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317 yRoSIandI–RoSImutationalIanalysisIinIplasmaIctr–oIfromIpatientsIwithImetastaticIcolorectalI
cancerIbyIrealVtimeIóqRIandIdigitalIóqRWWIInternationalgJournalgofgColorectalgDiseaseUI2022UIaeUIfgc 3 0

316
oIprospectiveIprostateIcancerIscreeningIprogrammeIforImenIwithIpathogenicIvariantsIinImismatchI
repairIgenesIQw’óoqTRhIinitialIresultsIfromIanIinternationalIprospectiveIstudyWILancetgOncologytgTheUI
2021UI__UIZdZfVZdaZ

21.7 10

315 TheIroleIofITócaIpathogenicIvariantsIinIearlyVonsetIvsR_VpositiveIbreastIcancerWIFamilialgCancerUI
2021UI_YUIZeaVZfY 3 1

314
qaseIReporthIóheochromocytomaIandISynchronousI–euroblastomaIinIaItamilyIWithIvereditaryI
óheochromocytomaIossociatedIWithIaI’oXIreleteriousIVariantWIFrontiersgingEndocrinologyUI2021UI
Z_UIdYg_da

5.7 1

313 yzyaIS–óVS–óIinteractionsIforIpredictionIofIprostateIcancerIaggressivenessWIScientificgReportsUI
2021UIZZUIg_db 4.9 3

312 WhenItoIStopITywsIinIóatientsIwithIqhronicI’yeloidIzeukemiaIandIvowItoItollowIThemI
SubsequentlyWICurrentgTreatmentgOptionsgingOncologyUI2021UI__UIbg 5.4

311
TheIpredictiveIabilityIofItheIaZaIvariantVbasedIpolygenicIriskIscoreIforIcontralateralIbreastIcancerI
riskIpredictionIinIwomenIofIsuropeanIancestryIwithIaIheterozygousIpRqoZIorIpRqo_IpathogenicI
variantWIGeneticsgingMedicineUI2021UI_aUIZe_dVZeae

8.1 2

310 TransVancestryIgenomeVwideIassociationImetaVanalysisIofIprostateIcancerIidentifiesInewI
susceptibilityIlociIandIinformsIgeneticIriskIpredictionWINaturegGeneticsUI2021UIcaUIdcVec 36.3 62

309 odditionalIS–ósIimproveIriskIstratificationIofIaIpolygenicIhazardIscoreIforIprostateIcancerWIProstateg
CancergandgProstaticgDiseasesUI2021UI_bUIca_VcbZ 6.2 3

308 óolygenicIhazardIscoreIisIassociatedIwithIprostateIcancerIinImultiVethnicIpopulationsWINatureg
CommunicationsUI2021UIZ_UIZ_ad 17.4 14

307 ’ultiVueneIóanelITestingIinIuastroenterologyhIoreIWeIReadyIforItheIResultsmWIGEgPortugueseg
JournalgofgGastroenterologyUI2021UI_fUIbYaVbYg 1.1 0

306 preastIandIórostateIqancerIRisksIforI’aleIpRqoZIandIpRqo_IóathogenicIVariantIqarriersIUsingI
óolygenicIRiskIScoresWIJournalgofgthegNationalgCancergInstituteUI2021UI 9.7 3

305 RareIuermlineIVariantsIinIoT’IóredisposeItoIórostateIqancerhIoIóRoqTwqozIqonsortiumIStudyWI
EuropeangUrologygOncologyUI2021UIbUIceYVceg 6.7 12

304 –extIuenerationISequencingIofITumorIandI’atchedIólasmaISampleshIwdentificationIofISomaticI
VariantsIinIctr–oItromIOvarianIqancerIóatientsWIFrontiersgingOncologyUI2021UIZZUIecbYgb 5.3 1

303 wdentificationIofIasIaI–ovelIqandidateISusceptibilityIueneIforItamilialI–onmedullaryIThyroidI
qancerWIThyroidUI2021UIaZUIZaddVZaec 6.2 1

302 TheIVariantIqWabgoluIwsIossociatedIwithIórostateIqancerIRiskIandIqarriersIShareIaIqommonI
oncestorWICancersUI2020UIZ_UI 6.6 4

301 uenomeVwideIassociationIstudyIidentifiesIa_InovelIbreastIcancerIsusceptibilityIlociIfromIoverallI
andIsubtypeVspecificIanalysesWINaturegGeneticsUI2020UIc_UIce_VcfZ 36.3 76
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300 TheIeffectIofIsampleIsizeIonIpolygenicIhazardImodelsIforIprostateIcancerWIEuropeangJournalgofg
HumangGeneticsUI2020UI_fUIZbdeVZbec 5.3 5

299 SurveillanceIofIsuccinateIdehydrogenaseIgeneImutationIcarriershIwnsightsIfromIaInationwideIcohortWI
ClinicalgEndocrinologyUI2020UIg_UIcbcVcca 3.4 5

298 oIueneticIRiskIScoreItoIóersonalizeIórostateIqancerIScreeningUIoppliedItoIóopulationIrataWICancerg
EpidemiologygBiomarkersgandgPreventionUI2020UI_gUIZeaZVZeaf 4 14

297
qharacterizationIofItheIqancerISpectrumIinI’enIWithIuermlineIpRqoZIandIpRqo_IóathogenicI
VariantshIResultsItromItheIqonsortiumIofIwnvestigatorsIofI’odifiersIofIpRqoZX_IQqw’poRWIJAMAg
OncologyUI2020UIdUIZ_ZfVZ_aY

13.4 25

296 TranscriptomeVwideIassociationIstudyIofIbreastIcancerIriskIbyIestrogenVreceptorIstatusWIGeneticg
EpidemiologyUI2020UIbbUIbb_Vbdf 2.6 9

295 oInetworkIanalysisItoIidentifyImediatorsIofIgermlineVdrivenIdifferencesIinIbreastIcancerIprognosisWI
NaturegCommunicationsUI2020UIZZUIaZ_ 17.4 20

294 TheISpectrumIofIóroteinITruncatingIVariantsIinIsuropeanIpreastIqancerIqasesWICancersUI2020UIZ_UI 6.6 7

293 ossociationIofIuenomicIromainsIinIandIwithIórostateIqancerIRiskIandIoggressivenessWICancerg
ResearchUI2020UIfYUId_bVdaf 10.1 22

292 ’yeloidIriseaseIwithItheIqStaRITdZfwI’utationIafterIqzzWICasegReportsgingHematologyUI2020UI_Y_YUIddeYgdc0.7

291 tineVmappingIofIZcYIbreastIcancerIriskIregionsIidentifiesIZgZIlikelyItargetIgenesWINaturegGeneticsUI
2020UIc_UIcdVea 36.3 56

290 óathogenicityIreclassificationIofItwoIpRqoZXpRqo_IexonicIduplicationsIafterIidentificationIofI
genomicIbreakpointsIandItandemIorientationWICancergGeneticsUI2020UI_bfV_bgUIZfV_b 2.3

289 vaplotypeIanalysisIofItheIinternationallyIdistributedIpRqoZIcWaaaZ_aaabdelqoouIfounderI
mutationIrevealsIaIcommonIancestralIoriginIinIwberiaWIBreastgCancergResearchUI2020UI__UIZYf 8.3 0

