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85 NoncodingLregionsLareLtheLmainLsourceLofLtargetableLtumorYspecificLantigens[LSciencenTranslationaln
MedicineXL2018XLbaXL 17.5 199

84 TheLMytLclassLzLpeptideLrepertoireLisLmoldedLbyLtheLtranscriptome[LJournalnofnExperimentaln
MedicineXL2008XLcafXLfjfYgba 16.6 127

83 xlobalLproteogenomicLanalysisLofLhumanLMytLclassLzYassociatedLpeptidesLderivedLfromL
nonYcanonicalLreadingLframes[LNaturenCommunicationsXL2016XLhXLbacdi 17.4 127

82 MytLclassLzYassociatedLpeptidesLderiveLfromLselectiveLregionsLofLtheLhumanLgenome[LJournalnofn
ClinicalnInvestigationXL2016XLbcgXLegjaYehab 15.9 123

81 rLnovelLproteomicsLapproachLtoLidentifyLSUMOylatedLproteinsLandLtheirLmodificationLsitesLinL
humanLcells[LMolecularnandnCellularnProteomicsXL2011XLbaXLMbba[aaehjg 7.6 113

80 zmprovementLinLpeptideLdetectionLforLproteomicsLanalysesLusingLNanoLtYMSLandLhighYfieldL
asymmetryLwaveformLionLmobilityLmassLspectrometry[LAnalyticalnChemistryXL2005XLhhXLcbhgYig 7.8 100

79 PTvNLueficiencyLandLrMPKLrctivationLPromoteLNutrientLScavengingLandLrnabolismLinLProstateL
tancerLtells[LCancernDiscoveryXL2018XLiXLiggYiid 24.4 96

78 LargeYscaleLanalysisLofLlysineLSUMOylationLbyLSUMOLremnantLimmunoaffinityLprofiling[LNaturen
CommunicationsXL2014XLfXLfeaj 17.4 94

77 TheLSysteMytLrtlasLproject[LNucleicnAcidsnResearchXL2018XLegXLubcdhYubceh 20.1 87

76 TheLMytLzLimmunopeptidomeLconveysLtoLtheLcellLsurfaceLanLintegrativeLviewLofLcellularLregulation[L
MolecularnSystemsnBiologyXL2011XLhXLfdd 12.2 80

75 UncoveringLtheLSUMOylationLandLubiquitylationLcrosstalkLinLhumanLcellsLusingLsequentialLpeptideL
immunopurification[LNaturenCommunicationsXL2017XLiXLbebaj 17.4 78

74 MubritinibLTargetsLtheLvlectronLTransportLthainLtomplexLzLandLRevealsLtheLLandscapeLofLOXPyOSL
uependencyLinLrcuteLMyeloidLLeukemia[LCancernCellXL2019XLdgXLieYjj[ei 24.3 75

73 zmpactLofLgenomicLpolymorphismsLonLtheLrepertoireLofLhumanLMytLclassLzYassociatedLpeptides[L
NaturenCommunicationsXL2014XLfXLdgaa 17.4 75

72 vnhancedLsensitivityLinLproteomicsLexperimentsLusingLwrzMSLcoupledLwithLaLhybridLlinearLionL
trap]OrbitrapLmassLspectrometer[LJournalnofnProteomenResearchXL2009XLiXLddffYgg 5.6 75

71 rLNovelLuifferentialLzonLMobilityLueviceLvxpandsLtheLuepthLofLProteomeLtoverageLandLtheL
SensitivityLofLMultiplexLProteomicLMeasurements[LMolecularnandnCellularnProteomicsXL2018XLbhXLcafbYcagh7.6 65

70 rLcellYsignalingLnetworkLtemporallyLresolvesLspecificLversusLpromiscuousLphosphorylation[LCelln
ReportsXL2015XLbaXLbcacYbe 10.6 63

69 xprbgbLanchoringLofLPKrLconsolidatesLxPtRLandLcrMPLsignaling[LProceedingsnofnthenNationaln
AcademynofnSciencesnofnthenUnitednStatesnofnAmericaXL2016XLbbdXLhhigYjb 11.5 59
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68
PhosphoproteomicLanalysisLidentifiesLtheLtumorLsuppressorLPutueLasLaLRSKLsubstrateLnegativelyL
regulatedLbyLbeYdYd[LProceedingsnofnthenNationalnAcademynofnSciencesnofnthenUnitednStatesnofnAmerica
XL2014XLbbbXLvcjbiYch

