

232 TαVYdbUIaIpotentIandIselectiveIsmallImoleculeIinhibitorIofIαλMTbIforImultipleImyelomaWIOncotarget
UI2018UIgUIZfbfYVZfbga 3.3 53

231 αervasiveIvay_eIocetylationIzeadsItoIsλVIsxpressionIandIaITherapeuticIVulnerabilityIinIvay_eMI
uliomasWICancerhCellUI2019UIacUIef_VegeWef 24.3 52

230 qbx_ItargetsIαλqZItoIconstitutiveIheterochromatinIinImouseIzygotesIinIaI
parentVofVoriginVdependentImannerWIMolecularhCellUI2015UIcfUIZceVeZ 17.6 52

229 WrλcISupportsIanIöVMycITranscriptionalIqomplexIThatIrrivesIaIαrotumorigenicIueneIsxpressionI
SignatureIinIöeuroblastomaWICancerhResearchUI2015UIecUIcZbaVcb 10.1 52

228
riscoveryIandIqharacterizationIofIaIvighlyIαotentIandISelectiveIominopyrazolineVpasedIinIVivoI
αrobeIQpoYVcgfRIforItheIαroteinIzysineIMethyltransferaseISMYr_WIJournalhofhMedicinalhChemistryUI
2016UIcgUIbcefVdYY

8.3 52

227 MYqIwnteractsIwithItheIugaIvistoneIMethyltransferaseItoIrriveITranscriptionalIλepressionIandI
TumorigenesisWICancerhCellUI2018UIabUIcegVcgcWef 24.3 52

(2018-2013)
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226 λoleIofIαirh_IinImediatingItheIregulationIofIpcaIandIcVMycWIPLoShGeneticsUI2011UIeUIeZYY_adY 6 51

225 ospartateIdehydrogenaseUIaInovelIenzymeIidentifiedIfromIstructuralIandIfunctionalIstudiesIofI
TMZdbaWIJournalhofhBiologicalhChemistryUI2003UI_efUIffYbVf 5.4 50

224 riscoveryIofIoVfgaUIoIöewIqellVoctiveIpenzoxazinoneIwnhibitorIofIzysineIMethyltransferaseISMYr_WI
ACShMedicinalhChemistryhLettersUI2015UIdUIdgcVeYY 4.3 49

223 TacklingIreproducibilityIinIacademicIpreclinicalIdrugIdiscoveryWINaturehReviewshDrughDiscoveryUI2015
UIZbUIeaaVb 64.1 49

222
StructureVpasedI−ptimizationIofIaISmallIMoleculeIontagonistIofItheIwnteractionIpetweenIWrI
λepeatVqontainingIαroteinIcIQWrλcRIandIMixedVzineageIzeukemiaIZIQMzzZRWIJournalhofhMedicinalh
ChemistryUI2016UIcgUI_befVgd

8.3 48

221 qrystalIstructureIofIdTrαVbVketoVdVdeoxyVrVhexuloseIaUcVepimeraseIfromIMethanobacteriumI
thermoautotrophicumIcomplexedIwithIdTrαWIJournalhofhBiologicalhChemistryUI2000UI_ecUI_bdYfVZ_ 5.4 48

220 StructureIofIaIconservedIdomainIcommonItoItheItranscriptionIfactorsITtwwSUIelonginIoUIandIqλSαeYWI
JournalhofhBiologicalhChemistryUI2000UI_ecUIaZ_ddVf 5.4 48

219 SecretionIandIcircularIdichroismIanalysisIofItheIqVterminalIsignalIpeptidesIofIvlyoIandIzktoWI
BiochemistryUI1995UIabUIbZgaV_YZ 3.2 48

218 ronatedIchemicalIprobesIforIopenIscienceWIELifeUI2018UIeUI 8.9 48

217 oIλadioactivityVpasedIossayIforIScreeningIvumanImdoVλöoIMethyltransferaseUIMsTTzaVMsTTzZbI
qomplexUIandIremethylaseIozypvcWIJournalhofhBiomolecularhScreeningUI2016UI_ZUI_gYVe 47