288 ueneIóanelITumorITestingIinIOvarianIqancerIóatientsISignificantlyIwncreasesItheIYieldIofIqlinicallyI
octionableIuermlineIVariantsIbeyondIXWICancersUI2020UIZ_UI 6.6 2

287 óolygenicIriskIscoresIandIbreastIandIepithelialIovarianIcancerIrisksIforIcarriersIofIpRqoZIandIpRqo_I
pathogenicIvariantsWIGeneticsgingMedicineUI2020UI__UIZdcaVZddd 8.1 34

286 vereditaryIóredispositionItoIórostateIqancerhItromIueneticsItoIqlinicalIwmplicationsWIInternationalg
JournalgofgMoleculargSciencesUI2020UI_ZUI 6.3 16

285 onIintegrativeImultiVomicsIanalysisItoIidentifyIcandidateIr–oImethylationIbiomarkersIrelatedItoI
prostateIcancerIriskWINaturegCommunicationsUI2020UIZZUIagYc 17.4 12

284 TumorITestingIforISomaticIandIuermlineIXIVariantsIinIOvarianIqancerIóatientsIinItheIqontextIofI
StrongItounderIsffectsWIFrontiersgingOncologyUI2020UIZYUIZaZf 5.3 3

283 ossociationIofIgermlineIvariationIwithItheIsurvivalIofIwomenIwithIpathogenicIvariantsIandIbreastI
cancerWINpjgBreastgCancerUI2020UIdUIbb 7.8 3
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282 WideningItheIspectrumIofIzynchIsyndromehIfirstIreportIofItesticularIseminomaIattributableItoI
’Sv_IlossWIHistopathologyUI2020UIedUIbfdVbfg 7.3 4

281 wnterimIResultsIfromItheIw’óoqTIStudyhIsvidenceIforIórostateVspecificIontigenIScreeningIinIpRqo_I
’utationIqarriersWIEuropeangUrologyUI2019UIedUIfaZVfb_ 10.2 78

280 SharedIheritabilityIandIfunctionalIenrichmentIacrossIsixIsolidIcancersWINaturegCommunicationsUI2019
UIZYUIbaZ 17.4 45

279 ’endelianIrandomisationIstudyIofIheightIandIbodyImassIindexIasImodifiersIofIovarianIcancerIriskIinI
__UcffIpRqoZIandIpRqo_ImutationIcarriersWIBritishgJournalgofgCancerUI2019UIZ_ZUIZfYVZg_ 8.7 13

278 –egativeI’RIchronicImyeloidIleukaemiaIandIitsIpossibleIimplicationsIforItreatmentVfreeIremissionWI
BritishgJournalgofgHaematologyUI2019UIZfdUIeZfZVeZfb 4.5 1

277 uenomeVwideIassociationIandItranscriptomeIstudiesIidentifyItargetIgenesIandIriskIlociIforIbreastI
cancerWINaturegCommunicationsUI2019UIZYUIZebZ 17.4 47

276 TheInonsenseImutationI’Sv_IcW_Zc_qlTIshowsIaIfounderIeffectIinIóortugueseIzynchIsyndromeI
familiesWIGenesgChromosomesgandgCancerUI2019UIcfUIdceVddb 5 1

275 uenomeVwideIassociationIstudyIofIgermlineIvariantsIandIbreastIcancerVspecificImortalityWIBritishg
JournalgofgCancerUI2019UIZ_YUIdbeVdce 8.7 28

274 TheIhpWorgdcfSItruncatingIvariantIisIassociatedIwithIriskIofItripleVnegativeIbreastIcancerWINpjgBreastg
CancerUI2019UIcUIaf 7.8 12

273
ueneticIcounsellingIandItestingIofIsusceptibilityIgenesIforItherapeuticIdecisionVmakingIinIbreastI
cancerVanIsuropeanIconsensusIstatementIandIexpertIrecommendationsWIEuropeangJournalgofg
CancerUI2019UIZYdUIcbVdY

7.5 13

272 qirculatingI’etabolicIpiomarkersIofIScreenVretectedIórostateIqancerIinItheIórotecTIStudyWICancerg
EpidemiologygBiomarkersgandgPreventionUI2019UI_fUI_YfV_Zd 4 9

271 veightIandIpodyI’assIwndexIasI’odifiersIofIpreastIqancerIRiskIinIpRqoZX_I’utationIqarriershIoI
’endelianIRandomizationIStudyWIJournalgofgthegNationalgCancergInstituteUI2019UIZZZUIacYVadb 9.7 22

270 ’utationalIspectrumIinIaIworldwideIstudyIofI_gUeYYIfamiliesIwithIpRqoZIorIpRqo_ImutationsWI
HumangMutationUI2018UIagUIcgaVd_Y 4.7 138

269 qontributionIofI’zvZIconstitutionalImethylationIforIzynchIsyndromeIdiagnosisIinIpatientsIwithI
tumorI’zvZIdownregulationWICancergMedicineUI2018UIeUIbaaVbbb 4.8 18

268 órostateVspecificIantigenIvelocityIinIaIprospectiveIprostateIcancerIscreeningIstudyIofImenIwithI
geneticIpredispositionWIBritishgJournalgofgCancerUI2018UIZZfUI_ddV_ed 8.7 9

267 óolygenicIhazardIscoreItoIguideIscreeningIforIaggressiveIprostateIcancerhIdevelopmentIandI
validationIinIlargeIscaleIcohortsWIBMJtgTheUI2018UIadYUIjcece 5.9 85

266
uermlineIpathogenicIvariantsIinIóozp_IandIotherIcancerVpredisposingIgenesIinIfamiliesIwithI
hereditaryIdiffuseIgastricIcancerIwithoutIqrvZImutationhIaIwholeVexomeIsequencingIstudyWITheg
LancetgGastroenterologygandgHepatologyUI2018UIaUIbfgVbgf

18.8 58

265 oITranscriptomeVWideIossociationIStudyIomongIgeUfgfIWomenItoIwdentifyIqandidateI
SusceptibilityIuenesIforIspithelialIOvarianIqancerIRiskWICancergResearchUI2018UIefUIcbZgVcbaY 10.1 32
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264 ooginthIS–óIinteractionIpatternIsearchIusingInonVhierarchicalIadditiveImodelIsetWIBioinformaticsUI
2018UIabUIbZbZVbZcY 7.2 3

263 ossociationIanalysesIofImoreIthanIZbYUYYYImenIidentifyIdaInewIprostateIcancerIsusceptibilityIlociWI
NaturegGeneticsUI2018UIcYUIg_fVgad 36.3 340

262 tineVmappingIofIprostateIcancerIsusceptibilityIlociIinIaIlargeImetaVanalysisIidentifiesIcandidateI
causalIvariantsWINaturegCommunicationsUI2018UIgUI__cd 17.4 57

261 retectionIofImicrosatelliteIinstabilityIQ’SwRIinIcolorectalIcancerIsamplesIwithIaInovelIsetIofIhighlyI
sensitiveImarkersIbyImeansIofItheIwdyllaI’SwITestIprototypeWWIJournalgofgClinicalgOncologyUI2018UIadUIeZcdagVeZcdag2.2 8

