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246 HundredsKofKvariantsKclusteredKinKgenomicKlociKandKbiologicalKpathwaysKaffectKhumanKheightaK
NatureXK2010XKgijXKkfeYk 50.4 1514

245 wefiningKtheKroleKofKcommonKvariationKinKtheKgenomicKandKbiologicalKarchitectureKofKadultKhumanK
heightaKNaturebGeneticsXK2014XKgiXKddjfYki 36.3 1339

244 UpdatedKcomprehensiveKphylogeneticKtreeKofKglobalKhumanKmitochondrialKwütKvariationaKHumanb
MutationXK2009XKfcXKxfkiYlg 4.7 1276

243 xvaluationKofKYYchromosomalKSTRsmKaKmulticenterKstudyaKInternationalbJournalbofbLegalbMedicineXK
1997XKddcXKdehYffXKdgdYl 3.1 552

242 YYchromosomalKdiversityKinKxuropeKisKclinalKandKinfluencedKprimarilyKbyKgeographyXKratherKthanKbyK
languageaKAmericanbJournalbofbHumanbGeneticsXK2000XKijXKdheiYgf 11 471

241 wenisovaKadmixtureKandKtheKfirstKmodernKhumanKdispersalsKintoKSoutheastKtsiaKandKOceaniaaK
AmericanbJournalbofbHumanbGeneticsXK2011XKklXKhdiYek 11 390

240 vorrelationKbetweenKgeneticKandKgeographicKstructureKinKxuropeaKCurrentbBiologyXK2008XKdkXKdegdYk 6.3 382

239
wütKvommissionKofKtheK’nternationalKSocietyKofKyorensicKzeneticsKT’SyzUmKanKupdateKofKtheK
recommendationsKonKtheKuseKofKYYSTRsKinKforensicKanalysisaKForensicbSciencebInternationalXK2006XK
dhjXKdkjYlj

2.6 326

238 TheKeffectiveKmutationKrateKatKYKchromosomeKshortKtandemKrepeatsXKwithKapplicationKtoKhumanK
populationYdivergenceKtimeaKAmericanbJournalbofbHumanbGeneticsXK2004XKjgXKhcYid 11 320

237 ’mprovingKhumanKforensicsKthroughKadvancesKinKgeneticsXKgenomicsKandKmolecularKbiologyaKNatureb
ReviewsbGeneticsXK2011XKdeXKdjlYle 30.1 305

236
vharacteristicsKandKfrequencyKofKgermlineKmutationsKatKmicrosatelliteKlociKfromKtheKhumanKYK
chromosomeXKasKrevealedKbyKdirectKobservationKinKfatherbsonKpairsaKAmericanbJournalbofbHumanb
GeneticsXK2000XKiiXKdhkcYk

11 293

235 TheKH’risPlexKsystemKforKsimultaneousKpredictionKofKhairKandKeyeKcolourKfromKwütaKForensicbScienceb
International:bGeneticsXK2013XKjXKlkYddh 4.3 289

234 xffectKofKsleepKdeprivationKonKtheKhumanKmetabolomeaKProceedingsbofbthebNationalbAcademybofb
SciencesbofbthebUnitedbStatesbofbAmericaXK2014XKdddXKdcjidYi 11.5 284

233 MutabilityKofKYYchromosomalKmicrosatellitesmKratesXKcharacteristicsXKmolecularKbasesXKandKforensicK
implicationsaKAmericanbJournalbofbHumanbGeneticsXK2010XKkjXKfgdYhf 11 268

232 MicroRütKmarkersKforKforensicKbodyKfluidKidentificationKobtainedKfromKmicroarrayKscreeningKandK
quantitativeKRTYPvRKconfirmationaKInternationalbJournalbofbLegalbMedicineXK2010XKdegXKedjYei 3.1 244

231 vhromosomeKYKmicrosatellitesmKpopulationKgeneticKandKevolutionaryKaspectsaKInternationalbJournalb
ofbLegalbMedicineXK1997XKddcXKdfgYgl 3.1 234

230 ’risPlexmKaKsensitiveKwütKtoolKforKaccurateKpredictionKofKblueKandKbrownKeyeKcolourKinKtheKabsenceKofK
ancestryKinformationaKForensicbSciencebInternational:bGeneticsXK2011XKhXKdjcYkc 4.3 221
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229 yorensicKwütKPhenotypingmKPredictingKhumanKappearanceKfromKcrimeKsceneKmaterialKforK
investigativeKpurposesaKForensicbSciencebInternational:bGeneticsXK2015XKdkXKffYgk 4.3 203

228 MelanesianKandKtsianKoriginsKofKPolynesiansmKmtwütKandKYKchromosomeKgradientsKacrossKtheK
PacificaKMolecularbBiologybandbEvolutionXK2006XKefXKeefgYgg 8.3 195

227 tKgenomeYwideKassociationKstudyKidentifiesKfiveKlociKinfluencingKfacialKmorphologyKinKxuropeansaK
PLoSbGeneticsXK2012XKkXKedccelfe 6 194

226 xyeKcolorKandKtheKpredictionKofKcomplexKphenotypesKfromKgenotypesaKCurrentbBiologyXK2009XKdlXKRdleYf 6.3 190

225 HxRveKrsdeldfkfeKmodulatesKhumanKpigmentationKbyKattenuatingKchromatinYloopKformationK
betweenKaKlongYrangeKenhancerKandKtheKOvteKpromoteraKGenomebResearchXK2012XKeeXKggiYhh 9.7 186

224 ThreeKgenomeYwideKassociationKstudiesKandKaKlinkageKanalysisKidentifyKHxRveKasKaKhumanKirisKcolorK
geneaKAmericanbJournalbofbHumanbGeneticsXK2008XKkeXKgddYef 11 183

223 OnlineKreferenceKdatabaseKofKxuropeanKYYchromosomalKshortKtandemKrepeatKTSTRUKhaplotypesaK
ForensicbSciencebInternationalXK2001XKddkXKdciYdf 2.6 177

222 tKcomprehensiveKsurveyKofKhumanKYYchromosomalKmicrosatellitesaKAmericanbJournalbofbHumanb
GeneticsXK2004XKjgXKddkfYlj 11 174

221 tKnewKfutureKofKforensicKYYchromosomeKanalysismKrapidlyKmutatingKYYSTRsKforKdifferentiatingKmaleK
relativesKandKpaternalKlineagesaKForensicbSciencebInternational:bGeneticsXK2012XKiXKeckYdk 4.3 170

220 SignaturesKofKpositiveKselectionKinKgenesKassociatedKwithKhumanKskinKpigmentationKasKrevealedK
fromKanalysesKofKsingleKnucleotideKpolymorphismsaKAnnalsbofbHumanbGeneticsXK2007XKjdXKfhgYil 2.2 169

219 tnKextensiveKanalysisKofKYYchromosomalKmicrosatelliteKhaplotypesKinKgloballyKdispersedKhumanK
populationsaKAmericanbJournalbofbHumanbGeneticsXK2001XKikXKllcYdcdk 11 167

218 zeneticKrelationshipsKofKtsiansKandKüorthernKxuropeansXKrevealedKbyKYYchromosomalKwütKanalysisaK
AmericanbJournalbofbHumanbGeneticsXK1997XKicXKddjgYkf 11 164

