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polymerasesGofGanGancientGlineageWGJournalgofgMoleculargBiologyUG2002UGa]bUGbeVd] 6.5 171
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proteinsGinvolvedGinGpositiveGstrandGRαoGviralGreplicationWGJournalgofgMoleculargEvolutionUG1989UG]fUG]cdVdf3.1 170

144 TheGcrystalGstructuresGofGqhikungunyaGandGVenezuelanGequineGencephalitisGvirusGnsPaGmacroG
domainsGdefineGaGconservedGadenosineGbindingGpocketWGJournalgofgVirologyUG2009UGfaUGdcabVbc 6.6 155

143 oGconservedGαTPVmotifGinGputativeGhelicasesWGNatureUG1988UGaaaUG]] 50.4 155

142 oGnonVcanonicalGlonGproteinaseGlackingGtheGoTPaseGdomainGemploysGtheGserVzysGcatalyticGdyadGtoG
exerciseGbroadGcontrolGoverGtheGlifeGcycleGofGaGdoubleVstrandedGRαoGvirusWGEMBOgJournalUG2000UG[gUG[[bV]a13 153
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90
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87 sncephalomyocarditisGvirusVspecificGpolypeptideGp]]GisGinvolvedGinGtheGprocessingGofGtheGviralG
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85 TowardGgeneticsVbasedGvirusGtaxonomyhGcomparativeGanalysisGofGaGgeneticsVbasedGclassificationGandG
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75 WhatGweGknowGbutGdoGnotGunderstandGaboutGnidovirusGhelicasesWGVirusgResearchUG2015UG]Z]UG[]Va] 6.4 39

74 svidenceGforGfunctionalGproteinGinteractionsGrequiredGforGpoliovirusGRαoGreplicationWGJournalgofg
VirologyUG2006UGfZUGca]eVae 6.6 39

73
qoronavirusGreplicationVtranscriptionGcomplexhGVitalGandGselectiveGα–PylationGofGaGconservedGsiteGinG
nspgGbyGtheGαiRoαVRdRpGsubunitWGProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedg
StatesgofgAmericaUG2021UG[[fUG

11.5 39

72 PracticalGapplicationGofGbioinformaticsGbyGtheGmultidisciplinaryGVwZwsRGconsortiumWGAntiviralgResearch
UG2010UGfeUGgcV[[Z 10.8 38

71
StructuralGbasisGforGtheGregulatoryGfunctionGofGaGcomplexGzincVbindingGdomainGinGaGreplicativeG
arterivirusGhelicaseGresemblingGaGnonsenseVmediatedGmRαoGdecayGhelicaseWGNucleicgAcidsgResearchUG
2014UGb]UGabdbVee

20.1 37

70 TestingGtheGmodularityGofGtheGαVterminalGamphipathicGhelixGconservedGinGpicornavirusG]qGproteinsG
andGhepatitisGqGαScoGproteinWGVirologyUG2006UGabbUGbcaVde 3.6 37

69 PermutationGofGtheGactiveGsiteGofGputativeGRαoVdependentGRαoGpolymeraseGinGaGnewlyGidentifiedG
speciesGofGplantGalphaVlikeGvirusWGVirologyUG2009UGagbUG[Ve 3.6 36

68 βrganVspecificGattenuationGofGmurineGhepatitisGvirusGstrainGocgGbyGreplacementGofGcatalyticGresiduesG
inGtheGputativeGviralGcyclicGphosphodiesteraseGns]WGJournalgofgVirologyUG2009UGfaUGaebaVca 6.6 35

67 qrystalGstructuresGofGtheGXVdomainsGofGaGuroupV[GandGaGuroupVaGcoronavirusGrevealGthatG
orPVriboseVbindingGmayGnotGbeGaGconservedGpropertyWGProteingScienceUG2009UG[fUGdV[d 6.3 33

66 sncephalomyocarditisGvirusVspecificGpolypeptideGp]]GpossessingGaGproteolyticGactivityhGpreliminaryG
mappingGonGtheGviralGgenomeWGFEBSgLettersUG1979UG[ZfUGdVg 3.8 32

65 pirnavirusGRαoGpolymeraseGisGrelatedGtoGpolymerasesGofGpositiveGstrandGRαoGvirusesWGNucleicgAcidsg
ResearchUG1988UG[dUGeeac 20.1 31

64 svolutionGofGRαoGgenomeshGdoesGtheGhighGmutationGrateGnecessitateGhighGrateGofGevolutionGofGviralG
proteinsmWGJournalgofgMoleculargEvolutionUG1989UG]fUGc]bVe 3.1 26