216 ontiVλoc_IautoantibodiesIfromIpatientsIwithISjˆ¶grenPsIsyndromeIinhibitItheIλoc_IsaIligaseIactivityI
byIblockingItheIsaXs_IinterfaceWIJournalhofhBiologicalhChemistryUI2011UI_fdUIadbefVgZ 5.4 47

215 oIglobalIassessmentIofIcancerIgenomicIalterationsIinIepigeneticImechanismsWIEpigeneticshandh
ChromatinUI2014UIeUI_g 5.8 46

214 piophysicalIcharacterizationIofIrecombinantIproteinshIaIkeyItoIhigherIstructuralIgenomicsIsuccessWI
JournalhofhStructuralhBiologyUI2010UIZe_UIZYeVZg 3.4 46

213
riscoveryIofIaIαotentUISelectiveUIandIqellVoctiveIrualIwnhibitorIofIαroteinIorginineI
MethyltransferaseIbIandIαroteinIorginineIMethyltransferaseIdWIJournalhofhMedicinalhChemistryUI2016
UIcgUIgZ_bVgZag

8.3 45

212 vistoneIrecognitionIbyIhumanImalignantIbrainItumorIdomainsWIJournalhofhMolecularhBiologyUI2012UI
b_aUIeY_VZf 6.5 45

211 qUzeIisIaInovelIantiapoptoticIoncogeneWICancerhResearchUI2007UIdeUIgdZdV__ 10.1 45

210 wdentificationIofIaIfragmentVlikeIsmallImoleculeIligandIforItheImethylVlysineIbindingIproteinUI
capαZWIACShChemicalhBiologyUI2015UIZYUIZYe_VfZ 4.9 44

209 oIchemicalItoolboxIforItheIstudyIofIbromodomainsIandIepigeneticIsignalingWINatureh
CommunicationsUI2019UIZYUIZgZc 17.4 43
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208 piochemicalIandIstructuralIcharacterizationIofIaInovelIfamilyIofIcystathionineIbetaVsynthaseI
domainIproteinsIfusedItoIaIZnIribbonVlikeIdomainWIJournalhofhMolecularhBiologyUI2008UIaecUIaYZVZc 6.5 43

207 qhemicalIshiftIchangesIprovideIevidenceIforIoverlappingIsingleVstrandedIröoVIandIXαoVbindingI
sitesIonItheIeYIkraIsubunitIofIhumanIreplicationIproteinIoWINucleichAcidshResearchUI2003UIaZUIbZedVfa 20.1 43

206 oIsurveyIofIproteinsIencodedIbyInonVsynonymousIsingleInucleotideIpolymorphismsIrevealsIaI
significantIfractionIwithIalteredIstabilityIandIactivityWIBiochemicalhJournalUI2009UIb_bUIZcV_d 3.8 42

205 YeastItranscriptIelongationIfactorIQTtwwSRUIstructureIandIfunctionWIwhIöMλIstructuralIanalysisIofItheI
minimalItranscriptionallyIactiveIregionWIJournalhofhBiologicalhChemistryUI1998UI_eaUI__cfgVgb 5.4 42

204 SolutionIöMλIinIstructuralIgenomicsWICurrenthOpinionhinhStructuralhBiologyUI2006UIZdUIdZZVe 8.1 41

203 uzUTZIinhibitionIblocksIgrowthIofIλpZVpositiveItripleInegativeIbreastIcancerWINatureh
CommunicationsUI2020UIZZUIb_Yc 17.4 41

202 oyTIdrivesIS−X_IoverexpressionIandIcancerIcellIstemnessIinIesophagealIcancerIbyIprotectingIS−X_I
fromIUpλcVmediatedIdegradationWIOncogeneUI2019UIafUIc_cYVc_db 9.2 40