11.5 54

67
zmprovementLofLphosphoproteomeLanalysesLusingLwrzMSLandLdecisionLtreeLfragmentation[L
applicationLtoLtheLinsulinLsignalingLpathwayLinLurosophilaLmelanogasterLScLcells[LJournalnofn
ProteomenResearchXL2012XLbbXLjchYea

5.6 54

66 MytLzYassociatedLpeptidesLpreferentiallyLderiveLfromLtranscriptsLbearingLmiRNrLresponseL
elements[LBloodXL2012XLbbjXLebibYjb 2.2 53

65 zmmunogenicLstressLandLdeathLofLcancerLcellskLtontributionLofLantigenicityLvsLadjuvanticityLtoL
immunosurveillance[LImmunologicalnReviewsXL2017XLciaXLbgfYbhe 11.3 52

64 TheLnatureLofLselfLforLTLcellsYaLsystemsYlevelLperspective[LCurrentnOpinionninnImmunologyXL2015XLdeXLbYi 7.8 52

63
tombinedLenzymaticLandLdataLminingLapproachesLforLcomprehensiveLphosphoproteomeLanalyseskL
applicationLtoLcellLsignalingLeventsLofLinterferonYgammaYstimulatedLmacrophages[LMolecularnandn
CellularnProteomicsXL2008XLhXLgefYga

7.6 50

62 vngineeringLtheLpatternLofLproteinLglycosylationLmodulatesLtheLthermostabilityLofLaLxybbLxylanase[L
JournalnofnBiologicalnChemistryXL2013XLciiXLcffccYcffde 5.4 49

61 zmprovementLofLQuantitativeLMeasurementsLinLMultiplexLProteomicsLUsingLyighYwieldLrsymmetricL
WaveformLSpectrometry[LJournalnofnProteomenResearchXL2016XLbfXLegfdYeggf 5.6 44

60 PhosphoproteomeLdynamicsLofLSaccharomycesLcerevisiaeLunderLheatLshockLandLcoldLstress[L
MolecularnSystemsnBiologyXL2015XLbbXLibd 12.2 41

59 tomparisonLofLtheLMytLzLzmmunopeptidomeLRepertoireLofLsYtellLLymphoblastsLUsingLTwoL
zsolationLMethods[LProteomicsXL2018XLbiXLebhaacfb 4.8 37

58 TargetedLidentificationLofLSUMOylationLsitesLinLhumanLproteinsLusingLaffinityLenrichmentLandL
paralogYspecificLreporterLions[LMolecularnandnCellularnProteomicsXL2013XLbcXLcfdgYfa 7.6 36

57 SampleLpreparationLandLanalyticalLstrategiesLforLlargeYscaleLphosphoproteomicsLexperiments[L
SeminarsninnCellnandnDevelopmentalnBiologyXL2012XLcdXLiedYfd 7.5 35

56 ueterminationLofLtheLprimaryLstructureLofLpeptidesLusingLfastLatomLbombardmentLmassL
spectrometry[LBiologicalnMassnSpectrometryXL1990XLbjXLbdYcg 28

55 vRrrPLShapesLtheLPeptidomeLrssociatedLwithLtlassicalLandLNonclassicalLMytLtlassLzLMolecules[L
JournalnofnImmunologyXL2016XLbjhXLbadfYed 5.3 27

54 QuantitativeLSUMOLproteomicsLidentifiesLPzrSbLsubstratesLinvolvedLinLcellLmigrationLandLmotility[L
NaturenCommunicationsXL2020XLbbXLide 17.4 26

53 MostLnonYcanonicalLproteinsLuniquelyLpopulateLtheLproteomeLorLimmunopeptidome[LCellnReportsXL
2021XLdeXLbaiibf 10.6 26

52 UsrPcLLisLaLnovelLsMzbYinteractingLproteinLessentialLforLhematopoieticLstemLcellLactivity[LBloodXL
2014XLbceXLcdgcYj 2.2 24

