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l Paper IF Citations

107 viologicalYLclinicalLandLpopulationLrelevanceLofLmiLlociLforLbloodLlipidsbLNatureYL2010YLhjjYLkdkaeg 50.4 2742

106 GeneticLstudiesLofLbodyLmassLindexLyieldLnewLinsightsLforLobesityLbiologybLNatureYL2015YLielYLemkafdj 50.4 2687

105 ussociationLanalysesLofLfhmYkmjLindividualsLrevealLelLnewLlociLassociatedLwithLbodyLmassLindexbL
NaturegGeneticsYL2010YLhfYLmgkahl 36.3 2267

104 NewLgeneticLlociLimplicatedLinLfastingLglucoseLhomeostasisLandLtheirLimpactLonLtypeLfLdiabetesLriskbL
NaturegGeneticsYL2010YLhfYLediaej 36.3 1673

103 GeneticLvariantsLinLnovelLpathwaysLinfluenceLbloodLpressureLandLcardiovascularLdiseaseLriskbLNature
YL2011YLhklYLedgam 50.4 1564

102 ₁undredsLofLvariantsLclusteredLinLgenomicLlociLandLbiologicalLpathwaysLaffectLhumanLheightbL
NatureYL2010YLhjkYLlgfal 50.4 1514

101 SixLnewLlociLassociatedLwithLbodyLmassLindexLhighlightLaLneuronalLinfluenceLonLbodyLweightL
regulationbLNaturegGeneticsYL2009YLheYLfiagh 36.3 1368

100 NewlyLidentifiedLlociLthatLinfluenceLlipidLconcentrationsLandLriskLofLcoronaryLarteryLdiseasebLNatureg
GeneticsYL2008YLhdYLejeam 36.3 1304

99 GenomeawideLassociationLscanLshowsLgeneticLvariantsLinLtheLzTOLgeneLareLassociatedLwithL
obesityarelatedLtraitsbLPLoSgGeneticsYL2007YLgYLeeei 6 1231

98 wommonLvariantsLatLgdLlociLcontributeLtoLpolygenicLdyslipidemiabLNaturegGeneticsYL2009YLheYLijaji 36.3 1095

97 wommonLvariantsLnearLMwhRLareLassociatedLwithLfatLmassYLweightLandLriskLofLobesitybLNatureg
GeneticsYL2008YLhdYLkjlaki 36.3 1048

96 GenomeawideLassociationLstudyLidentifiesLeightLlociLassociatedLwithLbloodLpressurebLNatureg
GeneticsYL2009YLheYLjjjakj 36.3 970

95 NewLgeneticLlociLlinkLadiposeLandLinsulinLbiologyLtoLbodyLfatLdistributionbLNatureYL2015YLielYLelkaemj 50.4 920

94 TheLputativeLforkheadLtranscriptionLfactorLzOXLfLisLmutatedLinL
blepharophimosiscptosiscepicanthusLinversusLsyndromebLNaturegGeneticsYL2001YLfkYLeimajj 36.3 790

93 MetaaanalysisLidentifiesLegLnewLlociLassociatedLwithLwaistahipLratioLandLrevealsLsexualLdimorphismL
inLtheLgeneticLbasisLofLfatLdistributionbLNaturegGeneticsYL2010YLhfYLmhmajd 36.3 724

92 GenomeawideLassociationLanalysisLidentifiesLvariantsLassociatedLwithLnonalcoholicLfattyLliverL
diseaseLthatLhaveLdistinctLeffectsLonLmetabolicLtraitsbLPLoSgGeneticsYL2011YLkYLeeddegfh 6 629

91 VariantsLinLMTNRevLinfluenceLfastingLglucoseLlevelsbLNaturegGeneticsYL2009YLheYLkkale 36.3 584
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90 InterleukinajLreceptorLpathwaysLinLcoronaryLheartLdiseasenLaLcollaborativeLmetaaanalysisLofLlfL
studiesbLLancetugTheYL2012YLgkmYLefdiaeg 40 522

89 MetaaanalysisLandLimputationLrefinesLtheLassociationLofLeiqfiLwithLsmokingLquantitybLNatureg
GeneticsYL2010YLhfYLhgjahd 36.3 521