217 yorensicKuseKofKYYchromosomeKwütmKaKgeneralKoverviewaKHumanbGeneticsXK2017XKdfiXKiedYifh 6.3 161

216
wirectKevidenceKforKpositiveKselectionKofKskinXKhairXKandKeyeKpigmentationKinKxuropeansKduringKtheK
lastKhXcccKyaKProceedingsbofbthebNationalbAcademybofbSciencesbofbthebUnitedbStatesbofbAmericaXK2014XK
dddXKgkfeYj

11.5 160

215 wütYbasedKpredictionKofKhumanKexternallyKvisibleKcharacteristicsKinKforensicsmKmotivationsXK
scientificKchallengesXKandKethicalKconsiderationsaKForensicbSciencebInternational:bGeneticsXK2009XKfXKdhgYid 4.3 159

214 SignatureKofKrecentKhistoricalKeventsKinKtheKxuropeanKYYchromosomalKSTRKhaplotypeKdistributionaK
HumanbGeneticsXK2005XKddiXKejlYld 6.3 155

213
wütKvommissionKofKtheK’nternationalKSocietyKofKyorensicKzeneticsKT’SyzUmKanKupdateKofKtheK
recommendationsKonKtheKuseKofKYYSTRsKinKforensicKanalysisaKInternationalbJournalbofbLegalbMedicineXK
2006XKdecXKdldYecc

3.1 152

212 MelanesianKoriginKofKPolynesianKYKchromosomesaKCurrentbBiologyXK2000XKdcXKdefjYgi 6.3 149

(2000-2015)

3



211 tKmultiplexKTmURütYprofilingKsystemKforKtheKforensicKidentificationKofKbodyKfluidsKandKcontactK
tracesaKForensicbSciencebInternational:bGeneticsXK2012XKiXKhihYjj 4.3 146

210 xvaluationKofKsalivaKasKaKsourceKofKhumanKwütKforKpopulationKandKassociationKstudiesaKAnalyticalb
BiochemistryXK2006XKfhfXKejeYj 3.1 143

209 ReducedKYYchromosomeXKbutKnotKmitochondrialKwütXKdiversityKinKhumanKpopulationsKfromKWestK
üewKzuineaaKAmericanbJournalbofbHumanbGeneticsXK2003XKjeXKekdYfce 11 141

208
ProportioningKwholeYgenomeKsingleYnucleotideYpolymorphismKdiversityKforKtheKidentificationKofK
geographicKpopulationKstructureKandKgeneticKancestryaKAmericanbJournalbofbHumanbGeneticsXK2006XK
jkXKikcYlc

11 138

207 wigitalKquantificationKofKhumanKeyeKcolorKhighlightsKgeneticKassociationKofKthreeKnewKlociaKPLoSb
GeneticsXK2010XKiXKedccclfg 6 135

206 wemographicKhistoryKofKOceaniaKinferredKfromKgenomeYwideKdataaKCurrentbBiologyXK2010XKecXKdlkfYle 6.3 135

205
StableKRütKmarkersKforKidentificationKofKbloodKandKsalivaKstainsKrevealedKfromKwholeKgenomeK
expressionKanalysisKofKtimeYwiseKdegradedKsamplesaKInternationalbJournalbofbLegalbMedicineXK2008XK
deeXKdfhYge

3.1 135

204 TowardKmaleKindividualizationKwithKrapidlyKmutatingKyYchromosomalKshortKtandemKrepeatsaKHumanb
MutationXK2014XKfhXKdcedYfe 4.7 130

203 xstimatingKhumanKageKfromKTYcellKwütKrearrangementsaKCurrentbBiologyXK2010XKecXKRljcYd 6.3 130

202 wütKvommissionKofKtheK’nternationalKSocietyKofKyorensicKzeneticsmKrecommendationsKonKforensicK
analysisKusingKYYchromosomeKSTRsaKForensicbSciencebInternationalXK2001XKdegXKhYdc 2.6 128

201 tnalysisKofKmolecularKvarianceKTtMOVtUKofKYYchromosomeYspecificKmicrosatellitesKinKtwoKcloselyK
relatedKhumanKpopulationsaKHumanbMolecularbGeneticsXK1996XKhXKdcelYff 5.6 126

200 ModelYbasedKpredictionKofKhumanKhairKcolorKusingKwütKvariantsaKHumanbGeneticsXK2011XKdelXKggfYhg 6.3 123

199 ’nferringKcontinentalKancestryKofKargentineansKfromKtutosomalXKYYchromosomalKandKmitochondrialK
wütaKAnnalsbofbHumanbGeneticsXK2010XKjgXKihYji 2.2 122

198 SeeingKtheKwoodKforKtheKtreesmKaKminimalKreferenceKphylogenyKforKtheKhumanKYKchromosomeaK
HumanbMutationXK2014XKfhXKdkjYld 4.7 121

197 ’dentificationKofKtheKremainsKofK”ingKRichardK’’’aKNaturebCommunicationsXK2014XKhXKhifd 17.4 118

196 wevelopmentalKvalidationKofKtheK’risPlexKsystemmKdeterminationKofKblueKandKbrownKirisKcolourKforK
forensicKintelligenceaKForensicbSciencebInternational:bGeneticsXK2011XKhXKgigYjd 4.3 112

195 tKcounterYclockwiseKnorthernKrouteKofKtheKYYchromosomeKhaplogroupKüKfromKSoutheastKtsiaK
towardsKxuropeaKEuropeanbJournalbofbHumanbGeneticsXK2007XKdhXKecgYdd 5.3 111

194 wevelopmentalKvalidationKofKtheKH’risPlexKsystemmKwütYbasedKeyeKandKhairKcolourKpredictionKforK
forensicKandKanthropologicalKusageaKForensicbSciencebInternational:bGeneticsXK2014XKlXKdhcYid 4.3 110
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193 tKgenomeKscanKtoKdetectKcandidateKregionsKinfluencedKbyKlocalKnaturalKselectionKinKhumanK
populationsaKMolecularbBiologybandbEvolutionXK2003XKecXKklfYlcc 8.3 110

192
vomprehensiveKmutationKanalysisKofKdjKYYchromosomalKshortKtandemKrepeatKpolymorphismsK
includedKinKtheKtmpylSTRKYfilerKPvRKamplificationKkitaKInternationalbJournalbofbLegalbMedicineXK2009XK
defXKgjdYke

3.1 108

191 TheKH’risPlexYSKsystemKforKeyeXKhairKandKskinKcolourKpredictionKfromKwütmK’ntroductionKandKforensicK
developmentalKvalidationaKForensicbSciencebInternational:bGeneticsXK2018XKfhXKdefYdfh 4.3 106

190
tKnewKmethodKforKtheKevaluationKofKmatchesKinKnonYrecombiningKgenomesmKapplicationKtoK
YYchromosomalKshortKtandemKrepeatKTSTRUKhaplotypesKinKxuropeanKmalesaKForensicbScienceb
InternationalXK2000XKddgXKfdYgf

2.6 105

189 ’ndependentKhistoriesKofKhumanKYKchromosomesKfromKMelanesiaKandKtustraliaaKAmericanbJournalbofb
HumanbGeneticsXK2001XKikXKdjfYdlc 11 105

188 zenomeYwideKanalysisKindicatesKmoreKtsianKthanKMelanesianKancestryKofKPolynesiansaKAmericanb
JournalbofbHumanbGeneticsXK2008XKkeXKdlgYk 11 100

