
Cecilia M Lindgren

ListjofjPublicationsjbyjCitations

Source:jhttps://exaly.com/authorypdf/4743154/ceciliaymylindgrenypublicationsybyycitations.pdf

Version:j2024y04y11j

Thisjdocumentjhasjbeenjgeneratedjbasedjonjthejpublicationsjandjcitationsjrecordedjbyjexaly.com.jForj

thejlatestjversionjofjthisjpublicationjlistxjvisitjthejlinkjgivenjabove.

ThejthirdjcolumnjisjthejimpactjfactorjsIFtjofjthejjournalxjandjthejfourthjcolumnjisjthejnumberjofj

citationsjofjthejarticle.

276
papers

69,204
citations

99
h-index

263
g-index

316
ext. papers

82,607
ext. citations

15.2
avg, IF

7.5
L-index



m Paper IF Citations

276 xenomeWwideIassociationIstudyIofIbeVaaaIcasesIofIsevenIcommonIdiseasesIandIdVaaaIsharedI
controlsXINatureVI2007VIeehVIggbWhi 50.4 7801

275 PxtWbalphaWresponsiveIgenesIinvolvedIinIoxidativeIphosphorylationIareIcoordinatelyI
downregulatedIinIhumanIdiabetesXINatureeGeneticsVI2003VIdeVIcghWhd 36.3 5810

274 rIcommonIvariantIinItheIwTOIgeneIisIassociatedIwithIbodyImassIindexIandIpredisposesItoI
childhoodIandIadultIobesityXIScienceVI2007VIdbgVIiijWje 33.3 3294

273 xeneticIstudiesIofIbodyImassIindexIyieldInewIinsightsIforIobesityIbiologyXINatureVI2015VIfbiVIbjhWcag 50.4 2687

272 rssociationIanalysesIofIcejVhjgIindividualsIrevealIbiInewIlociIassociatedIwithIbodyImassIindexXI
NatureeGeneticsVI2010VIecVIjdhWei 36.3 2267

271 uiscoveryIandIrefinementIofIlociIassociatedIwithIlipidIlevelsXINatureeGeneticsVI2013VIefVIbcheWbcid 36.3 1904

270 ReplicationIofIgenomeWwideIassociationIsignalsIinIU–IsamplesIrevealsIriskIlociIforItypeIcIdiabetesXI
ScienceVI2007VIdbgVIbddgWeb 33.3 1823

269 NewIgeneticIlociIimplicatedIinIfastingIglucoseIhomeostasisIandItheirIimpactIonItypeIcIdiabetesIriskXI
NatureeGeneticsVI2010VIecVIbafWbg 36.3 1673

268 yundredsIofIvariantsIclusteredIinIgenomicIlociIandIbiologicalIpathwaysIaffectIhumanIheightXI
NatureVI2010VIeghVIidcWi 50.4 1514

267 MetaWanalysisIofIgenomeWwideIassociationIdataIandIlargeWscaleIreplicationIidentifiesIadditionalI
susceptibilityIlociIforItypeIcIdiabetesXINatureeGeneticsVI2008VIeaVIgdiWef 36.3 1496

266 TheIcommonIPPrRgammaIProbcrlaIpolymorphismIisIassociatedIwithIdecreasedIriskIofItypeIcI
diabetesXINatureeGeneticsVI2000VIcgVIhgWia 36.3 1486

265  argeWscaleIassociationIanalysisIprovidesIinsightsIintoItheIgeneticIarchitectureIandIpathophysiologyI
ofItypeIcIdiabetesXINatureeGeneticsVI2012VIeeVIjibWja 36.3 1482

264 TwelveItypeIcIdiabetesIsusceptibilityIlociIidentifiedIthroughIlargeWscaleIassociationIanalysisXINaturee
GeneticsVI2010VIecVIfhjWij 36.3 1449

263 SixInewIlociIassociatedIwithIbodyImassIindexIhighlightIaIneuronalIinfluenceIonIbodyIweightI
regulationXINatureeGeneticsVI2009VIebVIcfWde 36.3 1368

262 uefiningItheIroleIofIcommonIvariationIinItheIgenomicIandIbiologicalIarchitectureIofIadultIhumanI
heightXINatureeGeneticsVI2014VIegVIbbhdWig 36.3 1339

261 rIcomprehensiveIbVaaaIxenomesWbasedIgenomeWwideIassociationImetaWanalysisIofIcoronaryIarteryI
diseaseXINatureeGeneticsVI2015VIehVIbbcbWbbda 36.3 1290

260 rssociationIscanIofIbeVfaaInonsynonymousISNPsIinIfourIdiseasesIidentifiesIautoimmunityIvariantsXI
NatureeGeneticsVI2007VIdjVIbdcjWdh 36.3 1130
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259 tommonIvariantsInearIMteRIareIassociatedIwithIfatImassVIweightIandIriskIofIobesityXINaturee
GeneticsVI2008VIeaVIhgiWhf 36.3 1048

258 NewIgeneticIlociIlinkIadiposeIandIinsulinIbiologyItoIbodyIfatIdistributionXINatureVI2015VIfbiVIbihWbjg 50.4 920

257 xenomeWwideItransWancestryImetaWanalysisIprovidesIinsightIintoItheIgeneticIarchitectureIofItypeIcI
diabetesIsusceptibilityXINatureeGeneticsVI2014VIegVIcdeWee 36.3 784

256 MetaWanalysisIidentifiesIbdInewIlociIassociatedIwithIwaistWhipIratioIandIrevealsIsexualIdimorphismI
inItheIgeneticIbasisIofIfatIdistributionXINatureeGeneticsVI2010VIecVIjejWga 36.3 724

255 TheIgeneticIarchitectureIofItypeIcIdiabetesXINatureVI2016VIfdgVIebWeh 50.4 704

254 wineWmappingItypeIcIdiabetesIlociItoIsingleWvariantIresolutionIusingIhighWdensityIimputationIandI
isletWspecificIepigenomeImapsXINatureeGeneticsVI2018VIfaVIbfafWbfbd 36.3 675

253 xenomeWwideIassociationIanalysisIidentifiesIcaIlociIthatIinfluenceIadultIheightXINatureeGeneticsVI
2008VIeaVIfhfWid 36.3 654

252 xenomeWwideIassociationIstudyIofItNVsIinIbgVaaaIcasesIofIeightIcommonIdiseasesIandIdVaaaI
sharedIcontrolsXINatureVI2010VIegeVIhbdWca 50.4 639

251  argeWscaleIassociationIanalysesIidentifyInewIlociIinfluencingIglycemicItraitsIandIprovideIinsightI
intoItheIunderlyingIbiologicalIpathwaysXINatureeGeneticsVI2012VIeeVIjjbWbaaf 36.3 621

250 tommonIvariantsIassociatedIwithIplasmaItriglyceridesIandIriskIforIcoronaryIarteryIdiseaseXINaturee
GeneticsVI2013VIefVIbdefWfc 36.3 597

249 VariantsIinIMTNRbsIinfluenceIfastingIglucoseIlevelsXINatureeGeneticsVI2009VIebVIhhWib 36.3 584

248 MappingIcisWIandItransWregulatoryIeffectsIacrossImultipleItissuesIinItwinsXINatureeGeneticsVI2012VIeeVIbaieWj36.3 572

247 MultiancestryIgenomeWwideIassociationIstudyIofIfcaVaaaIsubjectsIidentifiesIdcIlociIassociatedIwithI
strokeIandIstrokeIsubtypesXINatureeGeneticsVI2018VIfaVIfceWfdh 36.3 536