51 MonoubiquitinationLofLrSXLsLcontrolsLtheLdeubiquitinaseLactivityLofLtheLtumorLsuppressorLsrPb[L
NaturenCommunicationsXL2018XLjXLedif 17.4 24
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50 ProteogenomicsLUncoversLaLVastLRepertoireLofLSharedLTumorYSpecificLrntigensLinLOvarianLtancer[L
CancernImmunologynResearchXL2020XLiXLfeeYfff 12.5 23

49 vnhancementLofLmassLspectrometryLperformanceLforLproteomicLanalysesLusingLhighYfieldL
asymmetricLwaveformLionLmobilityLspectrometryLTwrzMSU[LJournalnofnMassnSpectrometryXL2015XLfaXLbbibYjf2.2 23

48 uisplacementLofLN]QYrichLpeptidesLonLTiOcLbeadsLenhancesLtheLdepthLandLcoverageLofLyeastL
phosphoproteomeLanalyses[LJournalnofnProteomenResearchXL2013XLbcXLcjafYbd 5.6 23

47 znterplayLbetweenLhistoneLydLlysineLfgLdeacetylationLandLchromatinLmodifiersLinLresponseLtoLuNrL
damage[LGeneticsXL2015XLcaaXLbifYcaf 4 22

46 TimeYresolvedLPhosphoproteomeLrnalysisLofLParadoxicalLRrwLrctivationLRevealsLNovelLTargetsLofL
vRK[LMolecularnandnCellularnProteomicsXL2017XLbgXLggdYghj 7.6 21

45 siochemicalLpropertiesLofLglycosylationLandLcharacterizationLofLaLhistidineLacidLphosphataseL
TphytaseULexpressedLinLPichiaLpastoris[LProteinnExpressionnandnPurificationXL2014XLjjXLedYj 2 20

44 QuantitativeLSUMOLproteomicsLrevealsLtheLmodulationLofLseveralLPMLLnuclearLbodyLassociatedL
proteinsLandLanLantiYsenescenceLfunctionLofLUstj[LScientificnReportsXL2018XLiXLhhfe 4.9 20

43 zdentificationLofLcrossLtalkLbetweenLSUMOylationLandLubiquitylationLusingLaLsequentialLpeptideL
immunopurificationLapproach[LNaturenProtocolsXL2017XLbcXLcdecYcdfi 18.8 17

42 vxtendingLtheLtomprehensivenessLofLzmmunopeptidomeLrnalysesLUsingLzsobaricLPeptideLLabeling[L
AnalyticalnChemistryXL2020XLjcXLjbjeYjcae 7.8 17

41 rtypicalLacuteLmyeloidLleukemiaYspecificLtranscriptsLgenerateLsharedLandLimmunogenicLMytL
classYzYassociatedLepitopes[LImmunityXL2021XLfeXLhdhYhfc[eba 32.3 17

40 zmipridoneLrnticancerLtompoundsLvctopicallyLrctivateLtheLtlpPLProteaseLandLRepresentLaLNewL
ScaffoldLforLrntibioticLuevelopment[LGeneticsXL2020XLcbeXLbbadYbbca 4 16

39 rccurateLQuantitativeLProteomicLrnalysesLUsingLMetabolicLLabelingLandLyighLwieldLrsymmetricL
WaveformLzonLMobilityLSpectrometryLTwrzMSU[LJournalnofnProteomenResearchXL2019XLbiXLcbcjYcbdi 5.6 15

38 PromyelocyticLLeukemiaLProteinLTPMLULRequirementLforLznterferonYinducedLxlobalLtellularL
SUMOylation[LMolecularnandnCellularnProteomicsXL2018XLbhXLbbjgYbcai 7.6 15

37 tLMSVaultkLrLSoftwareLSuiteLforLProteinLtrossYLinkingLMassYSpectrometryLuataLrnalysisLandL
Visualization[LJournalnofnProteomenResearchXL2017XLbgXLcgefYcgfc 5.6 14

36 WidespreadLandLtissueYspecificLexpressionLofLendogenousLretroelementsLinLhumanLsomaticLtissues[L
GenomenMedicineXL2020XLbcXLea 14.4 14