63 βneGmoreGconservedGsequenceGmotifGinGhelicasesWGNucleicgAcidsgResearchUG1988UG[dUGeeab 20.1 26
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62
suprosternaGelaeasaGvirusGgenomeGsequenceGandGevolutionGofGtheGTetraviridaeGfamilyhGemergenceG
ofGbipartiteGgenomesGandGconservationGofGtheGVPgGsignalGwithGtheGdsRαoGpirnaviridaeGfamilyWG
VirologyUG2010UGageUG[bcVcb

3.6 24

61 αidoviralesG2008UGb[gVbaZ 24

60 TheGsuropeanGVirusGorchiveGgoesGglobalhGoGgrowingGresourceGforGresearchWGAntiviralgResearchUG2018UG
[cfUG[]eV[ab 10.8 23

59 ueneticsVbasedGclassificationGofGfilovirusesGcallsGforGexpandedGsamplingGofGgenomicGsequencesWG
VirusesUG2012UGbUG[b]cVae 6.2 21

58 TheGIpridgeIGinGtheGspsteinVparrGvirusGalkalineGexonucleaseGproteinGpuztcGcontributesGtoGshutoffG
activityGduringGproductiveGinfectionWGJournalgofgVirologyUG2012UGfdUGg[ecVfe 6.6 21

57
RelatedGdomainsGinGyeastGtRαoGligaseUGbacteriophageGTbGpolynucleotideGkinaseGandGRαoGligaseUGandG
mammalianGmyelinG]OUaOVcyclicGnucleotideGphosphohydrolaseGrevealedGbyGaminoGacidGsequenceG
comparisonWGFEBSgLettersUG1990UG]dfUG]a[Vb

3.8 21

56 romainGβrganizationGandGsvolutionGofGtheGvighlyGrivergentGcOGqodingGRegionGofGuenomesGofG
orterivirusesUGwncludingGtheGαovelGPossumGαidovirusWGJournalgofgVirologyUG2017UGg[UG 6.6 19

55 TheGVwZwsRGprojecthGpreparednessGagainstGpathogenicGRαoGvirusesWGAntiviralgResearchUG2008UGefUGaeVbd 10.8 19

54 StructureGofGtheGqVterminalGdomainGofGnspbGfromGfelineGcoronavirusWGActagCrystallographicagSectiong
D:gBiologicalgCrystallographyUG2009UGdcUGfagVbd 18

53 –utagenesisGanalysisGofGtheGnspbGmainGproteinaseGrevealsGdeterminantsGofGarterivirusGreplicaseG
polyproteinGautoprocessingWGJournalgofgVirologyUG2006UGfZUGab]fVae 6.6 18

52 onGinsectGpicornavirusGmayGhaveGgenomeGorganizationGsimilarGtoGthatGofGcalicivirusesWGFEBSgLettersUG
1992UG]geUGf[Vd 3.8 18

51 qloningGandGsequenceGanalysisGofGcrαoGforGaGhumanGhomologGofGeubacterialGoTPVdependentGzonG
proteasesWGFEBSgLettersUG1994UGabZUG]cVf 3.8 17

50 wdentificationGofGtoleratedGinsertionGsitesGinGpoliovirusGnonVstructuralGproteinsWGVirologyUG2011UGbZgUG[V[[ 3.6 16

49 StructuralGbasisGforGantiviralGinhibitionGofGtheGmainGproteaseUGaqUGfromGhumanGenterovirusGgaWG
JournalgofgVirologyUG2011UGfcUG[ZedbVea 6.6 16

48
–utationsGinGsncephalomyocarditisGVirusGaoGProteinGUncoupleGtheGrependencyGofGuenomeG
ReplicationGonGvostGtactorsGPhosphatidylinositolGbVyinaseGwww˛–GandGβxysterolVpindingGProteinWG
MSphereUG2016UG[UG

5 16

47 StructureGofGtheGXGPorRPRGdomainGofGnspaGfromGfelineGcoronavirusWGActagCrystallographicagSectiongD:g
BiologicalgCrystallographyUG2009UGdcUG[]g]VaZZ 15

46 qonstructionGofGtheGfullGlocalGsimilarityGmapGforGtwoGbiopolymersWGBioSystemsUG1993UGaZUGceVda 1.9 15

45 qonflictingGandGambiguousGnamesGofGoverlappingGβRtsGinGtheGSoRSVqoVV]GgenomehGoG
homologyVbasedGresolutionWGVirologyUG2021UGccfUG[bcV[c[ 3.6 15

