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Terminal differentiation of bone marrow NK cells and increased circulation of TIGIT<sup>+</sup> NK
cells may be related to poor outcome in acute myeloid leukemia. Asia-Pacific Journal of Clinical
Oncology, 2022, 18, 456-464.

Increased <scp>TOX</[scp> expression concurrent with <scp>PD</scp>a€d, Tim&€s, and <scp>CD244</[scp>
expression in T cells from patients with acute myeloid leukemia. Cytometry Part B - Clinical Cytometry, 1.5 10
2022, 102, 143-152.

Correlation of the transcription factors <i>IRF4<[i> and <i>BACH2<[i> with the abnormal
<i>NFATC1<[i> expression in T cells from chronic myeloid leukemia patients. Hematology, 2022, 27,
523-529.

Characterization of KIRA+a€%oNKG2AA+a€%0Eomesa™ NKa€kike CD8+ TAcells and their decline with age in healthy,
individuals. Cytometry Part B - Clinical Cytometry, 2021, 100, 467-475. )

PD-1 and TIGIT Are Highly Co-Expressed on CD8+ T Cells in AML Patient Bone Marrow. Frontiers in
Oncology, 2021, 11, 686156.

Singled€Cell RNA3€Seq of T Cells in B&€ALL Patients Reveals an Exhausted Subset with Remarkable 119 04
Heterogeneity. Advanced Science, 2021, 8, e2101447. :

Higher TOX Genes Expression Is Associated With Poor Overall Survival for Patients With Acute
Myeloid Leukemia. Frontiers in Oncology, 2021, 11, 740642.

Higher frequency of the CTLAd€4<sup>+<[sup>LAGa€3 <sup>+</sup> Té€eell subset in patients with newly
diagnosed acute myeloid leukemia. Asia-Pacific Journal of Clinical Oncology, 2020, 16, e12-e18.

Increased Expression of TIGIT/CD57 in Peripheral Blood/Bone Marrow NK Cells in Patients with
Chronic Myeloid Leukemia. BioMed Research International, 2020, 2020, 1-8.

Age-Related Immune Profile of the T Cell Receptor Repertoire, Thymic Recent Output Function, and 19 10
miRNAs. BioMed Research International, 2020, 2020, 1-13. )

Identification of TCR Vi211-2-Di214i21-1 T cell clone specific for WT1 peptides using high-throughput TCRI2 gene
sequencing. Biomarker Research, 2019, 7, 12.

Age related human T cell subset evolution and senescence. Immunity and Ageing, 2019, 16, 24. 4.2 133
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