187 zenomicKandKgeographicKdistributionKofKSüPYdefinedKrunsKofKhomozygosityKinKxuropeansaKHumanb
MolecularbGeneticsXK2010XKdlXKelejYfh 5.6 99

186 üewKmarkersKforKoldKstainsmKstableKmRütKmarkersKforKbloodKandKsalivaKidentificationKfromKupKtoK
diYyearYoldKstainsaKInternationalbJournalbofbLegalbMedicineXK2009XKdefXKjdYg 3.1 99

185 TheKhumanKgeneticKhistoryKofKOceaniamKnearKandKremoteKviewsKofKdispersalaKCurrentbBiologyXK2010XK
ecXKRdlgYecd 6.3 98

184 SignificantKgeneticKdifferentiationKbetweenKPolandKandKzermanyKfollowsKpresentYdayKpoliticalK
bordersXKasKrevealedKbyKYYchromosomeKanalysisaKHumanbGeneticsXK2005XKddjXKgekYgf 6.3 98

183 zeneticsKofKskinKcolorKvariationKinKxuropeansmKgenomeYwideKassociationKstudiesKwithKfunctionalK
followYupaKHumanbGeneticsXK2015XKdfgXKkefYfh 6.3 97

182 TheKimpactKofKtheKtustronesianKexpansionmKevidenceKfromKmtwütKandKYKchromosomeKdiversityKinK
theKtdmiraltyK’slandsKofKMelanesiaaKMolecularbBiologybandbEvolutionXK2008XKehXKdfieYjg 8.3 96

181 MutationsKatKYYSTRKlocimKimplicationsKforKpaternityKtestingKandKforensicKanalysisaKForensicbScienceb
InternationalXK2001XKddkXKddiYed 2.6 96

180 YYchromosomeKanalysisKconfirmsKhighlyKsexYbiasedKdispersalKandKsuggestsKaKlowKmaleKeffectiveK
populationKsizeKinKbonobosKTPanKpaniscusUaKMolecularbEcologyXK2006XKdhXKlflYgl 5.7 95

179 PredictingKhumanKheightKbyKVictorianKandKgenomicKmethodsaKEuropeanbJournalbofbHumanbGeneticsXK
2009XKdjXKdcjcYh 5.3 91

178 tKworldwideKsurveyKofKhumanKmaleKdemographicKhistoryKbasedKonKYYSüPKandKYYSTRKdataKfromKtheK
HzwPYvxPHKpopulationsaKMolecularbBiologybandbEvolutionXK2010XKejXKfkhYlf 8.3 86

177 HomogeneityKandKdistinctivenessKofKPolishKpaternalKlineagesKrevealedKbyKYKchromosomeK
microsatelliteKhaplotypeKanalysisaKHumanbGeneticsXK2002XKddcXKhleYicc 6.3 84

176 tncientKgenomesKindicateKpopulationKreplacementKinKxarlyKüeolithicKuritainaKNaturebEcologybandb
EvolutionXK2019XKfXKjihYjjd 12.3 82
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175 wütYbasedKeyeKcolourKpredictionKacrossKxuropeKwithKtheK’risPlexKsystemaKForensicbScienceb
International:bGeneticsXK2012XKiXKffcYgc 4.3 82

174 tKzenomeYWideKtssociationKStudyK’dentifiesKtheKSkinKvolorKzenesK’RygXKMvdRXKtS’PXKandKuüveK
’nfluencingKyacialKPigmentedKSpotsaKJournalbofbInvestigativebDermatologyXK2015XKdfhXKdjfhYdjge 4.3 80

173 vomparingKsixKcommercialKautosomalKSTRKkitsKinKaKlargeKwutchKpopulationKsampleaKForensicbScienceb
International:bGeneticsXK2014XKdcXKhhYif 4.3 79

172 zenomeYwideKdataKsubstantiateKHoloceneKgeneKflowKfromK’ndiaKtoKtustraliaaKProceedingsbofbtheb
NationalbAcademybofbSciencesbofbthebUnitedbStatesbofbAmericaXK2013XKddcXKdkcfYk 11.5 78

171
’mprovingKglobalKandKregionalKresolutionKofKmaleKlineageKdifferentiationKbyKsimpleKsingleYcopyK
YYchromosomalKshortKtandemKrepeatKpolymorphismsaKForensicbSciencebInternational:bGeneticsXK2009XK
fXKechYdf

4.3 75

170 xvaluatingKselfYdeclaredKancestryKofKUaSaKtmericansKwithKautosomalXKYYchromosomalKandK
mitochondrialKwütaKHumanbMutationXK2010XKfdXKxdkjhYlf 4.7 74

169 vomprehensiveKcandidateKgeneKstudyKhighlightsKUzTdtKandKuüveKasKnewKgenesKdeterminingK
continuousKskinKcolorKvariationKinKxuropeansaKHumanbGeneticsXK2013XKdfeXKdgjYhk 6.3 70

168 wiurnalKrhythmsKinKbloodKcellKpopulationsKandKtheKeffectKofKacuteKsleepKdeprivationKinKhealthyK
youngKmenaKSleepXK2012XKfhXKlffYgc 1.1 70

167
tKgenomeYwideKassociationKstudyKofKnorthwesternKxuropeansKinvolvesKtheKvYtypeKnatriureticK
peptideKsignalingKpathwayKinKtheKetiologyKofKhumanKheightKvariationaKHumanbMolecularbGeneticsXK
2009XKdkXKfhdiYeg

5.6 70

166 YKchromosomeKSTRKhaplotypesKandKtheKgeneticKstructureKofKUaSaKpopulationsKofKtfricanXKxuropeanXK
andKHispanicKancestryaKGenomebResearchXK2003XKdfXKiegYfg 9.7 69

165 mRütYbasedKskinKidentificationKforKforensicKapplicationsaKInternationalbJournalbofbLegalbMedicineXK
2011XKdehXKehfYif 3.1 68

164 zeneticKdeterminationKofKhumanKfacialKmorphologymKlinksKbetweenKcleftYlipsKandKnormalKvariationaK
EuropeanbJournalbofbHumanbGeneticsXK2011XKdlXKddleYj 5.3 67

163 TheKYYchromosomeKlandscapeKofKtheKPhilippinesmKextensiveKheterogeneityKandKvaryingKgeneticK
affinitiesKofKüegritoKandKnonYüegritoKgroupsaKEuropeanbJournalbofbHumanbGeneticsXK2011XKdlXKeegYfc 5.3 66

162 zeneticKadmixtureKhistoryKofKxasternK’ndonesiaKasKrevealedKbyKYYchromosomeKandKmitochondrialK
wütKanalysisaKMolecularbBiologybandbEvolutionXK2009XKeiXKdkihYjj 8.3 66

161 HumanKageKestimationKfromKbloodKusingKmRütXKwütKmethylationXKwütKrearrangementXKandK
telomereKlengthaKForensicbSciencebInternational:bGeneticsXK2016XKegXKffYgf 4.3 65

160 zlobalKskinKcolourKpredictionKfromKwütaKHumanbGeneticsXK2017XKdfiXKkgjYkif 6.3 63

159 RecentKprogressXKmethodsKandKperspectivesKinKforensicKepigeneticsaKForensicbSciencebInternational:b
GeneticsXK2018XKfjXKdkcYdlh 4.3 62