88 MetaaanalysisLofLflYeheLindividualsLidentifiesLcommonLvariantsLwithinLfiveLnewLlociLthatLinfluenceL
uricLacidLconcentrationsbLPLoSgGeneticsYL2009YLiYLeedddidh 6 495

87 IdentificationLofLtenLlociLassociatedLwithLheightLhighlightsLnewLbiologicalLpathwaysLinLhumanL
growthbLNaturegGeneticsYL2008YLhdYLilhame 36.3 482

86
GenomeawideLassociationLstudyLshowsLvwLeeuLassociatedLwithLpersistentLfetalLhemoglobinLandL
ameliorationLofLtheLphenotypeLofLbetaathalassemiabLProceedingsgofgthegNationalgAcademygofg
SciencesgofgthegUnitedgStatesgofgAmericaYL2008YLediYLejfdai

11.5 469

85
xNuLpolymorphismsLatLtheLvwLeeuYL₁vSeLaMYvYLandLbetaaglobinLlociLassociateLwithLfetalL
hemoglobinLlevelsLandLpainLcrisesLinLsickleLcellLdiseasebLProceedingsgofgthegNationalgAcademygofg
SciencesgofgthegUnitedgStatesgofgAmericaYL2008YLediYLeeljmakh

11.5 428

84 GenomeawideLassociationLstudyLidentifiesLlociLinfluencingLconcentrationsLofLliverLenzymesLinL
plasmabLNaturegGeneticsYL2011YLhgYLeegeal 36.3 415

83 zoxlfLdisruptionLcausesLmouseLovarianLfailureLbyLpervasiveLblockageLofLfollicleLdevelopmentbL
HumangMoleculargGeneticsYL2004YLegYLeekeale 5.6 412

82 MetaaanalysisLofLgenomeawideLassociationLstudiesLinLrldLdddLsubjectsLidentifiesLmultipleLlociLforL
wareactiveLproteinLlevelsbLCirculationYL2011YLefgYLkgeal 16.7 395

81 GenomeawideLassociationLscanLmetaaanalysisLidentifiesLthreeLLociLinfluencingLadiposityLandLfatL
distributionbLPLoSgGeneticsYL2009YLiYLeedddidl 6 393

80 ThirtyLnewLlociLforLageLatLmenarcheLidentifiedLbyLaLmetaaanalysisLofLgenomeawideLassociationL
studiesbLNaturegGeneticsYL2010YLhfYLedkkali 36.3 372

79 GenomeawideLassociationLstudyLofLPRLintervalbLNaturegGeneticsYL2010YLhfYLeigam 36.3 340

78 GenomeawideLassociationLstudyLidentifiesLsixLnewLlociLinfluencingLpulseLpressureLandLmeanLarterialL
pressurebLNaturegGeneticsYL2011YLhgYLeddiaee 36.3 338

77 NewLgeneLfunctionsLinLmegakaryopoiesisLandLplateletLformationbLNatureYL2011YLhldYLfdeal 50.4 330

76 NovelLlociLforLadiponectinLlevelsLandLtheirLinfluenceLonLtypeLfLdiabetesLandLmetabolicLtraitsnLaL
multiaethnicLmetaaanalysisLofLhiYlmeLindividualsbLPLoSgGeneticsYL2012YLlYLeeddfjdk 6 326

75 wommonLvariantsLinLtheLGxziaUQwwLregionLareLassociatedLwithLvariationLinLhumanLheightbLNatureg
GeneticsYL2008YLhdYLemlafdg 36.3 315

74 wommonLvariantsLatLedLgenomicLlociLinfluenceLhemoglobinLuâ��TwULlevelsLviaLglycemicLandL
nonglycemicLpathwaysbLDiabetesYL2010YLimYLgffmagm 0.9 314

73 wommonLvariantsLatLtenLlociLmodulateLtheLQTLintervalLdurationLinLtheLQTSwxLStudybLNatureg
GeneticsYL2009YLheYLhdkaeh 36.3 308
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72 GeneticLassociationsLatLigLlociLhighlightLcellLtypesLandLbiologicalLpathwaysLrelevantLforLkidneyL
functionbLNaturegCommunicationsYL2016YLkYLeddfg 17.4 295