246 vpigenomeWwideIassociationIstudyIofIbodyImassIindexVIandItheIadverseIoutcomesIofIadiposityXI
NatureVI2017VIfebVIibWig 50.4 511

245 xenomeWwideImetaWanalysisIidentifiesIbbInewIlociIforIanthropometricItraitsIandIprovidesIinsightsI
intoIgeneticIarchitectureXINatureeGeneticsVI2013VIefVIfabWbc 36.3 437

244  ocalizationIofItypeIbIdiabetesIsusceptibilityItoItheIMytIclassIzIgenesIy rWsIandIy rWrXINatureVI
2007VIefaVIiihWjc 50.4 421

243 rnIvxpandedIxenomeWWideIrssociationIStudyIofITypeIcIuiabetesIinIvuropeansXIDiabetesVI2017VIggVIciiiWcjac0.9 414

242 RareIandIlowWfrequencyIcodingIvariantsIalterIhumanIadultIheightXINatureVI2017VIfecVIbigWbja 50.4 412
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241 TheImetabochipVIaIcustomIgenotypingIarrayIforIgeneticIstudiesIofImetabolicVIcardiovascularVIandI
anthropometricItraitsXIPLoSeGeneticsVI2012VIiVIebaachjd 6 395

240 xenomeWwideIassociationIscanImetaWanalysisIidentifiesIthreeI ociIinfluencingIadiposityIandIfatI
distributionXIPLoSeGeneticsVI2009VIfVIebaaafai 6 393

239 xeneticIanalysisIofIoverIbImillionIpeopleIidentifiesIfdfInewIlociIassociatedIwithIbloodIpressureI
traitsXINatureeGeneticsVI2018VIfaVIbebcWbecf 36.3 386

238  ossWofWfunctionImutationsIinIS tdariIprotectIagainstItypeIcIdiabetesXINatureeGeneticsVI2014VIegVIdfhWgd36.3 351

237 TheIarchitectureIofIgeneIregulatoryIvariationIacrossImultipleIhumanItissueskItheIMuTyvRIstudyXI
PLoSeGeneticsVI2011VIhVIebaacaad 6 336

236 rIcommonIvariantIofIyMxrcIisIassociatedIwithIadultIandIchildhoodIheightIinItheIgeneralI
populationXINatureeGeneticsVI2007VIdjVIbcefWfa 36.3 330

235 NovelIlociIforIadiponectinIlevelsIandItheirIinfluenceIonItypeIcIdiabetesIandImetabolicItraitskIaI
multiWethnicImetaWanalysisIofIefVijbIindividualsXIPLoSeGeneticsVI2012VIiVIebaacgah 6 326

234 xenomeWwideIassociationIanalysisIidentifiesInovelIbloodIpressureIlociIandIoffersIbiologicalIinsightsI
intoIcardiovascularIriskXINatureeGeneticsVI2017VIejVIeadWebf 36.3 313

233 wTOIgenotypeIisIassociatedIwithIphenotypicIvariabilityIofIbodyImassIindexXINatureVI2012VIejaVIcghWhc 50.4 304

232 xeneticIfineImappingIandIgenomicIannotationIdefinesIcausalImechanismsIatItypeIcIdiabetesI
susceptibilityIlociXINatureeGeneticsVI2015VIehVIbebfWcf 36.3 292

231 rIgenomeWwideIassociationImetaWanalysisIidentifiesInewIchildhoodIobesityIlociXINatureeGeneticsVI
2012VIeeVIfcgWdb 36.3 292

230 MultiWethnicIgenomeWwideIassociationIstudyIforIatrialIfibrillationXINatureeGeneticsVI2018VIfaVIbccfWbcdd 36.3 277

229 SexWstratifiedIgenomeWwideIassociationIstudiesIincludingIchaVaaaIindividualsIshowIsexualI
dimorphismIinIgeneticIlociIforIanthropometricItraitsXIPLoSeGeneticsVI2013VIjVIebaadfaa 6 277

228 tommonIvariationIinItheIwTOIgeneIaltersIdiabetesWrelatedImetabolicItraitsItoItheIextentIexpectedI
givenIitsIeffectIonIsMzXIDiabetesVI2008VIfhVIbebjWcg 0.9 260

227 MetaWanalysisIofIgenomeWwideIassociationIstudiesIforIbodyIfatIdistributionIinIgje´ gejIindividualsIofI
vuropeanIancestryXIHumaneMoleculareGeneticsVI2019VIciVIbggWbhe 5.6 258

226 MytcTrIisIassociatedIwithIdifferentialIMytImoleculeIexpressionIandIsusceptibilityItoIrheumatoidI
arthritisVImultipleIsclerosisIandImyocardialIinfarctionXINatureeGeneticsVI2005VIdhVIeigWje 36.3 254

225 zdentificationIofIanIimprintedImasterItransIregulatorIatItheI– wbeIlocusIrelatedItoImultipleI
metabolicIphenotypesXINatureeGeneticsVI2011VIedVIfgbWe 36.3 253

224 uistributionIandImedicalIimpactIofIlossWofWfunctionIvariantsIinItheIwinnishIfounderIpopulationXIPLoSe
GeneticsVI2014VIbaVIebaaeeje 6 243
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223 TheIimpactIofIlowWfrequencyIandIrareIvariantsIonIlipidIlevelsXINatureeGeneticsVI2015VIehVIfijWjh 36.3 229

222 xlobalImicroRNrIexpressionIprofilesIinIinsulinItargetItissuesIinIaIspontaneousIratImodelIofItypeIcI
diabetesXIDiabetologiaVI2010VIfdVIbajjWbaj 10.3 227

221 RefiningItheIaccuracyIofIvalidatedItargetIidentificationIthroughIcodingIvariantIfineWmappingIinItypeI
cIdiabetesXINatureeGeneticsVI2018VIfaVIffjWfhb 36.3 221

220 TheIznfluenceIofIrgeIandISexIonIxeneticIrssociationsIwithIrdultIsodyISizeIandIShapekIrI
 argeWScaleIxenomeWWideIznteractionIStudyXIPLoSeGeneticsVI2015VIbbVIebaafdhi 6 220

219 rIcatalogIofIgeneticIlociIassociatedIwithIkidneyIfunctionIfromIanalysesIofIaImillionIindividualsXI
NatureeGeneticsVI2019VIfbVIjfhWjhc 36.3 217

218 xenomeWwideIassociationIofIpolycysticIovaryIsyndromeIimplicatesIalterationsIinIgonadotropinI
secretionIinIvuropeanIancestryIpopulationsXINatureeCommunicationsVI2015VIgVIhfac 17.4 214

217 MosaicIlossIofIchromosomeIYIinIperipheralIbloodIisIassociatedIwithIshorterIsurvivalIandIhigherIriskI
ofIcancerXINatureeGeneticsVI2014VIegVIgceWi 36.3 213

216 TypeIcIdiabeteskInewIgenesVInewIunderstandingXITrendseineGeneticsVI2008VIceVIgbdWcb 8.5 204

215 xenomeWwideIanalysisIidentifiesIbcIlociIinfluencingIhumanIreproductiveIbehaviorXINatureeGeneticsVI
2016VIeiVIbegcWbehc 36.3 198

214 zntegratedIgeneticIandIepigeneticIanalysisIidentifiesIhaplotypeWspecificImethylationIinItheIwTOI
typeIcIdiabetesIandIobesityIsusceptibilityIlocusXIPLoSeONEVI2010VIfVIebeaea 3.7 193

213 xeneticsIandIepigeneticsIofIobesityXIMaturitasVI2011VIgjVIebWj 5 190

212 ProteinWalteringIvariantsIassociatedIwithIbodyImassIindexIimplicateIpathwaysIthatIcontrolIenergyI
intakeIandIexpenditureIinIobesityXINatureeGeneticsVI2018VIfaVIcgWeb 36.3 186