260 tullIinVframeIexonIaIskippingIofIconfersIhighIriskIofIbreastIandXorIovarianIcancerWIOncotargetUI2018UI
gUIZeaabVZeabf 3.3 13

259
ueneticITestingIandIqlinicalI’anagementIóracticesIforIVariantsIinI–onVpRqoZX_IpreastIQandI
preastXOvarianRIqancerISusceptibilityIueneshIonIwnternationalISurveyIbyItheIsvidenceVpasedI
–etworkIforItheIwnterpretationIofIuermlineI’utantIollelesIQs–wu’oRIqlinicalIWorkingIuroupWIJCOg
PrecisiongOncologyUI2018UI_UI

3.6 12

258 uermlineIvariationIatIfq_bIandIprostateIcancerIriskIinImenIofIsuropeanIancestryWINatureg
CommunicationsUI2018UIgUIbdZd 17.4 30

257 riscontinuationIofItyrosineIkinaseIinhibitorsIinIq’zIpatientsIinIrealVworldIclinicalIpracticeIatIaI
singleIinstitutionWIBMCgCancerUI2018UIZfUIZ_bc 4.8 11

256 óotentialIclinicalIapplicationsIofIcirculatingIcellVfreeIr–oIinIovarianIcancerIpatientsWIExpertgReviewsg
ingMoleculargMedicineUI2018UI_YUIed 6.7 13

255
óonatinibIinducesIaIsustainedIdeepImolecularIresponseIinIaIchronicImyeloidIleukaemiaIpatientIwithI
anIearlyIrelapseIwithIaITaZcwImutationIfollowingIallogeneicIhematopoieticIstemIcellI
transplantationhIaIcaseIreportWIBMCgCancerUI2018UIZfUIZ__g

4.8 9

254 ScreeningIandIcharacterizationIofIpRqo_IcWZcd_ZceinsoluIinIprazilhIResultsIfromIZafYIindividualsI
fromItheISouthIandISoutheastWICancergGeneticsUI2018UI__fV__gUIgaVge 2.3 2

253 vybridIoncocyticXchromophobeIrenalIcellItumorhIonIintegratedIgeneticIandIepigeneticI
characterizationIofIaIcaseWIExperimentalgandgMoleculargPathologyUI2018UIZYcUIac_Vacd 4.4 2

252 TargetedInextIgenerationIsequencingIidentifiesIfunctionallyIdeleteriousIgermlineImutationsIinI
novelIgenesIinIearlyVonsetXfamilialIprostateIcancerWIPLoSgGeneticsUI2018UIZbUIeZYYeacc 6 34

251 wdentificationIofIsomaticITsRTIpromoterImutationsIinIfamilialInonmedullaryIthyroidIcarcinomasWI
ClinicalgEndocrinologyUI2017UIfeUIagbVagg 3.4 12

250
OvarianImetastasisIfromIuvealImelanomaIwithI’zvZXó’S_IproteinIlossIinIaIpatientIwithIgermlineI
’zvZImutatedIzynchIsyndromehIconsequenceIorIcoincidencemWIVirchowsgArchivgFurgPathologischeg
AnatomiegUndgPhysiologiegUndgFurgKlinischegMedizinUI2017UIbeYUIabeVac_

5.1 8

249 ValidationIofIaI–extVuenerationISequencingIóipelineIforItheI’olecularIriagnosisIofI’ultipleI
wnheritedIqancerIóredisposingISyndromesWIJournalgofgMoleculargDiagnosticsUI2017UIZgUIcY_VcZa 5.1 7

248 promodomainIproteinIbIdiscriminatesItissueVspecificIsuperVenhancersIcontainingIdiseaseVspecificI
susceptibilityIlociIinIprostateIandIbreastIcancerWIBMCgGenomicsUI2017UIZfUI_eY 4.5 22

247 wdentificationIofIZ_InewIsusceptibilityIlociIforIdifferentIhistotypesIofIepithelialIovarianIcancerWI
NaturegGeneticsUI2017UIbgUIdfYVdgZ 36.3 190

(2017-2018)
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246 uermlineI’utationsIinIóozp_UIpRqoZUIandIRorcZqUIWhichIRegulateIr–oIRecombinationIRepairUIinI
óatientsIWithIuastricIqancerWIGastroenterologyUI2017UIZc_UIgfaVgfdWed 13.3 69

245 óOzsIsomaticImutationsIinIadvancedIcolorectalIcancerWICancergMedicineUI2017UIdUI_gddV_geZ 4.8 31

244 wdentificationIofItenIvariantsIassociatedIwithIriskIofIestrogenVreceptorVnegativeIbreastIcancerWI
NaturegGeneticsUI2017UIbgUIZedeVZeef 36.3 186

243 óredictionIofIpreastIandIórostateIqancerIRisksIinI’aleIpRqoZIandIpRqo_I’utationIqarriersIUsingI
óolygenicIRiskIScoresWIJournalgofgClinicalgOncologyUI2017UIacUI__bYV__cY 2.2 101

242 veightUIselectedIgeneticImarkersIandIprostateIcancerIriskhIresultsIfromItheIóRoqTwqozIconsortiumWI
BritishgJournalgofgCancerUI2017UIZZeUIeabVeba 8.7 5

241 uenomeVwideIassociationIstudyIofIclassicalIvodgkinIlymphomaIidentifiesIkeyIregulatorsIofIdiseaseI
susceptibilityWINaturegCommunicationsUI2017UIfUIZfg_ 17.4 24

240
ossociationIofIbreastIcancerIriskIinIpRqoZIandIpRqo_ImutationIcarriersIwithIgeneticIvariantsI
showingIdifferentialIallelicIexpressionhIidentificationIofIaImodifierIofIbreastIcancerIriskIatIlocusI
ZZq__WaWIBreastgCancergResearchgandgTreatmentUI2017UIZdZUIZZeVZab

4.4 15

239 wnvestigatingItheIpossibleIcausalIroleIofIcoffeeIconsumptionIwithIprostateIcancerIriskIandI
progressionIusingI’endelianIrandomizationIanalysisWIInternationalgJournalgofgCancerUI2017UIZbYUIa__Va_f7.5 13

238 óerformanceIofIzynchIsyndromeIpredictiveImodelsIinIquantifyingItheIlikelihoodIofIgermlineI
mutationsIinIpatientsIwithIabnormalI’zvZIimmunoexpressionWIFamilialgCancerUI2017UIZdUIeaVfZ 3 1

237 olcoholIconsumptionIandIprostateIcancerIincidenceIandIprogressionhIoI’endelianIrandomisationI
studyWIInternationalgJournalgofgCancerUI2017UIZbYUIecVfc 7.5 22

236 svaluationIofIóolygenicIRiskIScoresIforIpreastIandIOvarianIqancerIRiskIóredictionIinIpRqoZIandI
pRqo_I’utationIqarriersWIJournalgofgthegNationalgCancergInstituteUI2017UIZYgUI 9.7 153

235 S–óIinteractionIpatternIidentifierIQSwówRhIanIintensiveIsearchIforIS–óVS–óIinteractionIpatternsWI
BioinformaticsUI2017UIaaUIf__Vfaa 7.2 8