158 watingKtheKageKofKadmixtureKviaKwaveletKtransformKanalysisKofKgenomeYwideKdataaKGenomebBiologyXK
2011XKdeXKRdl 18.3 61
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157 xffectKofKsleepKdeprivationKonKrhythmsKofKclockKgeneKexpressionKandKmelatoninKinKhumansaK
ChronobiologybInternationalXK2013XKfcXKlcdYl 3.6 60

156 zenomeYwideKassociationKmetaYanalysisKofKindividualsKofKxuropeanKancestryKidentifiesKnewKlociK
explainingKaKsubstantialKfractionKofKhairKcolorKvariationKandKheritabilityaKNaturebGeneticsXK2018XKhcXKiheYihi36.3 59

155 zenomeYwideKassociationKstudyKinKdjiXijkKxuropeansKrevealsKgeneticKlociKforKtanningKresponseKtoK
sunKexposureaKNaturebCommunicationsXK2018XKlXKdikg 17.4 51

154
MaternalKhistoryKofKOceaniaKfromKcompleteKmtwütKgenomesmKcontrastingKancientKdiversityKwithK
recentKhomogenizationKdueKtoKtheKtustronesianKexpansionaKAmericanbJournalbofbHumanbGeneticsXK
2014XKlgXKjedYff

11 51

153 PhylogeneticKresolutionKofKcomplexKmutationalKfeaturesKatKYYSTRKwYSflcKinKaboriginalKtustraliansK
andKPapuansaKMolecularbBiologybandbEvolutionXK1998XKdhXKddckYdg 8.3 49

152 tKnovelKmultiplexKassayKforKsimultaneouslyKanalysingKdfKrapidlyKmutatingKYYSTRsaKForensicbScienceb
International:bGeneticsXK2015XKdjXKldYlk 4.3 47

151 volorfulKwütKpolymorphismsKinKhumansaKSeminarsbinbCellbandbDevelopmentalbBiologyXK2013XKegXKhieYjh 7.5 47

150 üovelKpleiotropicKriskKlociKforKmelanomaKandKnevusKdensityKimplicateKmultipleKbiologicalKpathwaysaK
NaturebCommunicationsXK2018XKlXKgjjg 17.4 47

149 uonaKfideKcolourmKwütKpredictionKofKhumanKeyeKandKhairKcolourKfromKancientKandKcontemporaryK
skeletalKremainsaKInvestigativebGeneticsXK2013XKgXKf 46

148 uridgingKnearKandKremoteKOceaniamKmtwütKandKüRYKvariationKinKtheKSolomonK’slandsaKMolecularb
BiologybandbEvolutionXK2012XKelXKhghYig 8.3 46

147 PostnatalKparentalKsmokingmKanKimportantKriskKfactorKforKS’wSaKEuropeanbJournalbofbPediatricsXK2011XK
djcXKdekdYld 4.1 46

146 tpparentKintrachromosomalKexchangeKonKtheKhumanKYKchromosomeKexplainedKbyKpopulationK
historyaKEuropeanbJournalbofbHumanbGeneticsXK2003XKddXKfcgYdg 5.3 45

145 ’dentificationKofKhighlyKpolymorphicKmicrosatellitesKinKtheKrhesusKmacaqueKMacacaKmulattaKbyK
crossYspeciesKamplificationaKMolecularbEcologyXK1996XKhXKdhjYl 5.7 45

144 ’mprovingKempiricalKevidenceKonKdifferentiatingKcloselyKrelatedKmenKwithKRMKYYSTRsmKtK
comprehensiveKpedigreeKstudyKfromKPakistanaKForensicbSciencebInternational:bGeneticsXK2016XKehXKghYhd 4.3 45

143
SimultaneousKWholeKMitochondrialKzenomeKSequencingKwithKShortKOverlappingKtmpliconsK
SuitableKforKwegradedKwütKUsingKtheK’onKTorrentKPersonalKzenomeKMachineaKHumanbMutationXK
2015XKfiXKdefiYgj

4.7 44

142 uodyKfluidKidentificationKusingKaKtargetedKmRütKmassivelyKparallelKsequencingKapproachKYKresultsKofK
aKxUROyORzxübxwütPKcollaborativeKexerciseaKForensicbSciencebInternational:bGeneticsXK2018XKfgXKdchYddh4.3 42

141 xnsembleKlandmarkingKofKfwKfacialKsurfaceKscansaKScientificbReportsXK2018XKkXKde 4.9 42

140 TheKMvdRKzeneKandKYouthfulK ooksaKCurrentbBiologyXK2016XKeiXKdedfYec 6.3 42

(2016-2013)
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139 HumanKskinKcolorKisKinfluencedKbyKanKintergenicKwütKpolymorphismKregulatingKtranscriptionKofKtheK
nearbyKuüveKpigmentationKgeneaKHumanbMolecularbGeneticsXK2014XKefXKhjhcYie 5.6 41

138 wevelopingKaKsetKofKancestryYsensitiveKwütKmarkersKreflectingKcontinentalKoriginsKofKhumansaKBMCb
GeneticsXK2009XKdcXKil 2.6 40

137 yromKforensicKepigeneticsKtoKforensicKepigenomicsmKbroadeningKwütKinvestigativeKintelligenceaK
GenomebBiologyXK2017XKdkXKefk 18.3 39

136 TheKcommonKoccurrenceKofKepistasisKinKtheKdeterminationKofKhumanKpigmentationKandKitsKimpactKonK
wütYbasedKpigmentationKphenotypeKpredictionaKForensicbSciencebInternational:bGeneticsXK2014XKddXKigYje 4.3 39

135 vommonKwütKvariantsKpredictKtallKstatureKinKxuropeansaKHumanbGeneticsXK2014XKdffXKhkjYlj 6.3 38

134
yirstKallYinYoneKdiagnosticKtoolKforKwütKintelligencemKgenomeYwideKinferenceKofKbiogeographicK
ancestryXKappearanceXKrelatednessXKandKsexKwithKtheK’dentitasKvdKyorensicKvhipaKInternationalbJournalb
ofbLegalbMedicineXK2013XKdejXKhhlYje

3.1 38

133 ’ntrinsicKandKextrinsicKriskKfactorsKforKsaggingKeyelidsaKJAMAbDermatologyXK2014XKdhcXKkfiYgf 5.1 38

132 xvaluationKofKhaplotypeKdiscriminationKcapacityKofKfhKYYchromosomalKshortKtandemKrepeatKlociaK
ForensicbSciencebInternationalXK2008XKdjgXKdkeYk 2.6 38

131 wevelopmentKofKYYchromosomalKmicrosatelliteKmarkersKforKnonhumanKprimatesaKMolecularbEcologyXK
2004XKdfXKeledYfc 5.7 38

130 tsianKonlineKYYSTRKHaplotypeKReferenceKwatabaseaKLegalbMedicineXK2003XKhKSupplKdXKSdicYf 1.9 38

129 tlleleYspecificKtranscriptionalKregulationKofK’RygKinKmelanocytesKisKmediatedKbyKchromatinKloopingK
ofKtheKintronicKrsdeecfhleKenhancerKtoKtheK’RygKpromoteraKHumanbMolecularbGeneticsXK2015XKegXKeiglYid5.6 33