211 VariantsIinIrutYfIandInearIttN bIareIassociatedIwithIfetalIgrowthIandIbirthIweightXINaturee
GeneticsVI2010VIecVIedaWf 36.3 184

210 TransWancestryImetaWanalysesIidentifyIrareIandIcommonIvariantsIassociatedIwithIbloodIpressureI
andIhypertensionXINatureeGeneticsVI2016VIeiVIbbfbWbbgb 36.3 181

209 rIbriefIhistoryIofIhumanIdiseaseIgeneticsXINatureVI2020VIfhhVIbhjWbij 50.4 181

208 NewIlociIforIbodyIfatIpercentageIrevealIlinkIbetweenIadiposityIandIcardiometabolicIdiseaseIriskXI
NatureeCommunicationsVI2016VIhVIbaejf 17.4 180

207 StrongIgeneticIevidenceIofIututcIasIaIsusceptibilityIgeneIforIdyslexiaXIAmericaneJournaleofeHumane
GeneticsVI2006VIhiVIfcWgc 11 179

206  argeWscaleIanalysesIofIcommonIandIrareIvariantsIidentifyIbcInewIlociIassociatedIwithIatrialI
fibrillationXINatureeGeneticsVI2017VIejVIjegWjfc 36.3 176
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205 WholeWexomeIsequencingIidentifiesIrareIandIlowWfrequencyIcodingIvariantsIassociatedIwithI u I
cholesterolXIAmericaneJournaleofeHumaneGeneticsVI2014VIjeVIcddWef 11 170

204 xenomeWwideImetaWanalysisIidentifiesIsixInovelIlociIassociatedIwithIhabitualIcoffeeIconsumptionXI
MolecularePsychiatryVI2015VIcaVIgehWgfg 15.1 167

203  argeWscaleIgenomeWwideImetaWanalysisIofIpolycysticIovaryIsyndromeIsuggestsIsharedIgeneticI
architectureIforIdifferentIdiagnosisIcriteriaXIPLoSeGeneticsVI2018VIbeVIebaahibd 6 166

202 TheIgeneticIandIepigeneticIbasisIofItypeIcIdiabetesIandIobesityXIClinicalePharmacologyeande
TherapeuticsVI2012VIjcVIhahWbf 6.1 162

201 xenomewideIlinkageIanalysisIofIstatureIinImultipleIpopulationsIrevealsIseveralIregionsIwithI
evidenceIofIlinkageItoIadultIheightXIAmericaneJournaleofeHumaneGeneticsVI2001VIgjVIbagWbg 11 153

200 TransWethnicIassociationIstudyIofIbloodIpressureIdeterminantsIinIoverIhfaVaaaIindividualsXINaturee
GeneticsVI2019VIfbVIfbWgc 36.3 152

199 TheIgeneticsIofIobesityXICurrenteDiabeteseReportsVI2010VIbaVIejiWfaf 5.6 151

198
xenomeIrnalysesIofIocaaVaaaIzndividualsIzdentifyIfiI ociIforIthronicIznflammationIandIyighlightI
PathwaysIthatI inkIznflammationIandItomplexIuisordersXIAmericaneJournaleofeHumaneGeneticsVI
2018VIbadVIgjbWhag

11 151

197 xeneticIevidenceIthatIraisedIsexIhormoneIbindingIglobulinIRSysxSIlevelsIreduceItheIriskIofItypeIcI
diabetesXIHumaneMoleculareGeneticsVI2010VIbjVIfdfWee 5.6 150

196  owWfrequencyIandIrareIexomeIchipIvariantsIassociateIwithIfastingIglucoseIandItypeIcIdiabetesI
susceptibilityXINatureeCommunicationsVI2015VIgVIfijh 17.4 147

195 TheImiRNrIprofileIofIhumanIpancreaticIisletsIandIbetaWcellsIandIrelationshipItoItypeIcIdiabetesI
pathogenesisXIPLoSeONEVI2013VIiVIeffchc 3.7 146

194 TheIroleIofIadiposityIinIcardiometabolicItraitskIaIMendelianIrandomizationIanalysisXIPLoSeMedicineVI
2013VIbaVIebaabehe 11.6 144

193 xenomeWwideIassociationIandIMendelianIrandomisationIanalysisIprovideIinsightsIintoItheI
pathogenesisIofIheartIfailureXINatureeCommunicationsVI2020VIbbVIbgd 17.4 140

192 rIgenomeWwideIassociationIsearchIforItypeIcIdiabetesIgenesIinIrfricanIrmericansXIPLoSeONEVI2012VI
hVIecjcac 3.7 138

191 xenomewideIsearchIforItypeIcIdiabetesImellitusIsusceptibilityIlociIinIwinnishIfamilieskItheIsotniaI
studyXIAmericaneJournaleofeHumaneGeneticsVI2002VIhaVIfajWbg 11 127

190 xWrSIidentifiesIbeIlociIforIdeviceWmeasuredIphysicalIactivityIandIsleepIdurationXINaturee
CommunicationsVI2018VIjVIfcfh 17.4 123

189
RareIvariantsIinIPPrRxIwithIdecreasedIactivityIinIadipocyteIdifferentiationIareIassociatedIwithI
increasedIriskIofItypeIcIdiabetesXIProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitede
StateseofeAmericaVI2014VIbbbVIbdbchWdc

11.5 121

188 uirectionalIdominanceIonIstatureIandIcognitionIin´ diverseIhumanIpopulationsXINatureVI2015VIfcdVIefjWegc50.4 119
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187 TypeIcIdiabetesIriskIallelesIareIassociatedIwithIreducedIsizeIatIbirthXIDiabetesVI2009VIfiVIbeciWdd 0.9 117

186 MutagenesisXISmokingIisIassociatedIwithImosaicIlossIofIchromosomeIYXIScienceVI2015VIdehVIibWd 33.3 108

185 xenomeWwideImetaWanalysisIuncoversInovelIlociIinfluencingIcirculatingIleptinIlevelsXINaturee
CommunicationsVI2016VIhVIbaeje 17.4 107

184 xenomeWwideImetaWanalysisIofIcebVcfiIadultsIaccountingIforIsmokingIbehaviourIidentifiesInovelI
lociIforIobesityItraitsXINatureeCommunicationsVI2017VIiVIbejhh 17.4 105

183 tommonIvariantsIatIgqccIandIbhqcbIareIassociatedIwithIintracranialIvolumeXINatureeGeneticsVI2012
VIeeVIfdjWee 36.3 104

182 xenomeWwideIphysicalIactivityIinteractionsIinIadiposityIWIrImetaWanalysisIofIcaaVefcIadultsXIPLoSe
GeneticsVI2017VIbdVIebaagfci 6 103

181  argeWscaleIzygosityItestingIusingIsingleInucleotideIpolymorphismsXITwineResearcheandeHumane
GeneticsVI2007VIbaVIgaeWcf 2.2 102

180 MappingIofIhjIlociIforIidIplasmaIproteinIbiomarkersIinIcardiovascularIdiseaseXIPLoSeGeneticsVI2017VI
bdVIebaaghag 6 102

179 yaplotypesIofIxIproteinWcoupledIreceptorIbfeIareIassociatedIwithIchildhoodIallergyIandIasthmaXI
AmericaneJournaleofeRespiratoryeandeCriticaleCareeMedicineVI2005VIbhbVIbaijWjf 10.2 100