201 αreclinicalItargetIvalidationIusingIpatientVderivedIcellsWINaturehReviewshDrughDiscoveryUI2015UIZbUIZbgVcY 64.1 40

200 TheIconservedIqαvIdomainsIofIquleIandIαoλqIareIproteinVproteinIinteractionImodulesIthatIbindI
theItetramerizationIdomainIofIpcaWIJournalhofhBiologicalhChemistryUI2007UI_f_UIZZaYYVe 5.4 40

199 StructureIandIfunctionIofItheIαWwImotifhIaInovelInucleicIacidVbindingIdomainIthatIfacilitatesI
preVmλöoIprocessingWIGeneshandhDevelopmentUI2003UIZeUIbdZVec 12.6 40

198 MetabolicIλegulationIofItheIspigenomeIrrivesIzethalIwnfantileIspendymomaWICellUI2020UIZfZUIZa_gVZabcWe_b56.2 40

197 SynthesisUI−ptimizationUIandIsvaluationIofIöovelISmallIMoleculesIasIontagonistsIofIWrλcVMzzI
wnteractionWIACShMedicinalhChemistryhLettersUI2013UIbUIacaVe 4.3 39

196 StructureVIandIfunctionVbasedIcharacterizationIofIaInewIphosphoglycolateIphosphataseIfromI
ThermoplasmaIacidophilumWIJournalhofhBiologicalhChemistryUI2004UI_egUIcZeV_d 5.4 39

195 vighVthroughputIproductionIofIprokaryoticImembraneIproteinsWIJournalhofhStructuralhandh
FunctionalhGenomicsUI2005UIdUIaaVcY 39

194 StructuralIbasisIofIs_V_cyXUppTZIinteractionIleadingItoIproteasomeIinhibitionIandIneurotoxicityWI
JournalhofhBiologicalhChemistryUI2010UI_fcUIadYeYVfY 5.4 38

193 reepItrefoilIknotIimplicatedIinIλöoIbindingIfoundIinIanIarchaebacterialIproteinWIProteins:hStructureth
FunctionhandhBioinformaticsUI2003UIcYUIZeeVfa 4.2 38

192 TheIweakIinterdomainIcouplingIobservedIinItheIeYIkraIsubunitIofIhumanIreplicationIproteinIoIisI
unaffectedIbyIssröoIbindingWINucleichAcidshResearchUI2001UI_gUIa_eYVd 20.1 38

191 MyxomaIvirusIimmunomodulatoryIproteinIMZcdλIisIaIstructuralImimicIofIeukaryoticItranslationI
initiationIfactorIewt_alphaWIJournalhofhMolecularhBiologyUI2002UIa__UIgbaVcb 6.5 38

(2002-2008)
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190 tluorescenceVbasedImethodsIforIscreeningIwritersIandIreadersIofIhistoneImethylImarksWIJournalhofh
BiomolecularhScreeningUI2012UIZeUIeZVfb 37

189 λefoldingIoutIofIguanidineIhydrochlorideIisIanIeffectiveIapproachIforIhighVthroughputIstructuralI
studiesIofIsmallIproteinsWIProteinhScienceUI2003UIZ_UI_YeaVfY 6.3 37

188 riscoveryIofIαeptidomimeticIzigandsIofIssrIasIollostericIwnhibitorsIofIαλq_WIACShCombinatorialh
ScienceUI2017UIZgUIZdZVZe_ 3.9 36

187 TheIstructuralIbasisIforImethylmalonicIaciduriaWITheIcrystalIstructureIofIarchaealIoTαhcobalaminI
adenosyltransferaseWIJournalhofhBiologicalhChemistryUI2004UI_egUI_adbdVca 5.4 36

186 TheIsolutionIstructureIofIbacteriophageIlambdaIproteinIWUIaIsmallImorphogeneticIproteinI
possessingIaInovelIfoldWIJournalhofhMolecularhBiologyUI2001UIaYfUIgVZb 6.5 36