71 GenomeawideLassociationLidentifiesLnineLcommonLvariantsLassociatedLwithLfastingLproinsulinLlevelsL
andLprovidesLnewLinsightsLintoLtheLpathophysiologyLofLtypeLfLdiabetesbLDiabetesYL2011YLjdYLfjfhagh 0.9 285

70 MetaaanalysisLofLgenomeawideLassociationLstudiesLforLpersonalitybLMoleculargPsychiatryYL2012YLekYLggkahm15.1 274

69 SeventyafiveLgeneticLlociLinfluencingLtheLhumanLredLbloodLcellbLNatureYL2012YLhmfYLgjmaki 50.4 257

68 zoxlfLisLrequiredLforLcommitmentLtoLovaryLdifferentiationbLHumangMoleculargGeneticsYL2005YLehYLfdigajf5.6 253

67
NovelLinsightsLintoLtheLgeneticsLofLsmokingLbehaviourYLlungLfunctionYLandLchronicLobstructiveL
pulmonaryLdiseaseLTUKLviLyVyUnLaLgeneticLassociationLstudyLinLUKLviobankbLLancetgRespiratoryg
MedicineutheYL2015YLgYLkjmale

35.1 245

66 MetaaanalysesLidentifyLegLlociLassociatedLwithLageLatLmenopauseLandLhighlightLxNuLrepairLandL
immuneLpathwaysbLNaturegGeneticsYL2012YLhhYLfjdal 36.3 243

65 TheLGLUTmLgeneLisLassociatedLwithLserumLuricLacidLlevelsLinLSardiniaLandLwhiantiLcohortsbLPLoSg
GeneticsYL2007YLgYLeemh 6 217

64 GenomeawideLassociationLscanLforLfiveLmajorLdimensionsLofLpersonalitybLMoleculargPsychiatryYL2010YL
eiYLjhkaij 15.1 214

63 GeneticLlociLinfluencingLkidneyLfunctionLandLchronicLkidneyLdiseasebLNaturegGeneticsYL2010YLhfYLgkgai 36.3 205

62 GeneticLassociationLstudyLofLQTLintervalLhighlightsLroleLforLcalciumLsignalingLpathwaysLinL
myocardialLrepolarizationbLNaturegGeneticsYL2014YLhjYLlfjagj 36.3 199

61 GenomeawideLassociationLstudyLofLvitaminLvjYLvitaminLvefYLfolateYLandLhomocysteineLbloodL
concentrationsbLAmericangJournalgofgHumangGeneticsYL2009YLlhYLhkkalf 11 193

60 MetaaanalysisLofLgenomeawideLassociationLstudiesLfromLtheLw₁uRGyLconsortiumLidentifiesLcommonL
variantsLassociatedLwithLcarotidLintimaLmediaLthicknessLandLplaquebLNaturegGeneticsYL2011YLhgYLmhdak 36.3 168

59 ₁ighLneuroticismLandLlowLconscientiousnessLareLassociatedLwithLinterleukinajbLPsychologicalg
MedicineYL2010YLhdYLehliamg 6.9 165

58 uLgenomeawideLassociationLsearchLforLtypeLfLdiabetesLgenesLinLufricanLumericansbLPLoSgONEYL2012YL
kYLefmfdf 3.7 138

57 VariantsLwithinLtheLimmunoregulatoryLwvLvLgeneLareLassociatedLwithLmultipleLsclerosisbLNatureg
GeneticsYL2010YLhfYLhmiak 36.3 136

56 zacetsLofLpersonalityLlinkedLtoLunderweightLandLoverweightbLPsychosomaticgMedicineYL2009YLkeYLjlfam 3.7 132

55 VariationsLinLtheLGjPwfcuvwveeLgenomicLregionLareLassociatedLwithLfastingLglucoseLlevelsbLJournalg
ofgClinicalgInvestigationYL2008YLeelYLfjfdal 15.9 127
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54 IRuKaMLisLinvolvedLinLtheLpathogenesisLofLearlyaonsetLpersistentLasthmabLAmericangJournalgofg
HumangGeneticsYL2007YLldYLeedgaeh 11 125