178 zdentificationIofIadditionalIriskIlociIforIstrokeIandIsmallIvesselIdiseasekIaImetaWanalysisIofI
genomeWwideIassociationIstudiesXILanceteNeurologyseTheVI2016VIbfVIgjfWhah 24.1 100

177 rdiposityWrelatedIheterogeneityIinIpatternsIofItypeIcIdiabetesIsusceptibilityIobservedIinI
genomeWwideIassociationIdataXIDiabetesVI2009VIfiVIfafWba 0.9 98

176 VariantsIinItheIcalpainWbaIgeneIpredisposeItoIinsulinIresistanceIandIelevatedIfreeIfattyIacidIlevelsXI
DiabetesVI2002VIfbVIcgfiWge 0.9 98

175 rssociationIofIvariantsIinItheIfatImassIandIobesityIassociatedIRwTOSIgeneIwithIpolycysticIovaryI
syndromeXIDiabetologiaVI2008VIfbVIbbfdWi 10.3 97

174 MicroRNrWbcfaIisIoverWexpressedIinIinsulinItargetItissuesIinIaIspontaneousIratImodelIofITypeIcI
uiabetesXIBMCeMedicaleGenomicsVI2009VIcVIfe 3.7 96

173
znteractionsIbetweenIglutathioneISWtransferaseIPbVItumorInecrosisIfactorVIandItrafficWrelatedIairI
pollutionIforIdevelopmentIofIchildhoodIallergicIdiseaseXIEnvironmentaleHealthePerspectivesVI2008VI
bbgVIbahhWie

8.4 96

172 MendelianIrandomizationIstudiesIdoInotIsupportIaIcausalIroleIforIreducedIcirculatingIadiponectinI
levelsIinIinsulinIresistanceIandItypeIcIdiabetesXIDiabetesVI2013VIgcVIdfijWji 0.9 95

171 tommonIvariantsIatIbcqbfIandIbcqceIareIassociatedIwithIinfantIheadIcircumferenceXINaturee
GeneticsVI2012VIeeVIfdcWfdi 36.3 94

170 MosaicI ossIofIthromosomeIYIinIsloodIzsIrssociatedIwithIrlzheimerIuiseaseXIAmericaneJournaleofe
HumaneGeneticsVI2016VIjiVIbcaiWbcbj 11 90

(2016-2009)
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169  argeImetaWanalysisIofIgenomeWwideIassociationIstudiesIidentifiesIfiveIlociIforIleanIbodyImassXI
NatureeCommunicationsVI2017VIiVIia 17.4 88

168 znsightsIintoItheImolecularImechanismIforItypeIcIdiabetesIsusceptibilityIatItheI–tNQbIlocusIfromI
temporalIchangesIinIimprintingIstatusIinIhumanIisletsXIDiabetesVI2013VIgcVIjihWjc 0.9 87

167 rssociationIofItheIPyrtTRbYvuNbIxeneticI ocusIWithISpontaneousItoronaryIrrteryIuissectionXI
JournaleofetheeAmericaneCollegeeofeCardiologyVI2019VIhdVIfiWgg 15.1 86

166 rIgeneIconferringIsusceptibilityItoItypeIcIdiabetesIinIconjunctionIwithIobesityIisIlocatedIonI
chromosomeIbipbbXIDiabetesVI2001VIfaVIghfWia 0.9 83

165 tlinicalIandIgeneticIcorrelatesIofIgrowthIdifferentiationIfactorIbfIinItheIcommunityXIClinicale
ChemistryVI2012VIfiVIbficWjb 5.5 81

164 MultiethnicIgenomeWwideImetaWanalysisIofIectopicIfatIdepotsIidentifiesIlociIassociatedIwithI
adipocyteIdevelopmentIandIdifferentiationXINatureeGeneticsVI2017VIejVIbcfWbda 36.3 80

163  argeWscaleIxWrSIidentifiesImultipleIlociIforIhandIgripIstrengthIprovidingIbiologicalIinsightsIintoI
muscularIfitnessXINatureeCommunicationsVI2017VIiVIbgabf 17.4 80

162 NeuropeptideIsIreceptorIbIgeneIpolymorphismIisIassociatedIwithIsusceptibilityItoIinflammatoryI
bowelIdiseaseXIGastroenterologyVI2007VIbddVIiaiWbh 13.3 79

161 zdentificationIandIfunctionalIcharacterizationIofIxgPtcIcodingIvariantsIinfluencingIglycemicItraitsI
defineIanIeffectorItranscriptIatItheIxgPtcWrstsbbIlocusXIPLoSeGeneticsVI2015VIbbVIebaaeihg 6 76

160 MouseWhumanIexperimentalIepigeneticIanalysisIunmasksIdietaryItargetsIandIgeneticIliabilityIforI
diabeticIphenotypesXICelleMetabolismVI2015VIcbVIbdiWej 24.6 76

159 tommonIvariantsIinIyNwWbIalphaIandIriskIofItypeIcIdiabetesXIDiabetologiaVI2006VIejVIciicWjb 10.3 76

158 xenomeWwideIassociationIstudyIofItoxicImetalsIandItraceIelementsIrevealsInovelIassociationsXI
HumaneMoleculareGeneticsVI2015VIceVIehdjWef 5.6 75

157 WholeWxenomeISequencingItoupledItoIzmputationIuiscoversIxeneticISignalsIforIrnthropometricI
TraitsXIAmericaneJournaleofeHumaneGeneticsVI2017VIbaaVIigfWiie 11 74

156 xenomeIwideIassociationIidentifiesIcommonIvariantsIatItheISvRPzNrgYSvRPzNrbIlocusIinfluencingI
plasmaIcortisolIandIcorticosteroidIbindingIglobulinXIPLoSeGeneticsVI2014VIbaVIebaaeehe 6 71

155 TheIpresenceIofImethylationIquantitativeItraitIlociIindicatesIaIdirectIgeneticIinfluenceIonItheIlevelI
ofIuNrImethylationIinIadiposeItissueXIPLoSeONEVI2013VIiVIeffjcd 3.7 71

154 MetaWanalysisIofIsexWspecificIgenomeWwideIassociationIstudiesXIGeneticeEpidemiologyVI2010VIdeVIiegWfd 2.6 69

153  argeWscaleIgenomeWwideIanalysisIidentifiesIgeneticIvariantsIassociatedIwithIcardiacIstructureIandI
functionXIJournaleofeClinicaleInvestigationVI2017VIbchVIbhjiWbibc 15.9 68

152 zdentificationIandIvalidationIofINWacetyltransferaseIcIasIanIinsulinIsensitivityIgeneXIJournaleofe
ClinicaleInvestigationVI2015VIbcfVIbhdjWfb 15.9 67
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151 VariabilityIofIgeneIexpressionIprofilesIinIhumanIbloodIandIlymphoblastoidIcellIlinesXIBMCeGenomicsVI
2010VIbbVIjg 4.5 64

150 tommonIvariantsIinImaturityWonsetIdiabetesIofItheIyoungIgenesIandIfutureIriskIofItypeIcIdiabetesXI
DiabetesVI2008VIfhVIbhdiWee 0.9 63

149 xenomicIandIdrugItargetIevaluationIofIjaIcardiovascularIproteinsIinIdaVjdbIindividualsXINaturee
MetabolismVI2020VIcVIbbdfWbbei 14.6 61

148 rImetaWanalysisIofIfourIvuropeanIgenomeIscreensIRxzwTItonsortiumSIshowsIevidenceIforIaInovelI
regionIonIchromosomeIbhpbbXcWqccIlinkedItoItypeIcIdiabetesXIHumaneMoleculareGeneticsVI2003VIbcVIbigfWhd5.6 60

