36

papers

36

all docs

759055

2,876 12
citations h-index
36 36
docs citations times ranked

345118
36

g-index

2846

citing authors



10

12

14

16

18

_
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Thalassotalea crassostreae sp. nov., isolated from Pacific oyster. International Journal of Systematic
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Non-contiguous finished genome sequence and description of the gliding bacterium Flavobacterium
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28 Immune Network, 2021, 21, e25. L6 5
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A Half-Day Genome Sequencing Protocol for Middle East Respiratory Syndrome Coronavirus.
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