35 yd[dLxdeWLPromotesLxrowthLandLzmpedesLuifferentiationLofLOsteoblastYLikeLMesenchymalL
ProgenitorsLinLxiantLtellLTumorLofLsone[LCancernDiscoveryXL2020XLbaXLbjgiYbjih 24.4 14

34 SynergisticLactionLofLcoYexpressedLxylanase]laccaseLmixturesLagainstLmilledLsugarLcaneLbagasse[L
ProcessnBiochemistryXL2014XLejXLbbfcYbbgb 4.8 13

33 vxtendedLSynaptotagminLbLznteractsLwithLyerpesLSimplexLVirusLbLxlycoproteinLMLandLNegativelyL
ModulatesLVirusYznducedLMembraneLwusion[LJournalnofnVirologyXL2018XLjcXL 6.6 12
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32 uiscoveryLofLproteinLacetylationLpatternsLbyLdeconvolutionLofLpeptideLisomerLmassLspectra[LNaturen
CommunicationsXL2015XLgXLigei 17.4 11

31 UMbhbLPreservesLvpigeneticLMarksLthatLrreLReducedLinLvxLVivoLtultureLofLyumanLyStsLviaL
PotentiationLofLtheLtLRdYKsTsueLtomplex[LCellnStemnCellXL2021XLciXLeiYgc[eg 18 11

30
xasYPhaseLvnrichmentLofLMultiplyLthargedLPeptideLzonsLbyLuifferentialLzonLMobilityLvxtendLtheL
tomprehensivenessLofLSUMOLProteomeLrnalyses[LJournalnofnthenAmericannSocietynfornMassn
SpectrometryXL2018XLcjXLbbbbYbbce

3.5 10

29 SampleLtollectionLMethodLsiasLvffectsLinLQuantitativeLPhosphoproteomics[LJournalnofnProteomen
ResearchXL2015XLbeXLcjjiYdaae 5.6 9

28
PhosphoYdependentLrecruitmentLofLtheLyeastLNureLacetyltransferaseLcomplexLbyLMRXLatLuNrL
breaksLregulatesLRPrLdynamicsLduringLresection[LProceedingsnofnthenNationalnAcademynofnSciencesnofn
thenUnitednStatesnofnAmericaXL2018XLbbfXLbaaciYbaadd

11.5 9

27 znterferonXLrestrictionLfactorsLandLSUMOLpathways[LCytokinenandnGrowthnFactornReviewsXL2020XLffXLdhYeh17.9 8

26 trossYtalkLbetweenLSUMOylationLandLzSxylationLinLresponseLtoLinterferon[LCytokineXL2020XLbcjXLbffacf 4 8

25 RejectionLofLleukemicLcellsLrequiresLantigenYspecificLTLcellsLwithLhighLfunctionalLavidity[LBiologynofn
BloodnandnMarrownTransplantationXL2014XLcaXLdhYef 4.7 8

24 rLRoadmapLTowardLtheLuefinitionLofLrctionableLTumorYSpecificLrntigens[LFrontiersninnImmunologyXL
2020XLbbXLfidcih 8.4 8

23 trosstalkLsetweenLSUMOLandLUbiquitinYLikeLProteinskLzmplicationLforLrntiviralLuefense[LFrontiersninn
CellnandnDevelopmentalnBiologyXL2021XLjXLghbagh 5.7 8

22 uynamicLPhosphoproteomicsLUncoversLSignalingLPathwaysLModulatedLbyLrntiYoncogenicL
SphingolipidLrnalogs[LMolecularnandnCellularnProteomicsXL2019XLbiXLeaiYecc 7.6 8

21 MrPuPkLrLtloudYsasedLtomputationalLPlatformLforLzmmunopeptidomicsLrnalyses[LJournalnofn
ProteomenResearchXL2020XLbjXLbihdYbiib 5.6 7

20 TheLOriginLandLzmmuneLRecognitionLofLTumorYSpecificLrntigens[LCancersXL2020XLbcXL 6.6 7

19 znLvitroLassayLtoLdetermineLSUMOylationLsitesLonLproteinLsubstrates[LNaturenProtocolsXL2016XLbbXLdihYjh 18.8 6