147 uiscoveryIandIwineWMappingIofIxlycaemicIandIObesityWRelatedITraitI ociIUsingIyighWuensityI
zmputationXIPLoSeGeneticsVI2015VIbbVIebaafcda 6 59

146 TheIhumanIxzMrPfIgeneIhasIaIcommonIpolyadenylationIpolymorphismIincreasingIriskItoIsystemicI
lupusIerythematosusXIJournaleofeMedicaleGeneticsVI2007VIeeVIdbeWcb 5.8 58

145 xenomeWwideIenrichmentIanalysisIbetweenIendometriosisIandIobesityWrelatedItraitsIrevealsInovelI
susceptibilityIlociXIHumaneMoleculareGeneticsVI2015VIceVIbbifWjj 5.6 57

144 rIgenomeWwideIscanIinIfamiliesIwithImaturityWonsetIdiabetesIofItheIyoungkIevidenceIforIfurtherI
geneticIheterogeneityXIDiabetesVI2003VIfcVIihcWib 0.9 55

143 MetaWanalysisIofItheIzNSzxcIassociationIwithIobesityIincludingIheVdefIindividualskIdoesI
heterogeneityIofIestimatesIrelateItoIstudyIdesignpXIPLoSeGeneticsVI2009VIfVIebaaagje 6 54

142 VariationIinIuNrIrepairIgenesIvRttcVIXRttbVIandIXRttdIandIriskIofIfollicularIlymphomaXICancere
EpidemiologyeBiomarkerseandePreventionVI2006VIbfVIcfiWgf 4 54

141 toexpressionInetworkIanalysisIinIabdominalIandIglutealIadiposeItissueIrevealsIregulatoryIgeneticI
lociIforImetabolicIsyndromeIandIrelatedIphenotypesXIPLoSeGeneticsVI2012VIiVIebaacfaf 6 52

140 TransWethnicIkidneyIfunctionIassociationIstudyIrevealsIputativeIcausalIgenesIandIeffectsIonI
kidneyWspecificIdiseaseIaetiologiesXINatureeCommunicationsVI2019VIbaVIcj 17.4 51

139 xeneticIlociIassociatedIwithIheartIrateIvariabilityIandItheirIeffectsIonIcardiacIdiseaseIriskXINaturee
CommunicationsVI2017VIiVIbfiaf 17.4 50

138 MetaWanalysisIofIgeneWlevelIassociationsIforIrareIvariantsIbasedIonIsingleWvariantIstatisticsXI
AmericaneJournaleofeHumaneGeneticsVI2013VIjdVIcdgWei 11 49

137 MechanismsIofIinactivationIofIM ybIinIhereditaryInonpolyposisIcolorectalIcarcinomakIaInovelI
approachXIOncogeneVI2007VIcgVIefebWj 9.2 49

136 rItommonIrlleleIinIwxwcbIrssociatedIwithISugarIzntakeIzsIrssociatedIwithIsodyIShapeVI owerI
TotalIsodyWwatIPercentageVIandIyigherIsloodIPressureXICelleReportsVI2018VIcdVIdchWddg 10.6 48

135 tausalIrelationshipsIbetweenIobesityIandItheIleadingIcausesIofIdeathIinIwomenIandImenXIPLoSe
GeneticsVI2019VIbfVIebaaieaf 6 48

134 xenomeWWideIrssociationIStudyIofItheIModifiedIStumvollIznsulinISensitivityIzndexIzdentifiesIst cI
andIwrMbjrcIasINovelIznsulinISensitivityI ociXIDiabetesVI2016VIgfVIdcaaWbb 0.9 47

(2016-2010)
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133  iverIXIreceptorIgeneIpolymorphismsIandIadiposeItissueIexpressionIlevelsIinIobesityXI
PharmacogeneticseandeGenomicsVI2006VIbgVIiibWj 1.9 47

132 rIprincipalIcomponentImetaWanalysisIonImultipleIanthropometricItraitsIidentifiesInovelIlociIforI
bodyIshapeXINatureeCommunicationsVI2016VIhVIbddfh 17.4 46

131 TheItransWancestralIgenomicIarchitectureIofIglycemicItraitsXINatureeGeneticsVI2021VIfdVIieaWiga 36.3 44

130 TransWethnicIwineIMappingIyighlightsI–idneyWwunctionIxenesI inkedItoISaltISensitivityXIAmericane
JournaleofeHumaneGeneticsVI2016VIjjVIgdgWgeg 11 44

129 ProteinWcodingIvariantsIimplicateInovelIgenesIrelatedItoIlipidIhomeostasisIcontributingItoIbodyWfatI
distributionXINatureeGeneticsVI2019VIfbVIefcWegj 36.3 44

128 xenomeWwideIassociationImetaWanalysesIandIfineWmappingIelucidateIpathwaysIinfluencingI
albuminuriaXINatureeCommunicationsVI2019VIbaVIebda 17.4 43

127 vxtentVIcausesVIandIconsequencesIofIsmallIRNrIexpressionIvariationIinIhumanIadiposeItissueXIPLoSe
GeneticsVI2012VIiVIebaachae 6 43

126  argeWscaleIgenomeWwideIassociationIstudiesIandImetaWanalysesIofIlongitudinalIchangeIinIadultI
lungIfunctionXIPLoSeONEVI2014VIjVIebaahhg 3.7 42

125 PhenylketonuriaIscreeningIregistryIasIaIresourceIforIpopulationIgeneticIstudiesXIJournaleofeMedicale
GeneticsVI2005VIecVIega 5.8 42

124 MicroRNrIexpressionIinIabdominalIandIglutealIadiposeItissueIisIassociatedIwithImRNrIexpressionI
levelsIandIpartlyIgeneticallyIdrivenXIPLoSeONEVI2011VIgVIechddi 3.7 39

123 rIpowerfulIapproachItoIsubWphenotypeIanalysisIinIpopulationWbasedIgeneticIassociationIstudiesXI
GeneticeEpidemiologyVI2010VIdeVIddfWed 2.6 39

122 thromosomeIhpIlinkageIandIxPRbfeIgeneIassociationIinIztalianIfamiliesIwithIallergicIasthmaXI
ClinicaleandeExperimentaleAllergyVI2007VIdhVIidWj 4.1 39

121 znsightsIintoItheIxeneticISusceptibilityItoITypeIcIuiabetesIfromIxenomeWWideIrssociationIStudiesI
ofIObesityWRelatedITraitsXICurrenteDiabeteseReportsVI2015VIbfVIid 5.6 38

120 SexualIdimorphismsIinIgeneticIlociIlinkedItoIbodyIfatIdistributionXIBioscienceeReportsVI2017VIdhVI 4.1 37

119 MechanismsIofIdiseasekIgeneticIinsightsIintoItheIetiologyIofItypeIcIdiabetesIandIobesityXINaturee
ClinicalePracticeeEndocrinologyeandeMetabolismVI2008VIeVIbfgWgd 36

118 wormalisingIrecallIbyIgenotypeIasIanIefficientIapproachItoIdetailedIphenotypingIandIcausalI
inferenceXINatureeCommunicationsVI2018VIjVIhbb 17.4 35

117 TheIinfluenceIofImenstrualIcycleIandIendometriosisIonIendometrialImethylomeXIClinicaleEpigenetics
VI2016VIiVIc 7.7 35

116 vvaluationIofItheIgeneticIoverlapIbetweenIosteoarthritisIwithIbodyImassIindexIandIheightIusingI
genomeWwideIassociationIscanIdataXIAnnalseofetheeRheumaticeDiseasesVI2013VIhcVIjdfWeb 2.4 35
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115 TheIuseIofIgenomeWwideIeQT IassociationsIinIlymphoblastoidIcellIlinesItoIidentifyInovelIgeneticI
pathwaysIinvolvedIinIcomplexItraitsXIPLoSeONEVI2011VIgVIeccaha 3.7 35