(2021-2010)
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44 ProteolyticGactivityGofGtheGnonstructuralGpolypeptideGp]]GofGencephalomyocarditisGvirusWG
BiochemicalgandgBiophysicalgResearchgCommunicationsUG1981UGgfUGgc]VdZ 3.4 14

43 RαoVbindingGpropertiesGofGnonstructuralGpolypeptideGuGofGencephalomyocarditisGvirusWGVirologyUG
1978UGffUG[faVc 3.6 13

42 oGnidovirusGperspectiveGonGSoRSVqoVV]WGBiochemicalgandgBiophysicalgResearchgCommunicationsUG2021
UGcafUG]bVab 3.4 13

41 αoGnovelGcoronavirusesGidentifiedGinGaGlargeGcollectionGofGhumanGnasopharyngealGspecimensGusingG
familyVwideGqβrsvβPVbasedGprimersWGArchivesgofgVirologyUG2013UG[cfUG]c[Vc 2.6 12

40 resignGandGvalidationGofGconsensusVdegenerateGhybridGoligonucleotideGprimersGforGbroadGandG
sensitiveGdetectionGofGcoronaVGandGtorovirusesWGJournalgofgVirologicalgMethodsUG2011UG[eeUG[ebVfa 2.6 12

39 TheG]qGputativeGhelicaseGofGechovirusGaZGadoptsGaGhexamericGringVshapedGstructureWGActag
CrystallographicagSectiongD:gBiologicalgCrystallographyUG2010UGddUG[[[dV]Z 12

38 tunctionalGcharacterizationGofGtheGcleavageGspecificityGofGtheGsapovirusGchymotrypsinVlikeGproteaseWG
JournalgofgVirologyUG2008UGf]UGfZfcVga 6.6 12

37 sxpressionUGpurificationUGandGinGvitroGactivityGofGanGarterivirusGmainGproteinaseWGVirusgResearchUG2006UG
[]ZUGgeV[Zd 6.4 12

36 βriginGofGRαoGviralGgenomesiGapproachingGtheGproblemGbyGcomparativeGsequenceGanalysisG1995UGbgVdd 12

35 wqTVGVirusGTaxonomyGProfilehG]Z][WGJournalgofgGeneralgVirologyUG2021UG[Z]UG 4.9 12

34 TaleGofGtwoGserinesWGNatureUG1989UGaafUGbdeVf 50.4 11

33 TwoGearlyGgenesGofGbacteriophageGTcGencodeGproteinsGcontainingGanGαTPVbindingGsequenceGmotifG
andGprobablyGinvolvedGinGrαoGreplicationUGrecombinationGandGrepairWGFEBSgLettersUG1989UG]c]UGbeVc] 3.8 11

32
orterivirusGnsp[]GversusGtheGcoronavirusGnsp[dG]OVβVmethyltransferasehGcomparisonGofGtheG
qVterminalGcleavageGproductsGofGtwoGnidovirusGpp[abGpolyproteinsWGJournalgofgGeneralgVirologyUG
2015UGgdUG]dbaV]dcc

4.9 11

31
wnterspecificGadaptationGbyGbinaryGchoiceGatGdeGnovoGpolyomavirusGTGantigenGsiteGthroughG
acceleratedGcodonVconstrainedGValVolaGtogglingGwithinGanGintrinsicallyGdisorderedGregionWGNucleicg
AcidsgResearchUG2015UGbaUGbfZZV[a

20.1 10

30 svidenceGforGfunctionalGsignificanceGofGtheGpermutedGqGmotifGinGqo]TVstimulatedGRαoVdependentG
RαoGpolymeraseGofGinfectiousGbursalGdiseaseGvirusWGJournalgofgGeneralgVirologyUG2007UGffUG]f]bV]faa 4.9 10

29 wncreasingGtheGnumberGofGavailableGranksGinGvirusGtaxonomyGfromGfiveGtoGtenGandGadoptingGtheG
paltimoreGclassesGasGtaxaGatGtheGbasalGrankWGArchivesgofgVirologyUG2018UG[daUG]gaaV]gad 2.6 9

28 zimitedGvariationGduringGcirculationGofGaGpolyomavirusGinGtheGhumanGpopulationGinvolvesGtheG
qβqβVVoGtogglingGsiteGofG–iddleGandGolternativeGTVantigenPsRWGVirologyUG2016UGbfeUG[]gVbZ 3.6 8

27 orterivirusGRαoVdependentGRαoGpolymerasehGVitalGenzymaticGactivityGremainsGelusiveWGVirologyUG
2016UGbfeUGdfVeb 3.6 8
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26 αeV–ethylationGofGtheGqoronavirusGRαoGqapGwsGRequiredGforG–aximalGVirulenceGbyGPreventingG
wnnateGwmmuneGRecognitionWWGMBioUG2022UGeZadd]][ 7.8 8