234 qoVoccurrenceIofInonsenseImutationsIinI’SvdIandI’Sv_IinIzynchIsyndromeIfamiliesIevidencingI
thatInotIallItruncatingImutationsIareIequalWIJournalgofgHumangGeneticsUI2016UIdZUIZcZVd 4.3 4

233 TheIroleIofIgermlineImutationsIinItheIpRqoZX_IandImismatchIrepairIgenesIinImenIascertainedIforI
earlyVonsetIandXorIfamilialIprostateIcancerWIFamilialgCancerUI2016UIZcUIZZZV_Z 3 18

232 –oIclinicalIutilityIofIyRoSIvariantIrsdZedbaeYIforIovarianIorIbreastIcancerWIGynecologicgOncologyUI
2016UIZbZUIafdVbYZ 4.9 15

231
wmplementationIofInextVgenerationIsequencingIforImolecularIdiagnosisIofIhereditaryIbreastIandI
ovarianIcancerIhighlightsIitsIgeneticIheterogeneityWIBreastgCancergResearchgandgTreatmentUI2016UI
ZcgUI_bcVcd

4.4 20

230 TruncatingIandImissenseIóó’ZrImutationsIinIearlyVonsetIandXorIfamilialXhereditaryIprostateI
cancerIpatientsWIGenesgChromosomesgandgCancerUI2016UIccUIgcbVgdZ 5 11

229 uenomeVWideI’etaVonalysesIofIpreastUIOvarianUIandIórostateIqancerIossociationIStudiesIwdentifyI
’ultipleI–ewISusceptibilityIzociISharedIbyIatIzeastITwoIqancerITypesWICancergDiscoveryUI2016UIdUIZYc_Vde24.4 104
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228 wnheritanceIofIdeleteriousImutationsIatIbothIpRqoZIandIpRqo_IinIanIinternationalIsampleIofI
a_U_gcIwomenWIBreastgCancergResearchUI2016UIZfUIZZ_ 8.3 25

227 órostateIcancerIriskIregionsIatIfq_bIandIZeq_bIareIdifferentiallyIassociatedIwithIsomaticI
T’óRSS_hsRuIfusionIstatusWIHumangMoleculargGeneticsUI2016UI_cUIcbgYVcbgg 5.6 6

226 wdentificationIofIfourInovelIsusceptibilityIlociIforIoestrogenIreceptorInegativeIbreastIcancerWINatureg
CommunicationsUI2016UIeUIZZaec 17.4 64

225 tunctionalImechanismsIunderlyingIpleiotropicIriskIallelesIatItheIZgpZaWZIbreastVovarianIcancerI
susceptibilityIlocusWINaturegCommunicationsUI2016UIeUIZ_dec 17.4 53

224 otlasIofIprostateIcancerIheritabilityIinIsuropeanIandIofricanVomericanImenIpinpointsI
tissueVspecificIregulationWINaturegCommunicationsUI2016UIeUIZYgeg 17.4 37

223 óubertalIdevelopmentIandIprostateIcancerIriskhI’endelianIrandomizationIstudyIinIaI
populationVbasedIcohortWIBMCgMedicineUI2016UIZbUIdd 11.4 29

222 preastIcancerIriskIvariantsIatIdq_cIdisplayIdifferentIphenotypeIassociationsIandIregulateIsSRZUI
R’–rZIandIqqrqZeYWINaturegGeneticsUI2016UIbfUIaebVfd 36.3 93

221 ueneIandIpathwayIlevelIanalysesIofIgermlineIr–oVrepairIgeneIvariantsIandIprostateIcancerI
susceptibilityIusingItheIiqOuSVgenotypingIarrayWIBritishgJournalgofgCancerUI2016UIZZbUIgbcVc_ 8.7 13

220 pRqo_IóolymorphicIStopIqodonIyaa_dXIandItheIRiskIofIpreastUIórostateUIandIOvarianIqancersWI
JournalgofgthegNationalgCancergInstituteUI2016UIZYfUI 9.7 65

219 pRqoZIandIpRqo_IrearrangementsIinIprazilianIindividualsIwithIvereditaryIpreastIandIOvarianI
qancerISyndromeWIGeneticsgandgMoleculargBiologyUI2016UIagUI__aVaZ 2 16

218
zapatinibVcapecitabineIversusIcapecitabineIaloneIasIradiosensitizersIinIRoSIwildVtypeIresectableI
rectalIcancerUIanIadaptiveIrandomizedIphaseIwwItrialIQzaRRqItrialRhIstudyIprotocolIforIaIrandomizedI
controlledItrialWITrialsUI2016UIZeUIbcg

2.8 2

217 tineVScaleI’appingIatIgp__W_IwdentifiesIqandidateIqausalIVariantsIThatI’odifyIOvarianIqancerIRiskI
inIpRqoZIandIpRqo_I’utationIqarriersWIPLoSgONEUI2016UIZZUIeYZcffYZ 3.7 7

216
onalysisIofItounderI’utationsIinIRareITumorsIossociatedIWithIvereditaryIpreastXOvarianIqancerI
RevealsIaI–ovelIossociationIofIpRqo_I’utationsIwithIompullaIofIVaterIqarcinomasWIPLoSgONEUI
2016UIZZUIeYZdZbaf

3.7 10

215 OncogenicImechanismsIofImissenseImutationsIinIprostateIcarcinogenesisWIOncoscienceUI2016UIaUI_ffV_gd0.8 7

214 –qOo_IisIaIcandidateItargetIgeneIofIfqIgainIassociatedIwithIclinicallyIaggressiveIprostateIcancerWI
GenesgChromosomesgandgCancerUI2016UIccUIadcVeb 5 9

213 óozp_UIqvsy_IandIoT’IrareIvariantsIandIcancerIriskhIdataIfromIqOuSWIJournalgofgMedicalgGeneticsUI
2016UIcaUIfYYVfZZ 5.8 121

212 wdentificationIofIindependentIassociationIsignalsIandIputativeIfunctionalIvariantsIforIbreastIcancerI
riskIthroughIfineVscaleImappingIofItheIZ_pZZIlocusWIBreastgCancergResearchUI2016UIZfUIdb 8.3 25

211 qorrespondencehISs’oboIvariationIandIriskIofIcolorectalIcancerWINaturegCommunicationsUI2016UIeUIZYdZZ17.4 6

(2016-2016)
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210 qancerIórognosisIrefinedIbyItheIqombinedIonalysisIofIfqUIóTs–IandIsRuWITranslationalgOncologyUI
2016UIgUIcecVcf_ 4.9 10

209 óathologicItindingsIinIórophylacticIandI–onprophylacticIvysterectomyISpecimensIofIóatientsIWithI
zynchISyndromeWIAmericangJournalgofgSurgicalgPathologyUI2016UIbYUIZZeeVgZ 6.7 19

208 ’aleIbreastIcancerIinIpRqoZIandIpRqo_ImutationIcarriershIpathologyIdataIfromItheIqonsortiumIofI
wnvestigatorsIofI’odifiersIofIpRqoZX_WIBreastgCancergResearchUI2016UIZfUIZc 8.3 58

207 ueneticIbasisIofIórVzZIoverexpressionIinIdiffuseIlargeIpVcellIlymphomasWIBloodUI2016UIZ_eUIaY_dVab 2.2 126