114 tontributionIofIdcIxWrSWidentifiedIcommonIvariantsItoIsevereIobesityIinIvuropeanIadultsIreferredI
forIbariatricIsurgeryXIPLoSeONEVI2013VIiVIehahdf 3.7 34

113 PolymorphismsIinItheIgeneIencodingItheIvoltageWdependentItaRcUSIchannelItaIRVScXdIRtrtNrbvSI
areIassociatedIwithItypeIcIdiabetesIandIimpairedIinsulinIsecretionXIDiabetologiaVI2007VIfaVIceghWhf 10.3 34

112 NewIsloodIPressureWrssociatedI ociIzdentifiedIinIMetaWrnalysesIofIehfIaaaIzndividualsXICirculation:e
CardiovasculareGeneticsVI2017VIbaVI 33

111 xlobalIanalysisIofIuniparentalIdisomyIusingIhighIdensityIgenotypingIarraysXIJournaleofeMedicale
GeneticsVI2005VIecVIiehWfb 5.8 33

110 xenomeWwideIassociationIstudyIidentifiesIeiIcommonIgeneticIvariantsIassociatedIwithIhandednessXI
NatureeHumaneBehaviourVI2021VIfVIfjWha 12.8 33

109 PopulationIstructureIinIcontemporaryISwedenWWaIYWchromosomalIandImitochondrialIuNrIanalysisXI
AnnalseofeHumaneGeneticsVI2009VIhdVIgbWhd 2.2 32

108 rIgenomeIwideIscanIforIearlyIonsetIprimaryIhypertensionIinIScandinaviansXIHumaneMoleculare
GeneticsVI2003VIbcVIcahhWib 5.6 30

107 SexWdimorphicIgeneticIeffectsIandInovelIlociIforIfastingIglucoseIandIinsulinIvariabilityXINaturee
CommunicationsVI2021VIbcVIce 17.4 30

106 rI owWwrequencyIznactivatingIVariantIvnrichedIinItheIwinnishIPopulationIzsIrssociatedIWithIwastingI
znsulinI evelsIandITypeIcIuiabetesIRiskXIDiabetesVI2017VIggVIcabjWcadc 0.9 29

105 PopulationIsubstructureIinIwinlandIandISwedenIrevealedIbyItheIuseIofIspatialIcoordinatesIandIaI
smallInumberIofIunlinkedIautosomalISNPsXIBMCeGeneticsVI2008VIjVIfe 2.6 29

104 znteractionIbetweenIearlyImaternalIsmokingIandIvariantsIinITNwIandIxSTPbIinIchildhoodIwheezingXI
ClinicaleandeExperimentaleAllergyVI2010VIeaVIefiWgh 4.1 28

103 tontributionIofIknownIandIunknownIsusceptibilityIgenesItoIearlyWonsetIdiabetesIinIscandinaviakI
evidenceIforIheterogeneityXIDiabetesVI2002VIfbVIbgajWbh 0.9 28

102 vvaluatingItheIcardiovascularIsafetyIofIsclerostinIinhibitionIusingIevidenceIfromImetaWanalysisIofI
clinicalItrialsIandIhumanIgeneticsXIScienceeTranslationaleMedicineVI2020VIbcVI 17.5 27

101 RestrictionIsiteWspecificImethylationIstudiesIofIimprintedIgenesIwithIquantitativeIrealWtimeIPtRXI
ClinicaleChemistryVI2008VIfeVIejbWj 5.5 27

100 xIproteinWcoupledIreceptorIforIasthmaIsusceptibilityIassociatesIwithIrespiratoryIdistressIsyndromeXI
AnnalseofeMedicineVI2006VIdiVIdfhWgg 1.5 27

99 xWrSWidentifiedIlociIforIcoronaryIheartIdiseaseIareIassociatedIwithIintimaWmediaIthicknessIandI
plaqueIpresenceIatItheIcarotidIarteryIbulbXIAtherosclerosisVI2015VIcdjVIdaeWba 3.1 26

98 uiscoveryIofIrareIvariantsIassociatedIwithIbloodIpressureIregulationIthroughImetaWanalysisIofIbXdI
millionIindividualsXINatureeGeneticsVI2020VIfcVIbdbeWbddc 36.3 26

(2020-2011)
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97 vxpressionIofIphosphofructokinaseIinIskeletalImuscleIisIinfluencedIbyIgeneticIvariationIandI
associatedIwithIinsulinIsensitivityXIDiabetesVI2014VIgdVIbbfeWgf 0.9 25

96 uisentanglingItheIgeneticsIofIleanImassXIAmericaneJournaleofeClinicaleNutritionVI2019VIbajVIchgWcih 7 24

95 xenomeWwideIuNrImethylationIstudyIidentifiesIgenesIassociatedIwithItheIcardiovascularI
biomarkerIxuwWbfXIHumaneMoleculareGeneticsVI2016VIcfVIibhWch 5.6 23

94 SequenceIdataIandIassociationIstatisticsIfromIbcVjeaItypeIcIdiabetesIcasesIandIcontrolsXIScientifice
DataVI2017VIeVIbhabhj 8.2 22

93 watIdepotWspecificImRNrIexpressionIofInovelIlociIassociatedIwithIwaistWhipIratioXIInternationale
JournaleofeObesityVI2014VIdiVIbcaWf 5.5 22

92 wrequencyIofInonWconvulsiveIseizuresIandInonWconvulsiveIstatusIepilepticusIinIsubarachnoidI
hemorrhageIpatientsIinIneedIofIcontrolledIventilationIandIsedationXINeurocriticaleCareVI2012VIbhVIdghWhd3.3 22

91
rIPartialI ossWofWwunctionIVariantIinIzsIrssociatedIWithIReducedIznsulinWMediatedIxlucoseIUptakeI
inIMultipleIznsulinWSensitiveITissueskIrIxenotypeWsasedItallbackIPositronIvmissionITomographyI
StudyXIDiabetesVI2018VIghVIddeWdec

0.9 22

90 SimulationIofIwinnishIpopulationIhistoryVIguidedIbyIempiricalIgeneticIdataVItoIassessIpowerIofI
rareWvariantItestsIinIwinlandXIAmericaneJournaleofeHumaneGeneticsVI2014VIjeVIhbaWca 11 19

89 VariabilityIofIgenomeWwideIuNrImethylationIandImRNrIexpressionIprofilesIinIreproductiveIandI
endocrineIdiseaseIrelatedItissuesXIEpigeneticsVI2017VIbcVIijhWjai 5.7 19

88 rbsenceIofIassociationIbetweenIasthmaIandIhighIserumIimmunoglobulinIvIassociatedIxPRrI
haplotypesIandIadultIatopicIdermatitisXIJournaleofeInvestigativeeDermatologyVI2005VIbcfVIdjjWeab 4.3 19

87 NoIrssociationIofItoronaryIrrteryIuiseaseIwithIXWthromosomalIVariantsIinItomprehensiveI
znternationalIMetaWrnalysisXIScientificeReportsVI2016VIgVIdfchi 4.9 18

86 rIqualityIassessmentIsurveyIofISNPIgenotypingIlaboratoriesXIHumaneMutationVI2006VIchVIhbbWe 4.7 18

85 wineWmappingIofIanIexpandedIsetIofItypeIcIdiabetesIlociItoIsingleWvariantIresolutionIusingI
highWdensityIimputationIandIisletWspecificIepigenomeImaps 18

