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wheat. Plant Biotechnology Journal, 2020, 18, 732-742.

38

A genome-wide association study revealed the %enetic variation and candidate genes for grain copper 46 6

content in bread wheat (<i>Triticum aestivumc<[i> L.). Food and Function, 2022, 13, 5177-5188.

Combined linkage and association mapping reveals two major QTL for stripe rust adult plant
resistance in Shaanmai 155 and their haplotype variation in common wheat germplasm. Crop Journal,
2022, 10, 783-792.

Analyzing the performance of corn in China using a factora€analytic variance&€eovariance structure

40 with multiple factors. Crop Science, 2020, 60, 190-201. 1.8 4

Construction and Characterization of a Bacterial Artificial Chromosome Library for the Hexaploid
Wheat Line 92R137. BioMed Research International, 2014, 2014, 1-9.

Evaluation of resistance of current wheat cultivars and breeding lines to stripe rust from three

42 Gorges reservoir area. Journal of General Plant Pathology, 2017, 83, 283-290.

1.0 3

Combining genome-wide linkage mapping with extreme pool genotyping for stripe rust resistance gene

identification in bread wheat. Molecular Breeding, 2019, 39, 1.

A comparison of factord€analytic and equal diagonal factora€enalytic models in multid€tocation trials

44 analyses. Agronomy Journal, 2020, 112, 2722-2733. 18 0



