
Jonathan D G Jones

List of Publications by Year
in descending order

Source: https://exaly.com/author-pdf/4766845/publications.pdf

Version: 2024-02-01

352

papers

87,274

citations

124

h-index

733

282

g-index

425

395

all docs

395

docs citations

395

times ranked

47630

citing authors



Jonathan D G Jones

2

# Article IF Citations

1
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7 The host exocyst complex is targeted by a conserved bacterial type-III effector that promotes
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8 Identification of RipAZ1 as an avirulence determinant of <i>Ralstonia solanacearum</i> in <i>Solanum
americanum</i>. Molecular Plant Pathology, 2021, 22, 317-333. 2.0 15

9 A complex resistance locus in Solanum americanum recognizes a conserved Phytophthora effector.
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13 Pathogen effector recognition-dependent association of NRG1 with EDS1 and SAG101 in TNL receptor
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15 Chromatin accessibility landscapes activated by cell-surface and intracellular immune receptors.
Journal of Experimental Botany, 2021, 72, 7927-7941. 2.4 14
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<i>Albugo candida</i> race recognition specificities. Plant Journal, 2021, 107, 1490-1502. 2.8 5
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18 Autoactive Arabidopsis RPS4 alleles require partner protein RRS1-R. Plant Physiology, 2021, 185, 761-764. 2.3 7
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Extreme resistance to <i>Potato virus Y</i> in potato carrying the <i>Ry</i><sub><i>sto</i></sub>
gene is mediated by a <scp>TIR</scp>â€•<scp>NLR</scp> immune receptor. Plant Biotechnology Journal,
2020, 18, 655-667.
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21 Highâ€•resolution expression profiling of selected gene sets during plant immune activation. Plant
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23 Identification of <i>Avramr1</i> from <i>Phytophthora infestans</i> using long read and cDNA
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25 Two unequally redundant "helper" immune receptor families mediate Arabidopsis thaliana
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26 The NLR-Annotator Tool Enables Annotation of the Intracellular Immune Receptor Repertoire. Plant
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29 Estradiol-inducible AvrRps4 expression reveals distinct properties of TIR-NLR-mediated
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30 Phosphorylation-Regulated Activation of the Arabidopsis RRS1-R/RPS4 Immune Receptor Complex
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Transgressive segregation reveals mechanisms of<i>Arabidopsis</i>immunity
to<i>Brassica</i>-infecting races of white rust (<i>Albugo candida</i>). Proceedings of the National
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47 Albugo candida race diversity, ploidy and hostâ€•associated microbes revealed using DNA sequence
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48 Autoimmunity and effector recognition in <i>Arabidopsis thaliana</i> can be uncoupled by mutations
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Albugo-imposed changes to tryptophan-derived antimicrobial metabolite biosynthesis may contribute
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65 Discovery and characterization of two new stem rust resistance genes in Aegilops sharonensis.
Theoretical and Applied Genetics, 2017, 130, 1207-1222. 1.8 45

66 The highly buffered Arabidopsis immune signaling network conceals the functions of its components.
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69 Targeted capture and sequencing of gene-sized DNA molecules. BioTechniques, 2016, 61, 315-322. 0.8 48
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71 Intracellular innate immune surveillance devices in plants and animals. Science, 2016, 354, . 6.0 834

72 Comparative analysis of plant immune receptor architectures uncovers host proteins likely targeted
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78 Probing formation of cargo/importinâ€•Î± transport complexes in plant cells using a pathogen effector.
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83 NLR-parser: rapid annotation of plant NLR complements. Bioinformatics, 2015, 31, 1665-1667. 1.8 103

84 Two linked pairs of Arabidopsis TNL resistance genes independently confer recognition of bacterial
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86 The Top 10 oomycete pathogens in molecular plant pathology. Molecular Plant Pathology, 2015, 16,
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expansion in races of Albugo candida, a generalist parasite. ELife, 2015, 4, . 2.8 71
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93 The Plasmodesmal Protein PDLP1 Localises to Haustoria-Associated Membranes during Downy Mildew
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B: Biological Sciences, 2014, 369, 20130087. 1.8 117
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344, 299-303. 6.0 300
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XI. Theoretical and Applied Genetics, 2014, 127, 647-657. 1.8 28
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Plant Biology, 2014, 14, 120. 1.6 161