84 xenomeWwideIStudyIzdentifiesIrssociationIbetweenIy rWsffkabIandISelfWReportedIPenicillinI
rllergyXIAmericaneJournaleofeHumaneGeneticsVI2020VIbahVIgbcWgcb 11 17

83 rIPolygenicIandIPhenotypicIRiskIPredictionIforIPolycysticIOvaryISyndromeIvvaluatedIbyI
PhenomeWWideIrssociationIStudiesXIJournaleofeClinicaleEndocrinologyeandeMetabolismVI2020VIbafVI 5.6 17

82 MultiWancestryIxWrSIofItheIelectrocardiographicIPRIintervalIidentifiesIcacIlociIunderlyingIcardiacI
conductionXINatureeCommunicationsVI2020VIbbVIcfec 17.4 16

81 ruMrIlevelsIandIarginineYruMrIratiosIreflectIseverityIofIdiseaseIandIextentIofIinflammationIafterI
subarachnoidIhemorrhageXINeurocriticaleCareVI2014VIcbVIjbWbab 3.3 16

80 TheIxeneticsIofITypeIcIuiabetesI2001VIbbVIbhiWbih 15
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79 rIMethodItoIvxploitItheIStructureIofIxeneticIrncestryISpaceItoIvnhanceItaseWtontrolIStudiesXI
AmericaneJournaleofeHumaneGeneticsVI2016VIjiVIifhWigi 11 14

78 zmprintedIgenesIandIimprintingIcontrolIregionsIshowIpredominantIintermediateImethylationIinI
adultIsomaticItissuesXIEpigenomicsVI2016VIiVIhijWjj 4.4 14

77 senefitsIofIstatisticalImolecularIdesignVIcovarianceIanalysisVIandIreferenceImodelsIinIQSrRkIaIcaseI
studyIonIacetylcholinesteraseXIJournaleofeComputertAidedeMoleculareDesignVI2015VIcjVIbjjWcbf 4.2 13

76 RankingIandIcharacterizationIofIestablishedIsMzIandIlipidIassociatedIlociIasIcandidatesIforI
geneWenvironmentIinteractionsXIPLoSeGeneticsVI2017VIbdVIebaagibc 6 13

75 vxomeWuerivedIrdiponectinWrssociatedIVariantsIzmplicateIObesityIandI ipidIsiologyXIAmericane
JournaleofeHumaneGeneticsVI2019VIbafVIbfWci 11 12

74 MicroRNrWbjgaIlinksIhumanIbodyIfatIdistributionItoIadiposeItissueIextracellularImatrixI
compositionXIEBioMedicineVI2019VIeeVIeghWehf 8.8 12

73 zdentificationIofIMrMutbIasIaIcandidateIsusceptibilityIgeneIforIsystemicIlupusIerythematosusI
RS vSXIPLoSeONEVI2009VIeVIeiadh 3.7 12

72 xWrSIzdentifiesIRiskI ocusIforIvrectileIuysfunctionIandIzmplicatesIyypothalamicINeurobiologyIandI
uiabetesIinIvtiologyXIAmericaneJournaleofeHumaneGeneticsVI2019VIbaeVIbfhWbgd 11 12

71 xenomeWWideIrssociationIStudiesIofIvstimatedIwattyIrcidIuesaturaseIrctivityIinISerumIandI
rdiposeITissueIinIvlderlyIzndividualskIrssociationsIwithIznsulinISensitivityXINutrientsVI2018VIbaVI 6.7 12

70 rssociationIanalysisIofItheI rxdIandItueIgenesIinImultipleIsclerosisIinItwoIindependentI
populationsXIJournaleofeNeuroimmunologyVI2006VIbiaVIbjdWi 3.5 11

69 TheIgeneticIarchitectureIofIsporadicIandImultipleIconsecutiveImiscarriageXINatureeCommunicationsVI
2020VIbbVIfjia 17.4 11

68  argeWscaleImetaWanalysisIhighlightsItheIhypothalamicWpituitaryWgonadalIaxisIinItheIgeneticI
regulationIofImenstrualIcycleIlengthXIHumaneMoleculareGeneticsVI2018VIchVIedcdWeddc 5.6 11

67
xenomeWwideIassociationIstudyIofIplasmaIlevelsIofIpolychlorinatedIbiphenylsIdiscloseIanI
associationIwithItheItYPcsgIgeneIinIaIpopulationWbasedIsampleXIEnvironmentaleResearchVI2015VI
beaVIjfWbab

7.9 10

66 xeneticIandIepigeneticIstudiesIofIadiposityIandIcardiometabolicIdiseaseXIGenomeeMedicineVI2017VIjVIic 14.4 10

65 xeneticIvariationIinItheItYPbrbIgeneIisIrelatedItoIcirculatingIPtsbbiIlevelsIinIaIpopulationWbasedI
sampleXIEnvironmentaleResearchVI2014VIbddVIbdfWea 7.9 10

64 TransWancestryIgeneticIstudyIofItypeIcIdiabetesIhighlightsItheIpowerIofIdiverseIpopulationsIforI
discoveryIandItranslation 10

63 xeneticIStudiesIofI eptinItoncentrationsIzmplicateI eptinIinItheIRegulationIofIvarlyIrdiposityXI
DiabetesVI2020VIgjVIciagWcibi 0.9 10

62 rssessingIassociationIbetweenIproteinItruncatingIvariantsIandIquantitativeItraitsXIBioinformaticsVI
2013VIcjVIcebjWcg 7.2 9

(2013-2016)

13



61 yaplotypeIconstructionIofItheIwRurIgeneIandIevaluationIofIitsIroleIinItypeIzzIdiabetesXIEuropeane
JournaleofeHumaneGeneticsVI2005VIbdVIiejWff 5.3 9

60 OvarianIPhysiologyIandIxWrSkIsiobanksVIsiologyVIandIseyondXITrendseineEndocrinologyeande
MetabolismVI2016VIchVIfbgWfci 8.8 9

59 xeneticIvariationIinItheItYPcsgIgeneIisIrelatedItoIcirculatingIcVcQVeVeQWtetrabromodiphenylIetherI
RsuvWehSIconcentrationskIanIobservationalIpopulationWbasedIstudyXIEnvironmentaleHealthVI2014VIbdVIde 6 8

58 TestingItheIroleIofIpredictedIgeneIknockoutsIinIhumanIanthropometricItraitIvariationXIHumane
MoleculareGeneticsVI2016VIcfVIcaicWcajc 5.6 7

57 rIregulatoryIvariantIatIdqcbXbIconfersIanIincreasedIpleiotropicIriskIforIhyperglycemiaIandIalteredI
boneImineralIdensityXICelleMetabolismVI2021VIddVIgbfWgciXebd 24.6 7

56 MultiWancestryIgeneticIstudyIofItypeIcIdiabetesIhighlightsItheIpowerIofIdiverseIpopulationsIforI
discoveryIandItranslationXXINatureeGeneticsVI2022VI 36.3 7

55 xenomeWwideIassociationIstudyIofIadipocyteIlipolysisIinItheIxvNeticsIofIadipocyteIlipolysisI
RxvNir SIcohortXIMoleculareMetabolismVI2020VIdeVIifWjg 8.8 6

54 RobustI inearIModelsIforItisWeQT IrnalysisXIPLoSeONEVI2015VIbaVIeabchiic 3.7 6

53 xeneticIvariationIinfluencingIuNrImethylationIprovidesIinsightsIintoImolecularImechanismsI
regulatingIgenomicIfunctionXXINatureeGeneticsVI2022VI 36.3 6