128 MetaYanalysisKofKgenomeYwideKassociationKstudiesKidentifiesKkKnovelKlociKinvolvedKinKshapeKvariationK
ofKhumanKheadKhairaKHumanbMolecularbGeneticsXK2018XKejXKhhlYhjh 5.6 33

127 RelatingKtwoKdeepYrootedKpedigreesKfromKventralKzermanyKbyKhighYresolutionKYYSTRKhaplotypingaK
ForensicbSciencebInternational:bGeneticsXK2007XKdXKdehYk 4.3 33

126 OnlineKYYchromosomalKShortKTandemKRepeatKHaplotypeKReferenceKwatabaseKTYHRwUKforKUaSaK
PopulationsaKJournalbofbForensicbSciencesXK2002XKgjXK 1.8 32

125 tnKefficientKmultiplexKgenotypingKapproachKforKdetectingKtheKmajorKworldwideKhumanK
YYchromosomeKhaplogroupsaKInternationalbJournalbofbLegalbMedicineXK2011XKdehXKkjlYkh 3.1 31

124 SimultaneousKanalysisKofKhundredsKofKYYchromosomalKSüPsKforKhighYresolutionKpaternalKlineageK
classificationKusingKtargetedKsemiconductorKsequencingaKHumanbMutationXK2015XKfiXKdhdYl 4.7 30

123 xstimatingKtraceKdepositionKtimeKwithKcircadianKbiomarkersmKaKprospectiveKandKversatileKtoolKforK
crimeKsceneKreconstructionaKInternationalbJournalbofbLegalbMedicineXK2010XKdegXKfkjYlh 3.1 30

122 OnlineKYYchromosomalKshortKtandemKrepeatKhaplotypeKreferenceKdatabaseKTYHRwUKforKUaSaK
populationsaKJournalbofbForensicbSciencesXK2002XKgjXKhdfYl 1.8 30
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121 uringingKcolourKbackKafterKjcKyearsmKPredictingKeyeKandKhairKcolourKfromKskeletalKremainsKofKWorldK
WarK’’KvictimsKusingKtheKH’risPlexKsystemaKForensicbSciencebInternational:bGeneticsXK2017XKeiXKgkYhj 4.3 29

120 ’dentificationKofKaKcandidateKgeneticKvariantKforKtheKhighKprevalenceKofKtypeK’’KdiabetesKinK
PolynesiansaKEuropeanbJournalbofbHumanbGeneticsXK2007XKdhXKhkgYl 5.3 29

119 wevelopmentKofKanK’talianKRMKYYSTRKhaplotypeKdatabasemKResultsKofKtheKecdfKzxy’KcollaborativeK
exerciseaKForensicbSciencebInternational:bGeneticsXK2015XKdhXKhiYif 4.3 28

118 YleafmKSoftwareKforKHumanKYYvhromosomalKHaplogroupK’nferenceKfromKüextYzenerationK
SequencingKwataaKMolecularbBiologybandbEvolutionXK2018XKfhXKdeldYdelg 8.3 28

117 PatternsKofKYYchromosomeKdiversityKintersectKwithKtheKTransYüewKzuineaKhypothesisaKMolecularb
BiologybandbEvolutionXK2007XKegXKehgiYhh 8.3 28

116 ’RygXKMvdRKandKTYRKgenesKareKriskKfactorsKforKactinicKkeratosisKindependentKofKskinKcoloraKHumanb
MolecularbGeneticsXK2015XKegXKfeliYfcf 5.6 27

115
TowardsKsimultaneousKindividualKandKtissueKidentificationmKtKproofYofYprincipleKstudyKonKparallelK
sequencingKofKSTRsXKamelogeninXKandKmRütsKwithKtheK’onKTorrentKPzMaKForensicbScienceb
International:bGeneticsXK2015XKdjXKdeeYdek

4.3 27

114 tboriginalKtustralianKmitochondrialKgenomeKvariationKYKanKincreasedKunderstandingKofKpopulationK
antiquityKandKdiversityaKScientificbReportsXK2017XKjXKgfcgd 4.9 26

113 PredictionKofKmaleYpatternKbaldnessKfromKgenotypesaKEuropeanbJournalbofbHumanbGeneticsXK2016XK
egXKklhYlce 5.3 26

112 MultiplexKgenotypingKsystemKforKefficientKinferenceKofKmatrilinealKgeneticKancestryKwithK
continentalKresolutionaKInvestigativebGeneticsXK2011XKeXKi 26

111 tnalysisKofKfiKYYSTRKmarkerKunitsKincludingKaKconcordanceKstudyKamongKeckhKwutchKmalesaKForensicb
SciencebInternational:bGeneticsXK2015XKdgXKdjgYkd 4.3 25

110 xvaluationKofKmRütKmarkersKforKestimatingKbloodKdepositionKtimemKTowardsKalibiKtestingKfromK
humanKforensicKstainsKwithKrhythmicKbiomarkersaKForensicbSciencebInternational:bGeneticsXK2016XKedXKddlYeh4.3 24

109
H’risPlexYSKsystemKforKeyeXKhairXKandKskinKcolorKpredictionKfromKwütmKMassivelyKparallelKsequencingK
solutionsKforKtwoKcommonKforensicallyKusedKplatformsaKForensicbSciencebInternational:bGeneticsXK2019
XKgfXKdcedhe

4.3 24

108 ’ncreasingKphylogeneticKresolutionKstillKinformativeKforKYKchromosomalKstudiesKonKWestYxuropeanK
populationsaKForensicbSciencebInternational:bGeneticsXK2014XKlXKdjlYkh 4.3 24

107 TowardsKbroadeningKyorensicKwütKPhenotypingKbeyondKpigmentationmK’mprovingKtheKpredictionKofK
headKhairKshapeKfromKwütaKForensicbSciencebInternational:bGeneticsXK2018XKfjXKegdYehd 4.3 24

106 MtwütKSüPKmultiplexesKforKefficientKinferenceKofKmatrilinealKgeneticKancestryKwithinKOceaniaaK
ForensicbSciencebInternational:bGeneticsXK2012XKiXKgehYfi 4.3 23

105 TheKUseKofKyorensicKwütKPhenotypingKinKPredictingKtppearanceKandKuiogeographicKtncestryaK
DeutschesbAhamp;extwt8;rzteblattbInternationalXK2019XKhdYheXKkjfYkkc 2.5 23

104 TowardsKaKconsensusKYYchromosomalKphylogenyKandKYYSüPKsetKinKforensicsKinKtheKnextYgenerationK
sequencingKeraaKForensicbSciencebInternational:bGeneticsXK2015XKdhXKflYge 4.3 22

(2015-2017)
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103 wevelopmentKandKvalidationKofKtheKV’StzxKtmpliSeqKbasicKtoolKtoKpredictKappearanceKandKancestryK
fromKwütaKForensicbSciencebInternational:bGeneticsXK2020XKgkXKdceffi 4.3 22

102 wevelopmentalKvalidationKofKmitochondrialKwütKgenotypingKassaysKforKadeptKmatrilinealKinferenceK
ofKbiogeographicKancestryKatKaKcontinentalKlevelaKForensicbSciencebInternational:bGeneticsXK2014XKddXKflYhd 4.3 22

101
uMwK ociKvontributeKtoKxthnicKandKwevelopmentalKwifferencesKinKSkeletalKyragilityKacrossK
PopulationsmKtssessmentKofKxvolutionaryKSelectionKPressuresaKMolecularbBiologybandbEvolutionXK2015
XKfeXKelidYje