53 NovelLlociLaffectingLironLhomeostasisLandLtheirLeffectsLinLindividualsLatLriskLforLhemochromatosisbL
NaturegCommunicationsYL2014YLiYLhmfj 17.4 121

52 zineLmappingLofLfiveLlociLassociatedLwithLlowadensityLlipoproteinLcholesterolLdetectsLvariantsLthatL
doubleLtheLexplainedLheritabilitybLPLoSgGeneticsYL2011YLkYLeeddfeml 6 118

51 umeliorationLofLSardinianLbetadLthalassemiaLbyLgeneticLmodifiersbLBloodYL2009YLeehYLgmgiak 2.2 115

50 GenomeawideLassociationLscanLofLtraitLdepressionbLBiologicalgPsychiatryYL2010YLjlYLleeak 7.9 114

49 wommonLvariantsLinLtheLSLwOevgLlocusLareLassociatedLwithLbilirubinLlevelsLandLunconjugatedL
hyperbilirubinemiabLHumangMoleculargGeneticsYL2009YLelYLfkeeal 5.6 113

48 uLgenomeawideLassociationLscanLonLtheLlevelsLofLmarkersLofLinflammationLinLSardiniansLrevealsL
associationsLthatLunderpinLitsLcomplexLregulationbLPLoSgGeneticsYL2012YLlYLeeddfhld 6 112

47 GenomeawideLassociationLanalysisLidentifiesLmultipleLlociLrelatedLtoLrestingLheartLratebLHumang
MoleculargGeneticsYL2010YLemYLglliamh 5.6 106

46 PhosphodiesteraseLlvLgeneLvariantsLareLassociatedLwithLserumLTS₁LlevelsLandLthyroidLfunctionbL
AmericangJournalgofgHumangGeneticsYL2008YLlfYLefkdald 11 105

45 zoxlfLfunctionsLinLsexLdeterminationLandLhistogenesisLthroughoutLmouseLovaryLdevelopmentbLBMCg
DevelopmentalgBiologyYL2009YLmYLgj 3.1 100

44 GpcgLexpressionLcorrelatesLwithLtheLphenotypeLofLtheLSimpsonaGolabiavehmelLsyndromebL
DevelopmentalgDynamicsYL1998YLfegYLhgeam 2.9 94

43 vxNzLValjjMetLisLassociatedLwithLintroversionLandLinteractsLwithLia₁TTLPRLtoLinfluenceL
neuroticismbLNeuropsychopharmacologyYL2010YLgiYLedlgam 8.7 85

42 MetaaanalysisLofLgenomeawideLassociationLstudiesLidentifiesLcommonLvariantsLinLwTNNufL
associatedLwithLexcitementaseekingbLTranslationalgPsychiatryYL2011YLeYLehm 8.6 84

41 TheLgeneticLassociationLbetweenLpersonalityLandLmajorLdepressionLorLbipolarLdisorderbLuLpolygenicL
scoreLanalysisLusingLgenomeawideLassociationLdatabLTranslationalgPsychiatryYL2011YLeYLeid 8.6 83

40 wOLhueLisLassociatedLwithLarterialLstiffnessLbyLgenomeawideLassociationLscanbLCirculation:g
CardiovasculargGeneticsYL2009YLfYLeieal 78

39 GenomeawideLussociationLStudyLofLVitaminLvjYLVitaminLvefYLzolateYLandL₁omocysteineLvloodL
woncentrationsbLAmericangJournalgofgHumangGeneticsYL2009YLlhYLkef 11 78

38 PersonalityLandLmetabolicLsyndromebLAgeYL2010YLgfYLiegam 77

37 ussociationsLofLlargeLarteryLstructureLandLfunctionLwithLadipositynLeffectsLofLageYLgenderYLandL
hypertensionbLTheLSardiNIuLStudybLAtherosclerosisYL2012YLffeYLelmamk 3.1 76
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36 wholesterolYLtriglyceridesYLandLtheLziveazactorLModelLofLpersonalitybLBiologicalgPsychologyYL2010YLlhYLeljame3.2 76