206 óolyunsaturatedIfattyIacidsIandIprostateIcancerIriskhIaI’endelianIrandomisationIanalysisIfromItheI
óRoqTwqozIconsortiumWIBritishgJournalgofgCancerUI2016UIZZcUId_bVaZ 8.7 21

205
ossessingItheIroleIofIinsulinVlikeIgrowthIfactorsIandIbindingIproteinsIinIprostateIcancerIusingI
’endelianIrandomizationhIueneticIvariantsIasIinstrumentsIforIcirculatingIlevelsWIInternationalg
JournalgofgCancerUI2016UIZagUIZc_YVaa

7.5 18

204 ploodIlipidsIandIprostateIcancerhIaI’endelianIrandomizationIanalysisWICancergMedicineUI2016UIcUIZZ_cVad4.8 45

203 wdentificationIofIsixInewIsusceptibilityIlociIforIinvasiveIepithelialIovarianIcancerWINaturegGeneticsUI
2015UIbeUIZdbVeZ 36.3 177

202 ossociationIofItypeIandIlocationIofIpRqoZIandIpRqo_ImutationsIwithIriskIofIbreastIandIovarianI
cancerWIJAMAgugJournalgofgthegAmericangMedicalgAssociationUI2015UIaZaUIZabeVdZ 27.4 286

201
TheIeffectsIofIheightIandIp’wIonIprostateIcancerIincidenceIandImortalityhIaI’endelianI
randomizationIstudyIinI_YUfbfIcasesIandI_YU_ZbIcontrolsIfromItheIóRoqTwqozIconsortiumWICancerg
CausesgandgControlUI2015UI_dUIZdYaVZd

2.8 56

200 ’ultipleInovelIprostateIcancerIsusceptibilityIsignalsIidentifiedIbyIfineVmappingIofIknownIriskIlociI
amongIsuropeansWIHumangMoleculargGeneticsUI2015UI_bUIccfgVdY_ 5.6 54

199 TargetIgeneImutationalIpatternIinIzynchIsyndromeIcolorectalIcarcinomasIaccordingItoItumourI
locationIandIgermlineImutationWIBritishgJournalgofgCancerUI2015UIZZaUIdfdVg_ 8.7 26

198 uenomeVwideIassociationIstudyIofIprostateIcancerVspecificIsurvivalWICancergEpidemiologyg
BiomarkersgandgPreventionUI2015UI_bUIZegdVfYY 4 23

197 TheIroleIofItargetedIpRqoZXpRqo_ImutationIanalysisIinIhereditaryIbreastXovarianIcancerIfamiliesI
ofIóortugueseIancestryWIClinicalgGeneticsUI2015UIffUIbZVf 4 18

196 tineVmappingIofItheIv–tZpImulticancerIlocusIidentifiesIcandidateIvariantsIthatImediateI
endometrialIcancerIriskWIHumangMoleculargGeneticsUI2015UI_bUIZbefVg_ 5.6 46

195 qandidateIgeneticImodifiersIforIbreastIandIovarianIcancerIriskIinIpRqoZIandIpRqo_ImutationI
carriersWICancergEpidemiologygBiomarkersgandgPreventionUI2015UI_bUIaYfVZd 4 20

194 wdentificationIofIpreviouslyIunrecognizedItoóIinIchildrenIwithIuardnerIfibromaWIEuropeangJournalgofg
HumangGeneticsUI2015UI_aUIeZcVf 5.3 9

193 RecurrentIqodingISequenceIVariationIsxplainsIOnlyIoISmallItractionIofItheIueneticIorchitectureIofI
qolorectalIqancerWIScientificgReportsUI2015UIcUIZd_fd 4.9 21
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192 ’etaVanalysisIofIgenomeVwideIassociationIstudiesIidentifiesIcommonIsusceptibilityIpolymorphismsI
forIcolorectalIandIendometrialIcancerInearISv_paIandITSvZZWIScientificgReportsUI2015UIcUIZeadg 4.9 27

191 onIoriginalIphylogeneticIapproachIidentifiedImitochondrialIhaplogroupITZaZIasIinverselyI
associatedIwithIbreastIcancerIriskIinIpRqo_ImutationIcarriersWIBreastgCancergResearchUI2015UIZeUIdZ 8.3 16

190 óredictionIofIindividualIgeneticIriskItoIprostateIcancerIusingIaIpolygenicIscoreWIProstateUI2015UIecUIZbdeVeb4.2 43

189 ossessingIassociationsIbetweenItheIoURyoVv’’RVTóX_VTUpuZIfunctionalImoduleIandIbreastI
cancerIriskIinIpRqoZX_ImutationIcarriersWIPLoSgONEUI2015UIZYUIeYZ_YY_Y 3.7 26

188 wdentificationIofITwoI–ovelIvOXpZaIuermlineI’utationsIinIóortugueseIórostateIqancerIóatientsWI
PLoSgONEUI2015UIZYUIeYZa_e_f 3.7 31

187 trequentIalterationsIinIcytoskeletonIremodellingIgenesIinIprimaryIandImetastaticIlungI
adenocarcinomasWINaturegCommunicationsUI2015UIdUIZYZaZ 17.4 67

186 oIzargeVScaleIonalysisIofIueneticIVariantsIwithinIóutativeImiR–oIpindingISitesIinIórostateIqancerWI
CancergDiscoveryUI2015UIcUIadfVeg 24.4 41

185 UncoveringIpotentialIdownstreamItargetsIofIoncogenicIuRóRIoverexpressionIinIprostateI
carcinomasIharboringIsTSIrearrangementsWIOncoscienceUI2015UI_UIbgeVcYe 0.8 9

184 SpecificIandIredundantIactivitiesIofIsTVZIandIsTVbIinIprostateIcancerIaggressivenessIrevealedIbyI
coVoverexpressionIcellularIcontextsWIOncotargetUI2015UIdUIc_ZeVad 3.3 17

183 qonstitutionalIandIsomaticIrearrangementIofIchromosomeI_ZIinIacuteIlymphoblasticIleukaemiaWI
NatureUI2014UIcYfUIgfVZY_ 50.4 192

182 TargetedIprostateIcancerIscreeningIinIpRqoZIandIpRqo_ImutationIcarriershIresultsIfromItheIinitialI
screeningIroundIofItheIw’óoqTIstudyWIEuropeangUrologyUI2014UIddUIbfgVgg 10.2 156

181 óathogenicityIevaluationIofIpRqoZIandIpRqo_IunclassifiedIvariantsIidentifiedIinIóortugueseI
breastXovarianIcancerIfamiliesWIJournalgofgMoleculargDiagnosticsUI2014UIZdUIa_bVab 5.1 16

180 ó–sTIwithIneuroendocrineIdifferentiationIofItheIlunghIReportIofIanIunusualIentityWIInternationalg
JournalgofgSurgicalgPathologyUI2014UI__UIb_eVaa 1.2 7

179 TheIprazilianIfounderImutationITócaIpWRaaevIisIuncommonIinIóortugueseIwomenIdiagnosedIwithI
breastIcancerWIBreastgJournalUI2014UI_YUIcabVd 1.2 5

178 TranscriptomeIinstabilityIasIaImolecularIpanVcancerIcharacteristicIofIcarcinomasWIBMCgGenomicsUI
2014UIZcUIde_ 4.5 13