185 riscoveryIofIαotentIandISelectiveIwnhibitorsIforIugaVzikeIαroteinIQuzαRIzysineIMethyltransferaseWI
JournalhofhMedicinalhChemistryUI2017UIdYUIZfedVZfgZ 8.3 35

184 oInovelIstrategyIforIöMλIresonanceIassignmentIandIproteinIstructureIdeterminationWIJournalhofh
BiomolecularhNMRUI2011UIbgUI_eVaf 3 35

183 turtherIinsightIintoIsubstrateIrecognitionIbyIUSαehIstructuralIandIbiochemicalIanalysisIofItheIvdmXI
andIvdm_IinteractionsIwithIUSαeWIJournalhofhMolecularhBiologyUI2010UIbY_UIf_cVae 6.5 35

182 TheIeffectIofIselectiveIdeuterationIonImagnetizationItransferIinIlargerIproteinsWIJournalhofh
BiomolecularhNMRUI1992UI_UIZfaVgb 3 35

181 αroteinIarginineImethylationhIfromIenigmaticIfunctionsItoItherapeuticItargetingWINaturehReviewsh
DrughDiscoveryUI2021UI_YUIcYgVcaY 64.1 35

180 spigeneticISwitchVwnducedIViralIMimicryIsvasionIinIqhemotherapyVλesistantIpreastIqancerWICancerh
DiscoveryUI2020UIZYUIZaZ_VZa_g 24.4 34

179 λingZpIcontainsIaIubiquitinVlikeIdockingImoduleIforIinteractionIwithIqbxIproteinsWIBiochemistryUI
2009UIbfUIZYcb_Vf 3.2 34

178 StructuralIgenomicsIandIdrugIdiscoveryhIallIinItheIfamilyWICurrenthOpinionhinhChemicalhBiologyUI2008UI
Z_UIa_Vg 9.7 34

177 SegmentalIdifferencesIinItheIstabilityIofItheItrpVrepressorIpeptideIbackboneWIJournalhofh
BiomolecularhNMRUI1991UIZUIabgVdZ 3 34

176 TargetingIhumanISsTZXMzzIfamilyIofIproteinsWIProteinhScienceUI2017UI_dUIdd_Vded 6.3 33

175 SequenceVspecificIrecognitionIofIaIαxzαxwXzImotifIbyIanIankyrinIrepeatItumblerIlockWIScienceh
SignalingUI2012UIcUIraag 8.8 33

174 SequenceIspecificIresonanceIassignmentIviaIMulticanonicalIMonteIqarloIsearchIusingIanIopoqUSI
approachWIJournalhofhBiomolecularhNMRUI2008UIbZUI_gVbZ 3 33

173 qooperativeIinteractionIbetweenItheIröoVbindingIdomainsIofIαUWZIandIwλtbWIJournalhofhMolecularh
BiologyUI1998UI_egUIZYecVfa 6.5 32
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172 riscoveryIofIaIαotentIandISelectiveIqoactivatorIossociatedIorginineIMethyltransferaseIZIQqoλMZRI
wnhibitorIbyIVirtualIScreeningWIJournalhofhMedicinalhChemistryUI2016UIcgUIdfafVbe 8.3 32

171 λevealingItheIproteinIpropionylationIactivityIofItheIhistoneIacetyltransferaseIM−tIQmalesIabsentI
onItheIfirstRWIJournalhofhBiologicalhChemistryUI2018UI_gaUIabZYVab_Y 5.4 31

170 yineticIcharacterizationIofIhumanIhistoneIvaIlysineIadImethyltransferasesUIoSvZzIandISsTr_WI
BiochimicahEthBiophysicahActahuhGeneralhSubjectsUI2015UIZfcYUIZfb_Vf 4 31

