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32 Testis-Specific Histone Variant H3t Gene Is Essential for Entry into Spermatogenesis. Cell Reports, 2017,
18, 593-600. 2.9 82

33 KAT7/HBO1/MYST2 Regulates CENP-A Chromatin Assembly by Antagonizing Suv39h1-Mediated Centromere
Inactivation. Developmental Cell, 2016, 37, 413-427. 3.1 78

34 Stable correction of a genetic deficiency in human cells by an episome carrying a 115 kb genomic
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35 A novel histone exchange factor, protein phosphatase 2CÎ³, mediates the exchange and
dephosphorylation of H2Aâ€“H2B. Journal of Cell Biology, 2006, 175, 389-400. 2.3 76
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invasive activity. Breast Cancer Research, 2014, 16, R66. 2.2 75
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40 Robust H/sup âˆž/-output feedback control of decoupled automobile active suspension systems. IEEE
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53 Epigenetics of eu- and heterochromatin in inverted and conventional nuclei from mouse retina.
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