177 oImetaVanalysisIofIfeUYbYIindividualsIidentifiesI_aInewIsusceptibilityIlociIforIprostateIcancerWI
NaturegGeneticsUI2014UIbdUIZZYaVg 36.3 331

176 RehIRoleIofItheIoxidativeIr–oIdamageIrepairIgeneIOuuZIinIcolorectalItumorigenesisWIJournalgofgtheg
NationalgCancergInstituteUI2014UIZYdUI 9.7 8

175 ueneIamplificationIofItheIhistoneImethyltransferaseISsTrpZIcontributesItoIhumanIlungI
tumorigenesisWIOncogeneUI2014UIaaUI_fYeVZa 9.2 94

(2014-2015)
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174 sxomeIsequencingIrevealsInovelImutationItargetsIinIdiffuseIlargeIpVcellIlymphomasIderivedIfromI
qhineseIpatientsWIBloodUI2014UIZ_bUI_cbbVca 2.2 82

173 spigeneticIregulationIofIsts’óZIinIprostateIcancerhIbiologicalIrelevanceIandIclinicalIpotentialWI
JournalgofgCellulargandgMoleculargMedicineUI2014UIZfUI__feVge 5.6 21

172 r–oIglycosylasesIinvolvedIinIbaseIexcisionIrepairImayIbeIassociatedIwithIcancerIriskIinIpRqoZIandI
pRqo_ImutationIcarriersWIPLoSgGeneticsUI2014UIZYUIeZYYb_cd 6 33

171 tineVmappingItheIvOXpIregionIdetectsIcommonIvariantsItaggingIaIrareIcodingIallelehIevidenceIforI
syntheticIassociationIinIprostateIcancerWIPLoSgGeneticsUI2014UIZYUIeZYYbZ_g 6 30

170 ofterIongelinaIandItheISupremeIqourtIrecisionUIwhereIdoIweIgoIfromIheremIpRqoIgeneItestingIinI
RhodeIwslandPsIóortugueseIpopulationWIAmericangJournalgofgMedicalgGeneticstgPartgAUI2014UIZdboUIcceVf 2.5

169 tamilialIvsIsporadicIpapillaryIthyroidIcarcinomahIaImatchedVcaseIcomparativeIstudyIshowingIsimilarI
clinicalXprognosticIbehaviourWIEuropeangJournalgofgEndocrinologyUI2014UIZeYUIa_ZVe 6.5 38

168 qarcinomaIofItheIthyroidIwithIswingXó–sTIfamilyItumorIelementshIaItumorIofIunknownI
histogenesisWIInternationalgJournalgofgSurgicalgPathologyUI2014UI__UIcegVfZ 1.2 16

167 qarcinomaIofItheIthyroidIwithIewingIfamilyItumorIelementsIandIfavorableIprognosishIreportIofIaI
secondIcaseWIInternationalgJournalgofgSurgicalgPathologyUI2014UI__UI_dYVc 1.2 22

166 wmmunohistochemicalImolecularIphenotypesIofIgastricIcancerIbasedIonISOX_IandIqrX_IpredictI
patientIoutcomeWIBMCgCancerUI2014UIZbUIeca 4.8 26

165 ossociationsIofIcommonIbreastIcancerIsusceptibilityIallelesIwithIriskIofIbreastIcancerIsubtypesIinI
pRqoZIandIpRqo_ImutationIcarriersWIBreastgCancergResearchUI2014UIZdUIabZd 8.3 46

164 vighIresolutionImeltingIanalysisIofIyRoSUIpRotIandIówyaqoIinIyRoSIexonI_IwildVtypeImetastaticI
colorectalIcancerWIBMCgCancerUI2013UIZaUIZdg 4.8 36

163 óOUZtZIisIaInovelIfusionIpartnerIofI–UógfIinIacuteImyeloidIleukemiaIwithItQaiZZRQpZZipZcRWI
MoleculargCancerUI2013UIZ_UIc 42.1 9

162
trequentIcopyInumberIgainsIatIZq_ZIandIZqa_IareIassociatedIwithIoverexpressionIofItheIsTSI
transcriptionIfactorsIsTVaIandIsztaIinIbreastIcancerIirrespectiveIofImolecularIsubtypesWIBreastg
CancergResearchgandgTreatmentUI2013UIZafUIaeVbc

4.4 32

161 TheI’Sv_IcWaff_afgdelImutationIshowsIaIfounderIeffectIinIóortugueseIzynchIsyndromeIfamiliesWI
ClinicalgGeneticsUI2013UIfbUI_bbVcY 4 11

160 tineVmappingIidentifiesImultipleIprostateIcancerIriskIlociIatIcpZcUIoneIofIwhichIassociatesIwithI
TsRTIexpressionWIHumangMoleculargGeneticsUI2013UI__UIb_agVb_ag 5.6 2

159 –ovelIcPIfusionIpartnersIofIsTVZIandIsTVbIinIprostateIcancerWINeoplasiaUI2013UIZcUIe_YVd 6.4 27

158 TheI’zzIrecombinomeIofIacuteIleukemiasIinI_YZaWILeukemiaUI2013UI_eUI_ZdcVed 10.7 326

157 wdentificationIofI_aInewIprostateIcancerIsusceptibilityIlociIusingItheIiqOuSIcustomIgenotypingI
arrayWINaturegGeneticsUI2013UIbcUIafcVgZUIagZeZV_ 36.3 413
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156 r–oIrepairIgenesIareIselectivelyImutatedIinIdiffuseIlargeIpIcellIlymphomasWIJournalgofgExperimentalg
MedicineUI2013UI_ZYUIZe_gVb_ 16.6 74

155 qommonIfusionItranscriptsIidentifiedIinIcolorectalIcancerIcellIlinesIbyIhighVthroughputIR–oI
sequencingWITranslationalgOncologyUI2013UIdUIcbdVca 4.9 22

154 oImetaVanalysisIofIgenomeVwideIassociationIstudiesItoIidentifyIprostateIcancerIsusceptibilityIlociI
associatedIwithIaggressiveIandInonVaggressiveIdiseaseWIHumangMoleculargGeneticsUI2013UI__UIbYfVZc 5.6 109

153 ’olecularIcircuitIinvolvingIyzybIintegratesIandrogenIandImTORIsignalingIinIprostateIcancerWI
ProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaUI2013UIZZYUIs_ce_VfZ 11.5 50

152 tineVmappingIidentifiesImultipleIprostateIcancerIriskIlociIatIcpZcUIoneIofIwhichIassociatesIwithI
TsRTIexpressionWIHumangMoleculargGeneticsUI2013UI__UI_c_YVf 5.6 88

151 p’ó_Xp’óbIcolorectalIcancerIsusceptibilityIlociIinInorthernIandIsouthernIsuropeanIpopulationsWI
CarcinogenesisUI2013UIabUIaZbVf 4.6 12

150 uenomicIcharacterizationIofItwoIlargeIoluVmediatedIrearrangementsIofItheIpRqoZIgeneWIJournalg
ofgHumangGeneticsUI2013UIcfUIefVfa 4.3 22

149 reregulationIofIóoX_IexpressionIinIrenalIcellItumourshImechanismsIandIpotentialIuseIinI
differentialIdiagnosisWIJournalgofgCellulargandgMoleculargMedicineUI2013UIZeUIZYbfVcf 5.6 13