8.3 22

100 üovelKgeneticKlociKaffectingKfacialKshapeKvariationKinKhumansaKELifeXK2019XKkXK 8.9 22

99 xpigeneticKdiscriminationKofKidenticalKtwinsKfromKbloodKunderKtheKforensicKscenarioaKForensicbScienceb
International:bGeneticsXK2017XKfdXKijYkc 4.3 21

98 zeneticKvariationKinKregulatoryKwütKelementsmKtheKcaseKofKOvteKtranscriptionalKregulationaKPigmentb
CellbandbMelanomabResearchXK2014XKejXKdilYjj 4.5 21

97 tKmultiplexKSüPKassayKforKtheKdissectionKofKhumanKYYchromosomeKhaplogroupKOKrepresentingKtheK
majorKpaternalKlineageKinKxastKandKSoutheastKtsiaaKJournalbofbHumanbGeneticsXK2012XKhjXKihYl 4.3 20

96 UnexpectedKislandKeffectsKatKanKextrememKreducedKYKchromosomeKandKmitochondrialKwütKdiversityK
inKüiasaKMolecularbBiologybandbEvolutionXK2011XKekXKdfglYid 8.3 20

95
üovelKtaxonomyYindependentKdeepKlearningKmicrobiomeKapproachKallowsKforKaccurateK
classificationKofKdifferentKforensicallyKrelevantKhumanKepithelialKmaterialsaKForensicbScienceb
International:bGeneticsXK2019XKgdXKjeYke

4.3 19

94 wissectingKwailyKandKvircadianKxxpressionKRhythmsKofKvlockYvontrolledKzenesKinKHumanKuloodaK
JournalbofbBiologicalbRhythmsXK2016XKfdXKikYkd 3.2 19

93
MultiplexKgenotypingKassaysKforKfineYresolutionKsubtypingKofKtheKmajorKhumanKYYchromosomeK
haplogroupsKxXKzXK’XK“XKandKRKinKanthropologicalXKgenealogicalXKandKforensicKinvestigationsaK
ElectrophoresisXK2013XKfgXKfcelYfk

3.6 19

92 ValidationKofKimageKanalysisKtechniquesKtoKmeasureKskinKagingKfeaturesKfromKfacialKphotographsaK
SkinbResearchbandbTechnologyXK2015XKedXKfleYgce 1.9 19

91 wetectingKlowKfrequentKlossYofYfunctionKallelesKinKgenomeKwideKassociationKstudiesKwithKredKhairK
colorKasKexampleaKPLoSbONEXK2011XKiXKeekdgh 3.7 19

90 tntiquityKandKdiversityKofKaboriginalKtustralianKYYchromosomesaKAmericanbJournalbofbPhysicalb
AnthropologyXK2016XKdhlXKfijYkd 2.5 19

89 tdditionalKYYSTRsKinKyorensicsmKWhyXKWhichXKandKWhenaKForensicbSciencebReviewXK2012XKegXKifYjk 1.5 19

88 üovelKquantitativeKpigmentationKphenotypingKenhancesKgeneticKassociationXKepistasisXKandK
predictionKofKhumanKeyeKcolouraKScientificbReportsXK2017XKjXKgffhl 4.9 18

87  ifestyleKandKPhysiologicalKyactorsKtssociatedKwithKyacialKWrinklingKinKMen´ andKWomenaKJournalbofb
InvestigativebDermatologyXK2017XKdfjXKdileYdill 4.3 18

86 yorensicKancestryKanalysisKwithKtwoKcapillaryKelectrophoresisKancestryKinformativeKmarkerKTt’MUK
panelsmKResultsKofKaKcollaborativeKxwütPKexerciseaKForensicbSciencebInternational:bGeneticsXK2015XKdlXKhiYij4.3 18
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85 PopulationKReplacementKinKxarlyKüeolithicKuritain 18

84 zeneticKtncestryKofKRapanuiKbeforeKandKafterKxuropeanKvontactaKCurrentbBiologyXK2017XKejXKfeclYfedhaei6.3 17

83 ’nvestigatingKtheKimpactKofKageYdependedKhairKcolourKdarkeningKduringKchildhoodKonKwütYbasedK
hairKcolourKpredictionKwithKtheKH’risPlexKsystemaKForensicbSciencebInternational:bGeneticsXK2018XKfiXKeiYff 4.3 17

82 vollaborativeKxwütPKexerciseKonKtheK’risPlexKsystemKforKwütYbasedKpredictionKofKhumanKeyeK
colouraKForensicbSciencebInternational:bGeneticsXK2014XKddXKegdYhd 4.3 17

81
PHOXeuKpolyalanineKrepeatKlengthKisKassociatedKwithKsuddenKinfantKdeathKsyndromeKandK
unclassifiedKsuddenKinfantKdeathKinKtheKwutchKpopulationaKInternationalbJournalbofbLegalbMedicineXK
2014XKdekXKiedYl

3.1 17

80 ’dentificationKandKcharacterizationKofKnovelKrapidlyKmutatingKYYchromosomalKshortKtandemKrepeatK
markersaKHumanbMutationXK2020XKgdXKdikcYdili 4.7 16

79 WelcomeKtoKinvestigativeKgeneticsaKInvestigativebGeneticsXK2010XKdXKd 16

78 xvaluationKofKtheKV’StzxKuasicKToolKforKtppearanceKandKtncestryKPredictionKUsingKPowerSeqK
vhemistryKonKtheKMiSeqKyzxKSystemaKGenesXK2020XKddXK 4.2 15

77
HighYqualityKmtwütKcontrolKregionKsequencesKfromKikcKindividualsKsampledKacrossKtheKüetherlandsK
toKestablishKaKnationalKforensicKmtwütKreferenceKdatabaseaKForensicbSciencebInternational:bGeneticsXK
2016XKedXKdhkYij

4.3 15

76
TheKoneYcarbonYcycleKandKmethylenetetrahydrofolateKreductaseKTMTHyRUKvijjTKpolymorphismKinK
recurrentKmajorKdepressiveKdisordernKinfluenceKofKantidepressantKuseKandKdepressiveKstateraKJournalb
ofbAffectivebDisordersXK2014XKdiiXKddhYef

6.6 15

75 vlinalKdistributionKofKhumanKgenomicKdiversityKacrossKtheKüetherlandsKdespiteKarchaeologicalK
evidenceKforKgeneticKdiscontinuitiesKinKwutchKpopulationKhistoryaKInvestigativebGeneticsXK2013XKgXKl 15

74 vontrastingKsignalsKofKpositiveKselectionKinKgenesKinvolvedKinKhumanKskinYcolorKvariationKfromKtestsK
basedKonKSüPKscansKandKresequencingaKInvestigativebGeneticsXK2011XKeXKeg 15

73 MitochondrialKwütKdiversityKofKpresentYdayKtboriginalKtustraliansKandKimplicationsKforKhumanK
evolutionKinKOceaniaaKJournalbofbHumanbGeneticsXK2017XKieXKfgfYfhf 4.3 14

72
yorensicKYYSüPKanalysisKbeyondKSüaPshotmKHighYresolutionKYYchromosomalKhaplogroupingKfromKlowK
qualityKandKquantityKwütKusingK’onKtmpliSeqKandKtargetedKmassivelyKparallelKsequencingaKForensicb
SciencebInternational:bGeneticsXK2019XKgdXKlfYdci