35
wommonLgeneticLvariationLinLtheLgSavwLeevLgeneLdesertLisLassociatedLwithLcarotidafemoralLpulseL
waveLvelocityLandLexcessLcardiovascularLdiseaseLrisknLtheLuortaGenLwonsortiumbLCirculation:g
CardiovasculargGeneticsYL2012YLiYLleamd

76

34 TheLcentralLarterialLburdenLofLtheLmetabolicLsyndromeLisLsimilarLinLmenLandLwomennLtheLSardiNIuL
StudybLEuropeangHeartgJournalYL2010YLgeYLjdfaeg 9.5 75

33 IndependentLandLadditiveLeffectsLofLcytokineLpatternsLandLtheLmetabolicLsyndromeLonLarterialL
agingLinLtheLSardiNIuLStudybLAtherosclerosisYL2011YLfeiYLhimajh 3.1 73

32 ugingLofLoocyteYLovaryYLandLhumanLreproductionbLAnnalsgofgthegNewgYorkgAcademygofgSciencesYL2004YL
edghYLeekage 6.5 68

31 GenomeawideLassociationLstudyLofLsexualLmaturationLinLmalesLandLfemalesLhighlightsLaLroleLforL
bodyLmassLandLmenarcheLlociLinLmaleLpubertybLHumangMoleculargGeneticsYL2014YLfgYLhhifajh 5.6 66

30 wrisponiLsyndromeLisLcausedLbyLmutationsLinLtheLwRLzeLgeneLandLisLallelicLtoLcoldainducedLsweatingL
syndromeLtypeLebLAmericangJournalgofgHumangGeneticsYL2007YLldYLmkeale 11 66

29 wausalLyffectLofLPlasminogenLuctivatorLInhibitorLTypeLeLonLworonaryL₁eartLxiseasebLJournalgofgtheg
AmericangHeartgAssociationYL2017YLjYL 6 65

28 IncreasedLgeneticLvulnerabilityLtoLsmokingLatLw₁RNuiLinLearlyaonsetLsmokersbLArchivesgofgGeneralg
PsychiatryYL2012YLjmYLlihajd 65

27 NeuroticismYLdepressiveLsymptomsYLandLserumLvxNzbLPsychosomaticgMedicineYL2011YLkgYLjglahf 3.7 61

26 IdentificationLofLaLcommonLvariantLinLtheLTzRfLgeneLimplicatedLinLtheLphysiologicalLregulationLofL
serumLironLlevelsbLHumangMoleculargGeneticsYL2011YLfdYLefgfahd 5.6 59

25 PersonalityLtraitsLprospectivelyLpredictLverbalLfluencyLinLaLlifespanLsamplebLPsychologygandgAgingYL
2011YLfjYLmmham 3.6 54

24 ImpulsivityLisLassociatedLwithLuricLacidnLevidenceLfromLhumansLandLmicebLBiologicalgPsychiatryYL2014YL
kiYLgeak 7.9 53

23 yffectsLofLlongatermLaveragingLofLquantitativeLbloodLpressureLtraitsLonLtheLdetectionLofLgeneticL
associationsbLAmericangJournalgofgHumangGeneticsYL2014YLmiYLhmaji 11 52

22 SexaspecificLcorrelatesLofLwalkingLspeedLinLaLwideLagearangedLpopulationbLJournalsgofgGerontologygvg
SeriesgBgPsychologicalgSciencesgandgSocialgSciencesYL2010YLjivYLekhalh 4.6 51

21 GenomeawideLassociationLanalysesLbasedLonLwholeagenomeLsequencingLinLSardiniaLprovideLinsightsL
intoLregulationLofLhemoglobinLlevelsbLNaturegGeneticsYL2015YLhkYLefjhake 36.3 49

20 zOXLfLinactivationLbyLaLtranslocationLekeLkbLawaynLanalysisLofLiddLkbLofLchromosomeLgLforL
candidateLlongarangeLregulatoryLsequencesbLGenomicsYL2004YLlgYLkikajh 4.3 48