52 ObesityWWOnIorIOffpXINeweEnglandeJournaleofeMedicineVI2016VIdheVIbeigWi 59.2 6

51 sloodIMetabolomicIPredictorsIofIbWYearIOutcomeIinISubarachnoidIyemorrhageXINeurocriticaleCareVI
2015VIcdVIccfWdc 3.3 5

50 xenomicIevaluationIofIcirculatingIproteinsIforIdrugItargetIcharacterisationIandIprecisionImedicine 5

49 MachineI earningIbasedIhistologyIphenotypingItoIinvestigateItheIepidemiologicIandIgeneticIbasisI
ofIadipocyteImorphologyIandIcardiometabolicItraitsXIPLoSeComputationaleBiologyVI2020VIbgVIebaaiaee 5 5

48 tolocalizationIanalysisIofIpolycysticIovaryIsyndromeItoIidentifyIpotentialIdiseaseWmediatingIgenesI
andIproteinsXIEuropeaneJournaleofeHumaneGeneticsVI2021VIcjVIbeegWbefe 5.3 5

47 tommentarykIMendelianIrandomizationIandIwomenQsIhealthXIInternationaleJournaleofeEpidemiologyVI
2019VIeiVIidaWidd 7.8 4

46 xeneticIandImethylationIvariationIinItheItYPcsgIgeneIisIrelatedItoIcirculatingIpVpQWddeIlevelsIinIaI
populationWbasedIsampleXIEnvironmenteInternationalVI2017VIjiVIcbcWcbi 12.9 4

45
yydroxyethyleneIisosteresIintroducedIinItypeIzzIcollagenIfragmentsIsubstantiallyIalterItheIstructureI
andIdynamicsIofIclassIzzIMytIrRqSYglycopeptideIcomplexesXIOrganiceandeBiomoleculareChemistryVI
2015VIbdVIgcadWbg

3.9 4

44 RefiningItheIaccuracyIofIvalidatedItargetIidentificationIthroughIcodingIvariantIfineWmappingIinItypeI
cIdiabetes 4
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43 xeneticIanalysisIofIoverIoneImillionIpeopleIidentifiesIfdfInovelIlociIforIbloodIpressure 4

42 TissueWSpecificIrlterationIofIMetabolicIPathwaysIznfluencesIxlycemicIRegulation 4

41
rIdistributionWcenteredIapproachIforIanalyzingIhumanIadipocyteIsizeIestimatesIandItheirI
associationIwithIobesityWrelatedItraitsIandImitochondrialIfunctionXIInternationaleJournaleofeObesityVI
2021VIefVIcbaiWcbbh

5.5 4

40  inkingItheIobesityIrsbecbaifIvariantIcircuitryItoIcellularVImetabolicVIandIorganismalIphenotypesIinI
vivoXIScienceeAdvancesVI2021VIhVI 14.3 4

39 SexIuifferencesIinItheIRiskIofItoronaryIyeartIuiseaseIrssociatedIWithITypeIcIuiabeteskIrI
MendelianIRandomizationIrnalysisXIDiabeteseCareVI2021VIeeVIffgWfgc 14.6 4

38 NoncovalentIznhibitorsIofIMosquitoIrcetylcholinesteraseIbIwithIResistanceWsreakingIPotencyXI
JournaleofeMedicinaleChemistryVI2018VIgbVIbafefWbaffh 8.3 4

37 rIgenomeWwideIassociationIstudyIofIzgMIantibodyIagainstIphosphorylcholinekIsharedIgeneticsIandI
phenotypicIrelationshipItoIchronicIlymphocyticIleukemiaXIHumaneMoleculareGeneticsVI2018VIchVIbiajWbibi5.6 3

36 yereIandInowIâ��IthereIandIthenkINarrativeItimeIandIspaceIinIintercountryIadopteesâ��IstoriesIaboutI
backgroundVIoriginIandIrootsXIQualitativeeSocialeWorkVI2014VIbdVIfdjWffe 1.3 3

35 tharacterizationIofItheIannexinIzIgeneIandIevaluationIofIitsIroleIinItypeIcIdiabetesXIDiabetesVI2001VI
faVIceacWf 0.9 3

34 vvidenceIwromIMenIforIOvaryWindependentIvffectsIofIxeneticIRiskIwactorsIforIPolycysticIOvaryI
SyndromeXXIJournaleofeClinicaleEndocrinologyeandeMetabolismVI2021VI 5.6 3

33 terebrospinalIfluidIlactateIandIneurologicalIoutcomeIafterIsubarachnoidIhaemorrhageXIJournaleofe
ClinicaleNeuroscienceVI2019VIgaVIgdWgh 2.2 3

32 TheIgeneticIunderpinningsIofIbodyIfatIdistributionXIExperteRevieweofeEndocrinologyeandeMetabolismVI
2017VIbcVIebhWech 4.1 2

31 xenomeWWideIrssociationIStudiesIofIObesityI2014VIddWfd 2

30 xenomeWwideIassociationIstudyIprovidesInewIinsightsIintoItheIgeneticIarchitectureIandI
pathogenesisIofIheartIfailure 2

29
zdentificationIofIaInovelIproinsulinWassociatedISNPIandIdemonstrationIthatIproinsulinIisIunlikelyItoI
beIaIcausalIfactorIinIsubclinicalIvascularIremodellingIusingIMendelianIrandomisationXI
AtherosclerosisVI2017VIcggVIbjgWcae

3.1 2

28 rIcommonIalleleIinIwxwcbIassociatedIwithIpreferenceIforIsugarIconsumptionIlowersIbodyIfatIinItheI
lowerIbodyIandIincreasesIbloodIpressure 2

27 tausalIanalysesVIstatisticalIefficiencyIandIphenotypicIprecisionIthroughIRecallWbyWxenotypeIstudyIdesign 2

26 tommentarykIUsingIhumanIgeneticsItoIguideItheIrepurposingIofImedicinesXIInternationaleJournaleofe
EpidemiologyVI2020VIejVIbbeaWbbeg 7.8 2

(2020-)
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25 tommonIxeneticIVariationIinIRelationItoIsrachialIVascularIuimensionsIandIwlowWMediatedI
VasodilationXICirculationeGenomiceandePrecisioneMedicineVI2019VIbcVIeaaceaj 5.2 2

24  ackIofIassociationIbetweenIneuropeptideISIreceptorIbIgeneIRNPSRbSIandIeczemaIinIfiveIvuropeanI
populationsXIActaeDermatotVenereologicaVI2009VIijVIbbfWcb 2.2 2

23 MakingIsenseIofItheIlinearIgenomeVIgeneIfunctionIandITrusXXIEpigeneticseandeChromatinVI2022VIbfVIe 5.8 1

22 ObesityIandIriskIofIfemaleIreproductiveIconditionskIrIMendelianIrandomisationIstudyXXIPLoSe
MedicineVI2022VIbjVIebaadghj 11.6 1

21 MetaWanalysisIofIgenomeWwideIassociationIstudiesIforIbodyIfatIdistributionIinIgjeVgejIindividualsIofI
vuropeanIancestry 1

20 tausalIrelevanceIofIobesityIonItheIleadingIcausesIofIdeathIinIwomenIandImenkIrIMendelianI
randomizationIstudy 1

19  eptinIlevelsIafterIsubarachnoidIhaemorrhageIareIgenderIdependentXISpringerPlusVI2016VIfVIggh 1

18 TheIgenomicsIofIheartIfailurekIdesignIandIrationaleIofItheIyvRMvSIconsortiumXIESCeHearteFailureVI
2021VI 3.7 1

17 uifferentialIandIsharedIgeneticIeffectsIonIkidneyIfunctionIbetweenIdiabeticIandInonWdiabeticI
individualsXICommunicationseBiologyVI2022VIfVI 6.7 1
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