169 TheIsolutionIstructureIofItheIbacteriophageIlambdaIheadVtailIjoiningIproteinUIgptwwWIJournalhofh
MolecularhBiologyUI2002UIaZfUIZagcVbYb 6.5 31

168 pcaItranscriptionalIactivationIdomainhIaImolecularIchameleonmWICellhCycleUI2006UIcUIbfgVgb 4.7 30

167 onalysisIofIbindingIsiteIsimilarityUIsmallVmoleculeIsimilarityIandIexperimentalIbindingIprofilesIinItheI
humanIcytosolicIsulfotransferaseIfamilyWIBioinformaticsUI2007UI_aUIeZYbVg 7.2 30

166 TheIλötZdfIparalogIλötZdgIdefinesIaInewIclassIofIubiquitylatedIhistoneIreaderIinvolvedIinItheI
responseItoIröoIdamageWIELifeUI2017UIdUI 8.9 30

165 αrobingItheIepigenomeWINaturehChemicalhBiologyUI2015UIZZUIcb_Vc 11.7 29

164 αharmacologicalIinhibitionIofIαλMTeIlinksIarginineImonomethylationItoItheIcellularIstressI
responseWINaturehCommunicationsUI2020UIZZUI_agd 17.4 29

163 UbiquitinVspecificIproteaseIeIisIaIregulatorIofIubiquitinVconjugatingIenzymeIUbs_sZWIJournalhofh
BiologicalhChemistryUI2013UI_ffUIZdgecVZdgfc 5.4 29

162 StructuralIandIfunctionalIcomparisonIofItheIλwöuIdomainsIofItwoIpcaIsaIligasesUIMdm_IandIαirh_WI
JournalhofhBiologicalhChemistryUI2011UI_fdUIbegdVfYf 5.4 29

161 TargetingInonVbromodomainIchromatinIreadersWINaturehStructuralhandhMolecularhBiologyUI2019UI_dUIfdaVfdg17.6 28

160 riscoveryIofIaIαotentIqlassIwIαroteinIorginineIMethyltransferaseItragmentIwnhibitorWIJournalhofh
MedicinalhChemistryUI2016UIcgUIZZedVfa 8.3 28

159 öMλIassignmentsIforItheIaminoVterminalIresiduesIofItrpIrepressorIandItheirIroleIinIröoIbindingWI
BiochemistryUI1989UI_fUIafecVg 3.2 28

158 wdentificationIandIStructureVoctivityIλelationshipIofIvroqdIZincVtingerIUbiquitinIpindingIromainI
wnhibitorsWIJournalhofhMedicinalhChemistryUI2018UIdZUIbcZeVbc_e 8.3 27

157 ossignmentIofIZvQöRUIZcöUIZaqQalphaRUIZaq−IandIZaqQbetaRIresonancesIinIaIdeIkraIpcaIdimerIusingI
brVTλ−SYIöMλIspectroscopyWIJournalhofhBiomolecularhNMRUI2000UIZfUIZeaVd 3 27

156 StructuralIqharacterizationIofIwnteractionIbetweenIvumanIUbiquitinVspecificIαroteaseIeIandI
wmmediateVsarlyIαroteinIwqαYIofIverpesISimplexIVirusVZWIJournalhofhBiologicalhChemistryUI2015UI_gYUI__gYeVZf5.4 26

155 StructureVpasedIresignIofIaIqovalentIwnhibitorIofItheISsTIromainVqontainingIαroteinIfIQSsTrfRI
zysineIMethyltransferaseWIJournalhofhMedicinalhChemistryUI2016UIcgUIgffZVgffg 8.3 26

(2016-2016)
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154 tragmentVbasedIdiscoveryIofIaIchemicalIprobeIforItheIαWWαZIdomainIofIöSraWINaturehChemicalh
BiologyUI2019UIZcUIf__Vf_g 11.7 26