102 Direct Regulation of the NADPH Oxidase RBOHD by the PRR-Associated Kinase BIK1 during Plant
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104 Targeted mutagenesis in the model plant Nicotiana benthamiana using Cas9 RNA-guided endonuclease.
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2.8 367
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110 Regulation of Transcription of Nucleotide-Binding Leucine-Rich Repeat-Encoding Genes SNC1 and RPP4
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111 A Downy Mildew Effector Attenuates Salicylic Acidâ€“Triggered Immunity in Arabidopsis by Interacting
with the Host Mediator Complex. PLoS Biology, 2013, 11, e1001732. 2.6 167
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Crystallization and preliminary X-ray diffraction analyses of the TIR domains of three TIRâ€“NBâ€“LRR
proteins that are involved in disease resistance in<i>Arabidopsis thaliana</i>. Acta Crystallographica
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de Bruijn Graphs. PLoS ONE, 2013, 8, e60058. 1.1 26

114
Mechanisms of Nuclear Suppression of Host Immunity by Effectors from the Arabidopsis Downy
Mildew Pathogen Hyaloperonospora arabidopsidis (Hpa). Cold Spring Harbor Symposia on Quantitative
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115 Draft Genome Sequence of Pseudomonas syringae Pathovar Syringae Strain FF5, Causal Agent of Stem
Tip Dieback Disease on Ornamental Pear. Journal of Bacteriology, 2012, 194, 3733-3734. 1.0 10

116 Characterization of the membrane-associated HaRxL17Hpaeffector candidate. Plant Signaling and
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Coverageâ€•based consensus calling (CbCC) of short sequence reads and comparison of CbCC results to
identify SNPs in chickpea (<i>Cicer arietinum</i>; Fabaceae), a crop species without a reference genome.
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That Triggers RPP5-Mediated Defense in Arabidopsis. Molecular Plant-Microbe Interactions, 2011, 24,
827-838.

1.4 102
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148 <i>De novo</i>assembly of the<i>Pseudomonas syringae</i>pv.<i>syringae</i>B728a genome using
Illumina/Solexa short sequence reads. FEMS Microbiology Letters, 2009, 291, 103-111. 0.7 77

149 A Biotic or Abiotic Stress?. , 2009, , 103-122. 1

150
The Major Specificity-Determining Amino Acids of the Tomato Cf-9 Disease Resistance Protein Are at
Hypervariable Solvent-Exposed Positions in the Central Leucine-Rich Repeats. Molecular Plant-Microbe
Interactions, 2009, 22, 1203-1213.

1.4 46
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172 Molecular analysis of Agrobacterium T-DNA integration in tomato reveals a role for left border
sequence homology in most integration events. Molecular Genetics and Genomics, 2007, 278, 411-420. 1.0 14

173 Multiple Avirulence Paralogues in Cereal Powdery Mildew Fungi May Contribute to Parasite Fitness
and Defeat of Plant Resistance. Plant Cell, 2006, 18, 2402-2414. 3.1 245

174 CITRX thioredoxin is a putative adaptor protein connecting Cf-9 and the ACIK1 protein kinase during
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197 Cold Tolerance, SFR2, and the Legacy of Gary Warren. Plant Cell, 2004, 16, 1955-1957. 3.1 1

198 Genetic Variation at the Tomato Cf-4/Cf-9 Locus Induced by EMS Mutagenesis and Intralocus
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Arabidopsis gp91phox homologues AtrbohD and AtrbohF are required for accumulation of reactive
oxygen intermediates in the plant defense response. Proceedings of the National Academy of Sciences
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229 Putting knowledge of plant disease resistance genes to work. Current Opinion in Plant Biology, 2001,
4, 281-287. 3.5 151
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