25 orPVriboseV[IVphosphataseGactivitiesGofGtheGhumanGcoronavirusG]]gsGandGSoRSGcoronavirusGXG
domainsWGAdvancesgingExperimentalgMedicinegandgBiologyUG2006UGcf[UGgaVd 3.6 8

24 ScienceUGnotGspeculationUGisGessentialGtoGdetermineGhowGSoRSVqoVV]GreachedGhumansWGLancetvgTheUG
2021UGagfUG]ZgV][[ 40 7

23 PhylogenyGofGVirusesGmG2017UG 6

22 SαorhGSequenceGαameGonnotationVbasedGresignerWGBMCgBioinformaticsUG2009UG[ZUG]c[ 3.6 6

21 StructuralGbasisGforGcatalysisGandGsubstrateGspecificityGofGaGaqVlikeGcysteineGproteaseGfromGaG
mosquitoGmesonivirusWGVirologyUG2019UGcaaUG][Vaa 3.6 5

20 uenomicsGandGsvolutionGofGtheGαidovirales[cV]f 5

19 RecognizingGspeciesGasGaGnewGfocusGofGvirusGresearchWGPLoSgPathogensUG2021UG[eUGe[ZZga[f 7.6 5

18 wnsertionGofGshortGhepatitisGvirusGoGaminoGacidGsequencesGintoGpoliovirusGantigenicGdeterminantsG
resultsGinGviableGprogenyWGFEBSgLettersUG1989UG]ceUGacbVd 3.8 4

17
PqRGassaysGforGdetectionGofGhumanGastroviruseshGwnGsilicoGevaluationGandGdesignUGandGinGvitroG
applicationGtoGsamplesGcollectedGfromGpatientsGinGtheGαetherlandsWGJournalgofgClinicalgVirologyUG2018UG
[ZfUGfaVfg

14.5 4

16 TaxonomyGofGVirusesG2019UG 3

15
sditorialG[votGTopichGWorkshopGonGtheGrefinitionGofGProteinGromainsGandGtheirGzikelihoodGofG
qrystallizationGPuuestGsditorshGβlivieroGqarugoUGyristinaGrjinovicUGSashaGuorbalenyaGandGPaulG
TuckerR]WGCurrentgProteingandgPeptidegScienceUG2007UGfUG[[gV[]Z

2.8 2

14 zo–PoUGzorgeG–ultidomainGProteinGonnotatorUGandGitsGapplicationGtoGRαoGvirusGpolyproteinsWG
BioinformaticsUG2020UGadUG]ea[V]eag 7.2 2

13 oGplanarianGnidovirusGexpandsGtheGlimitsGofGRαoGgenomeGsize 2

12 pioinformaticsGofGvirusGtaxonomyhGfoundationsGandGtoolsGforGdevelopingGsequenceVbasedG
hierarchicalGclassificationWGCurrentgOpiniongingVirologyUG2021UGc]UGbfVcd 7.5 1

11 orterivirusGPapainVlikeGProteinaseG[˛–G2013UG][ggV]]Zb 1

10 orterivirusGPapainVlikeGProteinaseG[˛†G2013UG]]ZcV]][Z 1

9 orterivirusGnsp]GqysteineGProteinaseG2013UG]][ZV]][c 1

(2013-2022)
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8 TranslatingGgenomicGexplorationGofGtheGfamilyGintoGconfidentGhumanGpolyomavirusGdetectionWWG
IScienceUG2022UG]cUG[Zad[a 6.1 0

7 snvelopedUGPositiveVStrandGRαoGVirusesGPαidoviralesRG2008UG]cdV]dd 0

6 uenomeVwideGdiversityGofGZikaGvirushGsxploringGspatioVtemporalGdynamicsGtoGguideGaGnewG
nomenclatureGproposalWWGVirusgEvolutionUG2022UGfUGveacZ]g 3.7 0

5 vowGtoGrecogniseGandGdealGwithGdubiousGvirusGsequencesmWGInfectionvgGeneticsgandgEvolutionUG2020UG
f[UG[Zb]b] 4.5

4 βriginGandGsvolutionGofGtheGPicornaviridaeGProteomeG2014UG]caV]eZ

3 pirnavirusGVPbGProcessingGsndopeptidaseG2013UGac[eVac]a

2 orterivirusGSerineGsndopeptidaseG2013UGa[aeVa[b[

1 PhylogenyGofGVirusesG2021UG[[dV[]a
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