153 ZvQqRIandIZvQöRItotalIö−sIcorrelationsIinIaIsingleIarIöMλIexperimentWIZcöIandIZaqItimeVsharingI
inItZIandIt_IdimensionsIforIsimultaneousIdataIacquisitionWIJournalhofhBiomolecularhNMRUI2003UI_eUIZgaV_Ya3 26

152 orrestingIandIreleasingIStaphylococcalIalphaVhemolysinIatIintermediateIstagesIofIporeIformationI
byIengineeredIdisulfideIbondsWIProteinhScienceUI2003UIZ_UIggeVZYYd 6.3 26

151 StructureVbasedIfunctionalIclassificationIofIhypotheticalIproteinIMTvcafIfromIMethanobacteriumI
thermoautotrophicumWIJournalhofhMolecularhBiologyUI2000UIaY_UIZfgV_Ya 6.5 26

150 riscoveryIofIUbiquitinIreamidasesIinItheIαathogenicIorsenalIofIzegionellaIpneumophilaWICellh
ReportsUI2018UI_aUIcdfVcfa 10.6 25

149 StructureIofItheIarchaealItranslationIinitiationIfactorIawt_IbetaIfromIMethanobacteriumI
thermoautotrophicumhIimplicationsIforItranslationIinitiationWIProteinhScienceUI2004UIZaUIdcgVde 6.3 25

148 SolutionIstructureIofItheIyeastIubiquitinVlikeImodifierIproteinIvubZWIJournalhofhStructuralhandh
FunctionalhGenomicsUI2003UIbUI_cVaY 25

147 wdentificationIofIaInovelIarchaebacterialIthioredoxinhIdeterminationIofIfunctionIthroughIstructureWI
BiochemistryUI2002UIbZUIbedYVeY 3.2 25

146 SolutionIstructureIandIdynamicsIofIyeastIelonginIqIinIcomplexIwithIaIvonIvippelVzindauIpeptideWI
JournalhofhMolecularhBiologyUI2001UIaZ_UIZeeVfd 6.5 25

145
qonformationalIdynamicsIofItheITTrVαvrIhistoneIreaderImoduleIofItheIUvλtZIepigeneticI
regulatorIrevealsImultipleIhistoneVbindingIstatesUIallostericIregulationUIandIdruggabilityWIJournalhofh
BiologicalhChemistryUI2017UI_g_UI_YgbeV_Ygcg

5.4 23

144 StructureVoctivityIλelationshipIStudiesIforIsnhancerIofIZesteIvomologueI_IQsZv_RIandIsnhancerIofI
ZesteIvomologueIZIQsZvZRIwnhibitorsWIJournalhofhMedicinalhChemistryUI2016UIcgUIedZeVaa 8.3 23

143 αλMTcIinhibitionIdisruptsIsplicingIandIstemnessIinIglioblastomaWINaturehCommunicationsUI2021UIZ_UIgeg 17.4 23

142 StructuralIbasisIofIvMqsSIinteractionsIwithIabasicIröoIandImultivalentIsubstrateIrecognitionWI
NaturehStructuralhandhMolecularhBiologyUI2019UI_dUIdYeVdZ_ 17.6 22

141 TheIstructureVactivityIrelationshipsIofIzaMpTzaIinhibitorshIflexibilityIofItheIdimerIinterfaceWI
MedChemCommUI2013UIbUIZcYZVZcYe 5 22

140 öMλIofIlargeIQslI_cIkraRIproteinsIandIproteinIcomplexesWIProgresshinhNuclearhMagnetichResonanceh
SpectroscopyUI1998UIa_UI_eeV_fd 10.4 22

139
öMλIstructureIdeterminationIandIstructureVbasedIfunctionalIcharacterizationIofIconservedI
hypotheticalIproteinIMTvZZecIfromIMethanobacteriumIthermoautotrophicumWIJournalhofh
StructuralhandhFunctionalhGenomicsUI2000UIZUIZcV_c