18
UnravelingLSiteYSpecificLandLtombinatorialLyistoneLModificationsLUsingLyighYResolutionLMassL
SpectrometryLinLyistoneLueacetylaseLMutantsLofLwissionLYeast[LJournalnofnProteomenResearchXL2016XL
bfXLcbdcYec

5.6 5

17 tyclinLsdLactivatesLtheLrnaphaseYPromotingLtomplex]tyclosomeLinLmeiosisLandLmitosis[LPLoSn
GeneticsXL2020XLbgXLebaajbie 6 5

16 xlobalLandLSiteYSpecificLthangesLinLfYMethylcytosineLandLfYyydroxymethylcytosineLafterLvxtendedL
PostYmortemLznterval[LFrontiersninnGeneticsXL2016XLhXLbca 4.5 4

15 znterplayLofLUbiquitinYLikeLModifiersLwollowingLrrsenicLTrioxideLTreatment[LJournalnofnProteomen
ResearchXL2020XLbjXLbjjjYcaba 5.6 3
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14 tombinedLvnrichment]vnzymaticLrpproachLToLStudyLTightlyLtlusteredLMultisiteLPhosphorylationL
onLSerYRichLuomains[LJournalnofnProteomenResearchXL2018XLbhXLdafaYdaga 5.6 3

13 rLnovelLpfdLregulatorXLtbgORwhc]TrPRbXLbuffersLagainstLtelomeraseLinhibition[LAgingnCellXL2021XL
caXLebdddb 9.9 3

12 ProteomicLstrategiesLforLcharacterizingLubiquitinYlikeLmodifications[LNaturenReviewsnMethodsn
PrimersXL2021XLbXL 3

11 ProteomicsLofLyerpesLSimplexLVirusLTypeLbLNuclearLtapsids[LJournalnofnVirologyXL2020XL 6.6 3

10 zntegrationLofLSegmentedLzonLwractionationLandLuifferentialLzonLMobilityLonLaLQYvxactiveLyybridL
QuadrupoleLOrbitrapLMassLSpectrometer[LAnalyticalnChemistryXL2021XLjdXLjibhYjicf 7.8 2

9 zmmunopeptidomicLanalysesLofLcolorectalLcancersLwithLandLwithoutLmicrosatelliteLinstability[[L
MolecularnandnCellularnProteomicsXL2022XLbaacci 7.6 1

8 MhcVizPipekLrLQualityLtontrolLSoftwareLforLRapidLrssessmentLofLSmallYLtoLLargeYScaleL
zmmunopeptidomeLuataLSets[LMolecularnandnCellularnProteomicsXL2021XLbaabhi 7.6 0

7 MubritinibLTargetsLtheLvlectronLTransportLthainLtomplexLzLandLRevealsLtheLLandscapeLofL
MitochondrialLVulnerabilityLinLrcuteLMyeloidLLeukemia[LBloodXL2018XLbdcXLjbaYjba 2.2 0

6 TheLmicroproteinLNrsbLrewiresLtheLxb]SLtranscriptionalLmachineryLduringLnitrogenLlimitationLinL
buddingLyeast[[LPLoSnBiologyXL2022XLcaXLedaabfei 9.7 0

5 torrigendumLtoLNzntroductionLtoLtheLyUPOLcabfLSpecialLzssueNL[J[LProteomicsLTcabgULbYc][LJournaln
ofnProteomicsXL2017XLbfcXLdffYdfg 3.9

4 rutophagySsLtontributionLtoLznnateLandLrdaptiveLzmmunitykLrnLOverviewL2014XLcghYchi

3 uedicationLtoLRobertLKinnearLsoyd[LRapidnCommunicationsninnMassnSpectrometryXL2006XLcaXLbeihYjb 2.2

2 trMrPkLrrtificialLneuralLnetworksLunveilLtheLroleLofLcodonLarrangementLinLmodulatingLMytYzL
peptidesLpresentation[LPLoSnComputationalnBiologyXL2021XLbhXLebaajeic 5

1 UbapclYsmiYbYRnfcLuefineLaLNovelLPolycombLtomplexLvssentialLworLSelfYRenewalLOfL
yematopoieticLStemLtells[LBloodXL2013XLbccXLhdgYhdg 2.2
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