4.3 14

71 wevelopmentKandKoptimizationKofKtheKV’StzxKbasicKprototypeKtoolKforKforensicKageKestimationaK
ForensicbSciencebInternational:bGeneticsXK2020XKgkXKdcefee 4.3 13

70 MutationKanalysisKatKdjKYYSTRKlociKTYfilerUKinKfatherYsonKpairsKofKmaleKpedigreesKfromKPakistanaK
ForensicbSciencebInternational:bGeneticsXK2018XKfiXKedjYedk 4.3 13

69 tnKtutomaticKfwKyacialK andmarkingKtlgorithmKUsingKewKzaborKWaveletsaKIEEEbTransactionsbonb
ImagebProcessingXK2016XKehXKhkcYk 8.7 12

68 tssessingKtheKsuitabilityKofKmiRütYdgeYhpKandKmiRütYhgdKforKbloodstainKdepositionKtimingaK
ForensicbSciencebInternational:bGeneticsXK2014XKdeXKdkdYg 4.3 12

(2014-)
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67 zenomeYwideKcompoundKheterozygoteKanalysisKhighlightsKallelesKassociatedKwithKadultKheightKinK
xuropeansaKHumanbGeneticsXK2017XKdfiXKdgcjYdgdj 6.3 12

66 ’nvestigatingKtheKxpigeneticKwiscriminationKofK’denticalKTwinsKUsingKuuccalKSwabsXKSalivaXKandK
vigaretteKuuttsKinKtheKyorensicKSettingaKGenesXK2018XKlXK 4.2 11

65 PredictingKhairKcortisolKlevelsKwithKhairKpigmentationKgenesmKaKpossibleKhairKpigmentationKbiasaK
ScientificbReportsXK2017XKjXKkhel 4.9 11

64 MicrosatelliteKlengthKdifferencesKbetweenKhumansKandKchimpanzeesKatKautosomalK ociKareKnotK
foundKatKequivalentKhaploidKYKchromosomalK ociaKGeneticsXK2006XKdjfXKedjlYki 4 11

63 zenomeYwideKassociationKstudyKinKalmostKdlhXcccKindividualsKidentifiesKhcKpreviouslyKunidentifiedK
geneticKlociKforKeyeKcoloraKSciencebAdvancesXK2021XKjXK 14.3 11

62 wevelopmentKofKtheKV’StzxKenhancedKtoolKandKstatisticalKmodelsKforKepigeneticKageKestimationKinK
bloodXKbuccalKcellsKandKbonesaKAgingXK2021XKdfXKighlYigkg 5.6 11

61 ValidatedKinferenceKofKsmokingKhabitsKfromKbloodKwithKaKfiniteKwütKmethylationKmarkerKsetaK
EuropeanbJournalbofbEpidemiologyXK2019XKfgXKdchhYdcjg 12.1 10

60 UpdateKonKtheKpredictabilityKofKtallKstatureKfromKwütKmarkersKinKxuropeansaKForensicbScienceb
International:bGeneticsXK2019XKgeXKkYdf 4.3 10

59 zenomeYWideKtssociationKStudiesK’dentifyKMultiple´ zeneticK ociK’nfluencingKxyebrowK
volor´ VariationKinKxuropeansaKJournalbofbInvestigativebDermatologyXK2019XKdflXKdicdYdich 4.3 10

58 yorensicKpregnancyKdiagnosticsKwithKplacentalKmRütKmarkersaKInternationalbJournalbofbLegalb
MedicineXK2010XKdegXKdfYj 3.1 10

57  ikelihoodKratioKandKposteriorKoddsKinKforensicKgeneticsmKTwoKsidesKofKtheKsameKcoinaKForensicb
SciencebInternational:bGeneticsXK2017XKekXKecfYedc 4.3 9

56 tKPracticalKzuideKtoKtheKH’risPlexKSystemmKSimultaneousKPredictionKofKxyeKandKHairKvolorKfromKwütaK
MethodsbinbMolecularbBiologyXK2016XKdgecXKedfYfd 1.4 9

55 vollapstux mKanKRKlibraryKforKdetectingKcompoundKheterozygoteKallelesKinKgenomeYwideKassociationK
studiesaKBMCbBioinformaticsXK2016XKdjXKdhi 3.6 9

54 HumanKgeneticsKofKtheK”ulaKRingmKYYchromosomeKandKmitochondrialKwütKvariationKinKtheKMassimKofK
PapuaKüewKzuineaaKEuropeanbJournalbofbHumanbGeneticsXK2014XKeeXKdflfYgcf 5.3 9

53 xpigenomeYwideKassociationKmetaYanalysisKofKwütKmethylationKwithKcoffeeKandKteaKconsumptionaK
NaturebCommunicationsXK2021XKdeXKekfc 17.4 9

52 OfKsexKandK’risPlexKeyeKcolourKpredictionmKaKreplyKtoKMartinezYvadenasKetKalaKForensicbScienceb
International:bGeneticsXK2014XKlXKehYi 4.3 8

51
ReplyKtoKâ��uracketingKoffKpopulationKdoesKnotKadvanceKethicalKreflectionKonKxVvsmKtKreplyKtoK”ayserK
andKSchneiderâ��KbyKtaKMâ��charekXKVaKToomXKandKuaKPrainsackaKForensicbSciencebInternational:bGeneticsXK
2012XKiXKedkYedl

4.3 8

50 MicrobiomeYbasedKbodyKsiteKofKoriginKclassificationKofKforensicallyKrelevantKbloodKtracesaKForensicb
SciencebInternational:bGeneticsXK2020XKgjXKdceekc 4.3 7
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49
wifferencesKinKurbanizationKdegreeKandKconsequencesKonKtheKdiversityKofKconventionalKvsaKrapidlyK
mutatingKYYSTRsKinKfiveKmunicipalitiesKfromKaKsmallKregionKofKtheKTyroleanKtlpsKinKtustriaaKForensicb
SciencebInternational:bGeneticsXK2016XKegXKdkcYdlf

4.3 7

48
’ntroducingKnovelKtypeKofKhumanKwütKmarkersKforKforensicKtissueKidentificationmKwütKcopyKnumberK
variationKallowsKtheKdetectionKofKbloodKandKsemenaKForensicbSciencebInternational:bGeneticsXK2018XK
fiXKddeYddk

4.3 7

47  ackKofKgeneYlanguageKcorrelationKdueKtoKreciprocalKfemaleKbutKdirectionalKmaleKadmixtureKinK
tustronesiansKandKnonYtustronesiansKofKxastKTimoraKEuropeanbJournalbofbHumanbGeneticsXK2017XKehXKegiYehe5.3 7

46 ztztmKaKnewKalgorithmKforKgenomicKinferenceKofKgeographicKancestryKrevealsKfineKlevelKpopulationK
substructureKinKxuropeansaKPLoSbComputationalbBiologyXK2014XKdcXKedccfgkc 5 7

45 tnKevaluationKofKtheKgeneticYmatchedKpairKstudyKdesignKusingKgenomeYwideKSüPKdataKfromKtheK
xuropeanKpopulationaKEuropeanbJournalbofbHumanbGeneticsXK2009XKdjXKlijYjh 5.3 7