22

138 TargetingIbivalencyIdeVrepressesIwndianIvedgehogIandIinhibitsIselfVrenewalIofIcolorectalI
cancerVinitiatingIcellsWINaturehCommunicationsUI2019UIZYUIZbad 17.4 21

137 TheIsecondIroundIofIqriticalIossessmentIofIoutomatedIStructureIreterminationIofIαroteinsIbyI
öMλhIqoSrVöMλV_YZaWIJournalhofhBiomolecularhNMRUI2015UId_UIbZaV_b 3 21
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136 oIpasicIαostVSsTIsxtensionIofIöSrsIwsIsssentialIforIöucleosomeIpindingIwnIVitroWIJournalhofh
BiomolecularhScreeningUI2014UIZgUIg_fVac 21

135 SolutionIöMλIstructureIandIhistoneIbindingIofItheIαvrIdomainIofIhumanIMzzcWIPLoShONEUI2013UIfUIeeeY_Y3.7 21

134 βuantitativeIhydroxylIradicalIfootprintingIrevealsIcooperativeIinteractionsIbetweenIröoVbindingI
subdomainsIofIαUWZIandIwλtbWIBiochemistryUI1998UIaeUIgfY_VZZ 3.2 21

133 StructureIandIfunctionIofIdioxygenasesIinIhistoneIdemethylationIandIröoXλöoIdemethylationWI
IUCrJUI2014UIZUIcbYVg 4.7 21

132 orginineImethylationIofIt−XαaIisIcrucialIforItheIsuppressiveIfunctionIofIregulatoryITIcellsWIJournalh
ofhAutoimmunityUI2019UIgeUIZYV_Z 15.5 21

131 MammaryImolecularIportraitsIrevealIlineageVspecificIfeaturesIandIprogenitorIcellIvulnerabilitiesWI
JournalhofhCellhBiologyUI2018UI_ZeUI_gcZV_geb 7.3 20

130 −ptimizingIαroductionIofIontigensIandItabsIinItheIqontextIofIueneratingIλecombinantIontibodiesI
toIvumanIαroteinsWIPLoShONEUI2015UIZYUIeYZagdgc 3.7 20

129
βuantitativeIdeterminationIofIconformationalUIdynamicUIandIkineticIparametersIofIaI
ligandVproteinXröoIcomplexIfromIaIcompleteIrelaxationIandIconformationalIexchangeImatrixI
analysisIofIintermolecularItransferredIö−sSYWIBiochemistryUI1997UIadUIc_gaVg

3.2 20

128 StructuralIanalysisIandIcomparisonIofItheIqVterminalItransportIsignalIdomainsIofIhemolysinIoIandI
leukotoxinIoWIFEBShLettersUI1995UIaddUIZVc 3.8 20

127
oIcorrelationIbetweenIWbetaWVhydrogenIisotopeIeffectsIonIcarbonVZaIöMλIchemicalIshiftsIinI
unsaturatedIsystemsIandItheIstrengthIofIhyperconjugativeIinteractionsWIJournalhofhthehAmericanh
ChemicalhSocietyUI1986UIZYfUIegZfVeg_Y

16.4 20

126 sarlyVlifeIantibioticItreatmentIenhancesItheIpathogenicityIofIqrbITIcellsIduringIintestinalI
inflammationWIJournalhofhLeukocytehBiologyUI2017UIZYZUIfgaVgYY 6.5 19

125 oIqhemicalIαrobeIforITudorIromainIαroteinISpindlinZItoIwnvestigateIqhromatinItunctionWIJournalhofh
MedicinalhChemistryUI2019UId_UIgYYfVgY_c 8.3 19

124 TheIZwαcIectodomainIcoVlocalizesIwithIαrαIandImayIacquireIaIαrαVlikeIfoldIthatIassemblesIintoIaI
dimerWIPLoShONEUI2013UIfUIee_bbd 3.7 19
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