19 GeneticsLofLserumLvxNznLmetaaanalysisLofLtheLValjjMetLandLgenomeawideLassociationLstudybLWorldg
JournalgofgBiologicalgPsychiatryYL2013YLehYLilgam 3.8 47
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18 xeterminationLandLstabilityLofLsexbLBioEssaysYL2007YLfmYLeiafi 4.1 45

17 xeterminationLandLstabilityLofLgonadalLsexbLJournalgofgAndrologyYL2010YLgeYLejafi 39

16 uLcommonLbiologicalLbasisLofLobesityLandLnicotineLaddictionbLTranslationalgPsychiatryYL2013YLgYLegdl 8.6 37

15
ugeaLandLgenderaspecificLawarenessYLtreatmentYLandLcontrolLofLcardiovascularLriskLfactorsLandL
subclinicalLvascularLlesionsLinLaLfounderLpopulationnLtheLSardiNIuLStudybLNutritionugMetabolismgandg
CardiovasculargDiseasesYL2009YLemYLigfahe

4.5 36

14
VariantsLofLtheLserotoninLtransporterLgeneLandLNyOaPIaRLNeuroticismnLNoLassociationLinLtheLvLSuL
andLSardiNIuLsamplesbLAmericangJournalgofgMedicalgGeneticsgPartgB:gNeuropsychiatricgGeneticsYL2009YL
eidvYLedkdak

3.5 34

13 JaggedaeLmutationLanalysisLinLItalianLulagilleLsyndromeLpatientsbLHumangMutationYL1999YLehYLgmhahdd 4.7 32

12 yvidenceLforLthreeLgeneticLlociLinvolvedLinLbothLanorexiaLnervosaLriskLandLvariationLofLbodyLmassL
indexbLMoleculargPsychiatryYL2017YLffYLemfafde 15.1 31

11 ImpulsivityarelatedLtraitsLareLassociatedLwithLhigherLwhiteLbloodLcellLcountsbLJournalgofgBehavioralg
MedicineYL2012YLgiYLjejafg 3.6 31

10 PersonalityLtraitsLinLSardinianLtestingLfounderLpopulationLeffectsLonLtraitLmeansLandLvariancesbL
BehaviorgGeneticsYL2007YLgkYLgkjalk 3.2 21

9 zOXLfLmodulatesLcartilageYLskeletalLdevelopmentLandLIGzeadependentLgrowthLinLmicebLBMCg
DevelopmentalgBiologyYL2015YLeiYLfk 3.1 19

8 PersonalityLtraitsLandLleptinbLPsychosomaticgMedicineYL2013YLkiYLidiam 3.7 19

7 TraitLantagonismLandLtheLprogressionLofLarterialLthickeningnLwomenLwithLantagonisticLtraitsLhaveL
similarLcarotidLarterialLthicknessLasLmenbLHypertensionYL2010YLijYLjekaff 8.5 18

6 RefiningLgenomeawideLlinkageLintervalsLusingLaLmetaaanalysisLofLgenomeawideLassociationLstudiesL
identifiesLlociLinfluencingLpersonalityLdimensionsbLEuropeangJournalgofgHumangGeneticsYL2013YLfeYLlkjalf5.3 17

5 ReversalLofLugingaInducedLIncreasesLinLuorticLStiffnessLbyLTargetingLwytoskeletalLProteinaProteinL
InterfacesbLJournalgofgthegAmericangHeartgAssociationYL2018YLkYL 6 14

4 GenomeawideLassociationLstudyLofLsusceptibilityLlociLforLbreastLcancerLinLSardinianLpopulationbLBMCg
CancerYL2015YLeiYLglg 4.8 9

3 NovelLandLrecurrentLJuGeLmutationsLinLpatientsLwithLtetralogyLofLzallotbLClinicalgGeneticsYL2011YLldYLimeah4 9

2 TranscriptionalLcontrolLofLovarianLdevelopmentLinLsomaticLcellsbLSeminarsgingReproductivegMedicineYL
2007YLfiYLfifajg 1.4 5

1 UsingLnewLtoolsLtoLdefineLtheLgeneticLunderpinningsLofLriskyLtraitsLassociatedLwithLcoronaryLarteryL
diseasenLtheLSardiNIuLstudybLTrendsgingCardiovasculargMedicineYL2009YLemYLjmaki 6.9
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