44 tKzWtSKinK atinKtmericansKidentifiesKnovelKfaceKshapeKlociXKimplicatingKVPSdfuKandKaKwenisovanK
introgressedKregionKinKfacialKvariationaKSciencebAdvancesXK2021XKjXK 14.3 7

43 TheKHumanKYYvhromosomeKYK’ntroductionKintoKzeneticsKandKtpplicationsaKForensicbSciencebReviewXK
2003XKdhXKjjYkl 1.5 7

42 PigmentationY’ndependentKSusceptibilityK ociKforKtctinicK”eratosisKHighlightedKbyKvompoundK
HeterozygosityKtnalysisaKJournalbofbInvestigativebDermatologyXK2017XKdfjXKjjYkg 4.3 6

41 ’mpactKofKSüPKmicroarrayKanalysisKofKcompromisedKwütKonKkinshipKclassificationKsuccessKinKtheK
contextKofKinvestigativeKgeneticKgenealogyaKForensicbSciencebInternational:bGeneticsXK2022XKhiXKdceieh 4.3 6

40 TheKwutchKYYchromosomalKlandscapeaKEuropeanbJournalbofbHumanbGeneticsXK2020XKekXKekjYell 5.3 6

39 PredictiveKvaluesKinKyorensicKwütKPhenotypingKareKnotKnecessarilyKprevalenceYdependentaKForensicb
SciencebInternational:bGeneticsXK2018XKffXKejYek 4.3 6

38 ’nvestigationKofKmetabolitesKforKestimatingKbloodKdepositionKtimeaKInternationalbJournalbofbLegalb
MedicineXK2018XKdfeXKehYfe 3.1 6

37 PrincipalKcomponentKanalysisKofKsevenKskinYageingKfeaturesKidentifiesKthreeKmainKtypesKofKskinK
ageingaKBritishbJournalbofbDermatologyXK2020XKdkeXKdfjlYdfkj 4 5

36 xpidemiologyKandKdeterminantsKofKfacialKtelangiectasiamKaKcrossYsectionalKstudyaKJournalbofbtheb
EuropeanbAcademybofbDermatologybandbVenereologyXK2020XKfgXKkedYkei 4.6 5

35 xquivalentKwütKmethylationKvariationKbetweenKmonozygoticKcoYtwinsKandKunrelatedKindividualsK
revealsKuniversalKepigeneticKinterYindividualKdissimilarityaKGenomebBiologyXK2021XKeeXKdk 18.3 5

34
xxplainingKsuddenKinfantKdeathKwithKcardiacKarrhythmiasmKvompleteKexonKsequencingKofKnineK
cardiacKarrhythmiaKgenesKinKwutchKS’wSKcasesKhighlightsKnewKandKknownKwütKvariantsaKForensicb
SciencebInternational:bGeneticsXK2020XKgiXKdceeii

4.3 4

33 yacialKWrinklesKinKxuropeansmKt´ zenomeYWideKtssociationKStudyaKJournalbofbInvestigativeb
DermatologyXK2018XKdfkXKdkjjYdkkc 4.3 4

32 üoKvausalKtssociationKbetweenKehYHydroxyvitaminKwKandKyeaturesKofKSkinKtgingmKxvidenceKfromKaK
uidirectionalKMendelianKRandomizationKStudyaKJournalbofbInvestigativebDermatologyXK2017XKdfjXKeeldYeelj4.3 4

(2017-2016)
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31 PredictingKHumanKtppearanceKfromKwütKforKyorensicK’nvestigationsaKSecuritybSciencebandb
TechnologyXK2016XKgdhYggk 3

30 xstimatingKtheKTimeKSinceKwepositionKofKSalivaKStainsKWithKaKTargetedKuacterialKwütKtpproachmKtK
ProofYofYPrincipleKStudyaKFrontiersbinbMicrobiologyXK2021XKdeXKigjlff 5.7 3

29 xvaluationKofKsupervisedKmachineYlearningKmethodsKforKpredictingKappearanceKtraitsKfromKwütaK
ForensicbSciencebInternational:bGeneticsXK2021XKhfXKdcehcj 4.3 3

28 ’nvestigativeKwütKanalysisKofKtwoYpersonKmixedKcrimeKsceneKtraceKinKaKmurderKcaseaKForensicbScienceb
International:bGeneticsXK2021XKhgXKdcehhj 4.3 3

27 RMplexmKtnKefficientKmethodKforKanalyzingKfcKYYSTRsKwithKhighKmutationKratesaKForensicbScienceb
International:bGeneticsXK2021XKhhXKdcehlh 4.3 3

26 yorensicKwütKPhenotypingmKwütKTestingKforKxxternallyKVisibleKvharacteristicsK2013XKfilYfjg 2

25 xditorsSKpickmKvhristmasKisKcomingKYKtimeKforKchocolateKtoKgetKreadyKforKyourKüobelKPrizeaK
InvestigativebGeneticsXK2012XKfXKei 2

24 ReplyKtoKHedrickaKAmericanbJournalbofbHumanbGeneticsXK2008XKkfXKdgcYdge 11 2

23
ThreeYdimensionalKsoftKtissueKeffectsKofKmandibularKmidlineKdistractionKandKsurgicallyKassistedKrapidK
maxillaryKexpansionmKanKautomaticKstereophotogrammetryKlandmarkingKanalysisaKInternationalb
JournalbofbOralbandbMaxillofacialbSurgeryXK2019XKgkXKielYifg

2.9 2

22 wevelopmentKandKxvaluationKofKtheKtncestryK’nformativeKMarkerKPanelKofKtheKV’StzxKuasicKToolaK
GenesXK2021XKdeXK 4.2 2

21 SmallKnumberKofKslowlyYmutatingKTSMUKYYSTRsKnotKsuitableKforKforensicKandKevolutionaryK
applicationsaKForensicbSciencebInternational:bGeneticsXK2018XKfiXKedf 4.3 1

20 YKvhromosomeKinKyorensicKScienceK2014XKdchYdfg 1

19 ’ntegratingKtheKhumanKmicrobiomeKinKtheKforensicKtoolkitmKvurrentKbottlenecksKandKfutureK
solutionsaKForensicbSciencebInternational:bGeneticsXK2022XKhiXKdceiej 4.3 1

18 MaleYspecificKageKestimationKbasedKonKYYchromosomalKwütKmethylationaKAgingXK2021XKdfXKiggeYighk 5.6 1

17 TheKimpactKofKcorrelationsKbetweenKpigmentationKphenotypesKandKunderlyingKgenotypesKonK
geneticKpredictionKofKpigmentationKtraitsaKForensicbSciencebInternational:bGeneticsXK2021XKhcXKdceflh 4.3 1

16 xpigeneticKageKpredictionKinKsemenKYKmarkerKselectionKandKmodelKdevelopmentaKAgingXK2021XKdfXKdldghYdldig5.6 1

15 ’mpactKofKexcessiveKalcoholKabuseKonKageKpredictionKusingKtheKV’StzxKenhancedKtoolKforKepigeneticK
ageKestimationKinKbloodaKInternationalbJournalbofbLegalbMedicineXK2021XKdfhXKeeclYeedl 3.1 1

14 zenüetKframeworkmKinterpretableKdeepKlearningKforKpredictingKphenotypesKfromKgeneticKdataaK
CommunicationsbBiologyXK2021XKgXKdclg 6.7 1
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