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8 Newly identified loci that influence lipid concentrations and risk of coronary artery disease. Nature
Genetics, 2008, 40, 161-169. 9.4 1,488
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21
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72 Causal Effect of Plasminogen Activator Inhibitor Type 1 on Coronary Heart Disease. Journal of the
American Heart Association, 2017, 6, . 1.6 89



6

Manuela Uda

# Article IF Citations

73 Cholesterol, triglycerides, and the Five-Factor Model of personality. Biological Psychology, 2010, 84,
186-191. 1.1 85

74 Associations of large artery structure and function with adiposity: Effects of age, gender, and
hypertension. The SardiNIA Study. Atherosclerosis, 2012, 221, 189-197. 0.4 85
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