148 vyperdiploidyIwithIcfVddIchromosomesIinIchildhoodIpVacuteIlymphoblasticIleukemiaIisIhighlyI
curablehIcfgcZIqzuVsORTqIresultsWIBloodUI2013UIZ_ZUI_bZcV_a 2.2 46

147 olteredIexpressionIofI’u’TIinIhighVgradeIgliomasIresultsIfromItheIcombinedIeffectIofIepigeneticI
andIgeneticIaberrationsWIPLoSgONEUI2013UIfUIecf_Yd 3.7 27

146 ossessmentIofIfusionIgeneIstatusIinIsarcomasIusingIaIcustomImadeIfusionIgeneImicroarrayWIPLoSg
ONEUI2013UIfUIeeYdbg 3.7 2

145 qarcinogenicIabilityIofIpossiblyIthroughIoncogenicImutationIofIgeneI2013UI_YZaUI 11

144 VariabilityIofItheIparacrineVinducedIosteoclastogenesisIbyIhumanIbreastIcancerIcellIlinesWIJournalgofg
CellulargBiochemistryUI2012UIZZaUIZYdgVeg 4.7 8

143 tzwZIisIaInovelIsTSItranscriptionIfactorIinvolvedIinIgeneIfusionsIinIprostateIcancerWIGenesg
ChromosomesgandgCancerUI2012UIcZUI_bYVg 5 65

142 sutRIexonImutationIdistributionIandIoutcomeIinInonVsmallVcellIlungIcancerhIaIóortugueseI
retrospectiveIstudyWITumorgBiologyUI2012UIaaUI_YdZVf 2.9 24

141 tOXsZIpolymorphismsIareIassociatedIwithIfamilialIandIsporadicInonmedullaryIthyroidIcancerI
susceptibilityWIClinicalgEndocrinologyUI2012UIeeUIg_dVaa 3.4 49

140 ’olecularIsubtypingIofIprimaryIprostateIcancerIrevealsIspecificIandIsharedItargetIgenesIofI
differentIsTSIrearrangementsWINeoplasiaUI2012UIZbUIdYYVZZ 6.4 52

139 óortugueseIcWZcd_ZceinsoluIpRqo_IfounderImutationhIgastrointestinalIandItongueIneoplasiasImayI
beIpartIofItheIphenotypeWIFamilialgCancerUI2012UIZZUIdceVdY 3 9

(2012-2013)
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138 Z_qIamplificationIdefinesIaIsubtypeIofIextraskeletalIosteosarcomaIwithIgoodIprognosisIthatIisItheI
softItissueIhomologueIofIparostealIosteosarcomaWICancergGeneticsUI2012UI_YcUIaa_Vd 2.3 13

137 ziVtraumeniVlikeIsyndromeIassociatedIwithIaIlargeIpRqoZIintragenicIdeletionWIBMCgCancerUI2012UI
Z_UI_ae 4.8 22

136 ueneticIandIclinicalIcharacterizationIofIbcIacuteIleukemiaIpatientsIwithI’zzIgeneIrearrangementsI
fromIaIsingleIinstitutionWIMoleculargOncologyUI2012UIdUIccaVdb 7.9 14

135 qernunnosIinfluencesIhumanIimmunoglobulinIclassIswitchIrecombinationIandImayIbeIassociatedI
withIpIcellIlymphomagenesisWIJournalgofgExperimentalgMedicineUI2012UI_YgUI_gZVaYc 16.6 34

134 resmoplasticIsmallIroundIcellItumorhIdiagnosisIbyIfineVneedleIaspirationIcytologyWIActagCytologicaUI
2012UIcdUIcedVfY 3 13

133 óotentialIdownstreamItargetIgenesIofIaberrantIsTSItranscriptionIfactorsIareIdifferentiallyIaffectedI
inIswingPsIsarcomaIandIprostateIcarcinomaWIPLoSgONEUI2012UIeUIebgfZg 3.7 18

132 órognosticIwmpactIofIvighIvematogonesIinIocuteI’yeloidIzeukemiaWIBloodUI2012UIZ_YUIZbacVZbac 2.2

131 qysteineVrichIsecretoryIproteinVaIQqRwSóaRIisIstronglyIupVregulatedIinIprostateIcarcinomasIwithItheI
T’óRSS_VsRuIfusionIgeneWIPLoSgONEUI2011UIdUIe__aZe 3.7 33

130 qytogeneticIanalysisIofItumorIclonalityWIAdvancesgingCancergResearchUI2011UIZZ_UIZ_eVbg 5.9 17

129 qomparisonIofImethodologiesIforIyRoSImutationIdetectionIinImetastaticIcolorectalIcancerWICancerg
GeneticsUI2011UI_YbUIbagVbd 2.3 35

128 Tqt_ZIandIóqrvZeImethylationhIonIinnovativeIpanelIofIbiomarkersIforIaIsimultaneousIdetectionIofI
urologicalIcancersWIEpigeneticsUI2011UIdUIZZ_YVaY 5.7 88

127 wntraepidermalIepidermotropicImetastaticImelanomahIaIclinicalIandIhistopathologicalImimickerIofI
melanomaIinIsituIoccurringIinImultiplicityWIJournalgofgCutaneousgPathologyUI2011UIafUIcZbV_Y 1.7 11

126 wnternationalIdistributionIandIageIestimationIofItheIóortugueseIpRqo_IcWZcd_ZceinsoluIfounderI
mutationWIBreastgCancergResearchgandgTreatmentUI2011UIZ_eUIdeZVg 4.4 21

125 sndometrialIendometrioidIadenocarcinomaIassociatedIwithIprimitiveIneuroectodermalItumourIofI
theIuterushIaIpoorIprognosticIsubtypeIofIuterineItumoursWIMedicalgOncologyUI2011UI_fUIZbffVgb 3.7 5

124 ocuteImegakaryoblasticIleukemiaIwithIaIfourVwayIvariantItranslocationIoriginatingItheI
Rp’ZcV’yzZIfusionIgeneWIPediatricgBloodgandgCancerUI2011UIcdUIfbdVg 3 11

123 RelativeIfqIgainIpredictsIdiseaseVspecificIsurvivalIirrespectiveIofItheIT’óRSS_VsRuIfusionIstatusIinI
diagnosticIbiopsiesIofIprostateIcancerWIGenesgChromosomesgandgCancerUI2011UIcYUIdd_VeZ 5 22

122 ’zzVSsóTw–IgeneIfusionsIinIhematologicalImalignanciesWIBiologicalgChemistryUI2011UIag_UIeZaV_b 4.5 39

121 oInovelIexonicIrearrangementIaffectingI’zvZIandItheIcontiguousIzRRtwó_IisIaIfounderImutationIinI
óortugueseIzynchIsyndromeIfamiliesWIGeneticsgingMedicineUI2011UIZaUIfgcVgY_ 8.1 17
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120 ThreeIepigeneticIbiomarkersUIurtZcUIT’stt_UIandIVw’UIaccuratelyIpredictIbladderIcancerIfromI
r–oVbasedIanalysesIofIurineIsamplesWIClinicalgCancergResearchUI2010UIZdUIcfb_VcZ 12.9 134

119 spigeneticIregulationIofIWntIsignalingIpathwayIinIurologicalIcancerWIEpigeneticsUI2010UIcUIabaVcZ 5.7 33

118 TumorsIofItheIpreastI2010UIbgaVcZd

117 TumorsIofItheI’aleIuenitalIOrgansI2010UIcceVcec

116 ristinctIhighIresolutionIgenomeIprofilesIofIearlyIonsetIandIlateIonsetIcolorectalIcancerIintegratedI
withIgeneIexpressionIdataIidentifyIcandidateIsusceptibilityIlociWIMoleculargCancerUI2010UIgUIZYY 42.1 65

115 uenomicIchangesIinIchromosomesIZYUIZdUIandIXIinImalignantIperipheralInerveIsheathItumorsI
identifyIaIhighVriskIpatientIgroupWIJournalgofgClinicalgOncologyUI2010UI_fUIZceaVf_ 2.2 47

114 retailedIanalysisIofIexpressionIandIpromoterImethylationIstatusIofIapoptosisVrelatedIgenesIinI
prostateIcancerWIApoptosis:gangInternationalgJournalgongProgrammedgCellgDeathUI2010UIZcUIgcdVdc 5.4 35

113
óromoterImethylationIandIlargeIintragenicIrearrangementsIofIróYrIareInotIimplicatedIinIsevereI
toxicityItoIcVfluorouracilVbasedIchemotherapyIinIgastrointestinalIcancerIpatientsWIBMCgCancerUI2010
UIZYUIbeY

4.8 16

112 oInovelIsplicedIfusionIofI’zzIwithIqTbco_IinIaIpediatricIbiphenotypicIacuteIleukemiaWIBMCgCancerUI
2010UIZYUIcZf 4.8 9

111 qolorectalIcarcinomasIwithImicrosatelliteIinstabilityIdisplayIaIdifferentIpatternIofItargetIgeneI
mutationsIaccordingItoIlargeIbowelIsiteIofIoriginWIBMCgCancerUI2010UIZYUIcfe 4.8 27

110 qhromosomeIcopyInumberIchangesIcarryIprognosticIinformationIindependentIofIywTXórutRoI
pointImutationsIinIgastrointestinalIstromalItumorsWIBMCgMedicineUI2010UIfUI_d 11.4 10

109 qoexistenceIofIalternativeI’zzVSsóTgIfusionItranscriptsIinIanIacuteImyeloidIleukemiaIwithI
tQZZiZeRQq_aiq_cRWICancergGeneticsgandgCytogeneticsUI2010UIZgeUIdYVb 12

108
vereditaryIgastrointestinalIstromalItumorsIsharingItheIywTIsxonIZeIgermlineImutationIpWospf_YTyrI
developIthroughIdifferentIcytogeneticIprogressionIpathwaysWIGenesgChromosomesgandgCancerUI
2010UIbgUIgZVf

5 16

107 uenotypicIandIphenotypicIclassificationIofIcancerhIvowIshouldItheIimpactIofItheItwoIdiagnosticI
approachesIbestIbeIbalancedmWIGenesgChromosomesgandgCancerUI2010UIbgUIedaVeb 5 5

106 teasibilityIofIdifferentialIdiagnosisIofIkidneyItumorsIbyIcomparativeIgenomicIhybridizationIofIfineI
needleIaspirationIbiopsiesWIGenesgChromosomesgandgCancerUI2010UIbgUIgacVbe 5 38

105 sxpressionIpatternIofItheIseptinIgeneIfamilyIinIacuteImyeloidIleukemiasIwithIandIwithoutI
’zzVSsóTIfusionIgenesWILeukemiagResearchUI2010UIabUIdZcV_Z 2.7 17

104 pothISsóT_IandI’zzIareIdownVregulatedIinI’zzVSsóT_ItherapyVrelatedImyeloidIneoplasiaWIBMCg
CancerUI2009UIgUIZbe 4.8 7

103 ’olecularIdiagnosisIofItheIóortugueseIfounderImutationIpRqo_IcWZcd_ZceinsoluWIBreastgCancerg
ResearchgandgTreatmentUI2009UIZZeUI_ZcVe 4.4 8

(2009-2010)
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102 TheIcWZcd_ZceinsoluIpRqo_IrearrangementIaccountsIforImoreIthanIoneVfourthIofIdeleteriousI
pRqoImutationsIinInorthernXcentralIóortugalWIBreastgCancergResearchgandgTreatmentUI2009UIZZbUIaZVf 4.4 46

101 vaplotypeIandIquantitativeItranscriptIanalysesIofIóortugueseIbreastXovarianIcancerIfamiliesIwithI
theIpRqoZIReZuIfounderImutationIofIualicianIoriginWIFamilialgCancerUI2009UIfUI_YaVf 3 9

100 TócaIgermlineImutationsIinIóortugalIandIgeneticImodifiersIofIageIatIcancerIonsetWIFamilialgCancerUI
2009UIfUIafaVgY 3 12

99 qStZRIcopyInumberIchangesUIpointImutationsUIandIR–oIandIproteinIoverexpressionIinIrenalIcellI
carcinomasWIModerngPathologyUI2009UI__UIebbVc_ 9.8 19

98 ossociationIofIsRpp_IgeneIstatusIwithIhistopathologicalIparametersIandIdiseaseVspecificIsurvivalI
inIgastricIcarcinomaIpatientsWIBritishgJournalgofgCancerUI2009UIZYYUIbfeVga 8.7 124

97 olteredIexpressionIofIkeyIcellIcycleIregulatorsIinIrenalIcellIcarcinomaIassociatedIwithIXpZZW_I
translocationWIPathologygResearchgandgPracticeUI2009UI_YcUIbddVe_ 3.4 7

96 ’itochondrialIgenomeIalterationsIinIrectalIandIsigmoidIcarcinomasWICancergLettersUI2009UI_fYUIafVba 9.9 18

95 oIuniversalIassayIforIdetectionIofIoncogenicIfusionItranscriptsIbyIoligoImicroarrayIanalysisWI
MoleculargCancerUI2009UIfUIc 42.1 23

94 veterogeneousIgeneticIprofilesIinIsoftItissueImyoepitheliomasWIModerngPathologyUI2008UI_ZUIZaZZVg 9.8 42

93 orrayIquvIandIgeneVexpressionIprofilingIrevealsIdistinctIgenomicIinstabilityIpatternsIassociatedI
withIr–oIrepairIandIcellVcycleIcheckpointIpathwaysIinIswingPsIsarcomaWIOncogeneUI2008UI_eUI_YfbVgY 9.2 58

92
qonventionalIandImolecularIcytogeneticsIofIhumanInonVmedullaryIthyroidIcarcinomahI
characterizationIofIeightIcellIlineImodelsIandIreviewIofItheIliteratureIonIclinicalIsamplesWIBMCg
CancerUI2008UIfUIaeZ

4.8 30

91 oInovelI’zzVSsóT_IfusionIvariantIinItherapyVrelatedImyelodysplasticIsyndromeWICancergGeneticsg
andgCytogeneticsUI2008UIZfcUId_Vb 4

90 qrypticIchromosomeIrearrangementIresultingIinISYTVSSX_IfusionIgeneIinIaImonophasicIsynovialI
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