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j Paper IF Citations

77 RNzNpolyadenylationNpatternsNinNtheNhumanNtranscriptomeggNGeneeN2022eNqjoeNjmojll 3.8 0

76 ProteomicsNandNTranscriptomicsNofNtheNHippocampusNandNCortexNinNSUDEPNandNHighfRiskNSUDEPN
PatientsgNNeurologyeN2021eNroeNekolrfekonk 6.5 9

75 CellNtypefspecificNcircularNRNzNexpressionNinNhumanNglialNcellsgNGenomicseN2020eNjjkeNnkonfnkpm 4.3 6

74 znalysisNofNtheNCircularNTranscriptomeNinNtheNSynaptosomesNofNzgedNMicegNNeuroscienceeN2020eNmmreNkikfkjl3.9 3

73 CellNzdhesionNMoleculesNandNProteinNSynthesisNRegulationNinNNeuronsgNFrontiersminmMolecularm
NeuroscienceeN2020eNjleNnrkjko 6.1 4

72 IdentificationNofNSpecificNCircularNRNzNExpressionNPatternsNandNMicroRNzNInteractionNNetworksNinN
MesialNTemporalNLobeNEpilepsygNFrontiersminmGeneticseN2020eNjjeNnomlij 4.5 6

71 CodingNandNnonfcodingNtranscriptomeNofNmesialNtemporalNlobeNepilepsysNCriticalNroleNofNsmallN
nonfcodingNRNzsgNNeurobiologymofmDiseaseeN2020eNjlmeNjimojk 7.5 15

70 NeuralNcircularNtranscriptomesNacrossNmammalianNspeciesgNGenomicseN2020eNjjkeNjjokfjjoo 4.3 9

69 CircularNRNzsNinNHumanNHealthNandNDiseaseN2019eNjjrfjlk

68 EarlyNtranscriptomeNchangesNinNresponseNtoNchemicalNlongftermNpotentiationNinducedNviaNactivationN
ofNsynapticNNMDzNreceptorsNinNmouseNhippocampalNneuronsgNGenomicseN2019eNjjjeNjopofjoqo 4.3 1

67 ChangesNinNcircularNRNzNexpressionNpatternsNduringNhumanNfoetalNbrainNdevelopmentgNGenomicseN
2019eNjjjeNpnlfpnq 4.3 33

66 TropomyosinNisoformsNhaveNspecificNeffectsNonNtheNtranscriptomeNofNundifferentiatedNandN
differentiatedNBlnNneuroblastomaNcellsgNFEBSmOpenmBioeN2018eNqeNnpifnql 2.7 0

65 RegionfspecificNexpressionNofNcircularNRNzsNinNtheNmouseNbraingNNeurosciencemLetterseN2018eNoooeNmmfmp 3.3 9

64 znalysisNofNtheNcircularNRNzNtranscriptomeNinNendometrialNcancergNOncotargeteN2018eNreNnpqofnpro 3.3 44

63 MultipleNSystemNztrophysNManyNLessonsNfromNtheNTranscriptomegNNeuroscientisteN2018eNkmeNkrmflip 7.6 5

62 MicroexonssNnovelNregulatorsNofNtheNtranscriptomeN2018eNkeNjfo 8

61 RNzNsequencingNrevealsNpronouncedNchangesNinNtheNnoncodingNtranscriptomeNofNagingN
synaptosomesgNNeurobiologymofmAgingeN2017eNnoeNopfpp 5.6 13
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60 TranscriptomeNlandscapeNofNlongNintergenicNnonfcodingNRNzsNinNendometrialNcancergNGynecologicm
OncologyeN2017eNjmpeNonmfook 4.9 36

59 TheNemergingNroleNofNcircularNRNzsNinNtranscriptomeNregulationgNGenomicseN2017eNjireNmijfmip 4.3 112

58 RNzfSequencingNtoNElucidateNEarlyNPatternsNofNDysregulationNUnderlyingNtheNOnsetNofNzlzheimerWsN
DiseasegNMethodsminmMolecularmBiologyeN2016eNjlileNlkpfmp 1.4 5

57 CharacterizationNofNcircularNRNzsNlandscapeNinNmultipleNsystemNatrophyNbraingNJournalmofm
NeurochemistryeN2016eNjlreNmqnfmro 6 62

56 TheNemergingNroleNofNlongNnonfcodingNRNzsNinNendometrialNcancergNCancermGeneticseN2016eNkireNmmnfmnn 2.3 33

55 TranscriptionalNregulationNofNlongftermNpotentiationgNNeurogeneticseN2016eNjpeNkijfkji 3 7

54 StrandfspecificNRNzfsequencingNanalysisNofNmultipleNsystemNatrophyNbrainNtranscriptomegN
NeuroscienceeN2016eNlkkeNklmfni 3.9 19

53 TheNzntisenseNTranscriptomeNandNtheNHumanNBraingNJournalmofmMolecularmNeuroscienceeN2016eNnqeNjfjn 3.3 9

52 LINCiinipNIsNSpecificallyNExpressedNinNtheNPrimateNCortexNandNHasNzgefDependentNExpressionN
PatternsgNJournalmofmMolecularmNeuroscienceeN2016eNnreNmljfr 3.3 13

51 TranscriptomeNanalysisNofNgreyNandNwhiteNmatterNcorticalNtissueNinNmultipleNsystemNatrophygN
NeurogeneticseN2015eNjoeNjipfkk 3 25

50 LongNinterveningNnonfcodingNRNzNiilkiNisNhumanNbrainfspecificNandNhighlyNexpressedNinNtheN
corticalNwhiteNmattergNNeurogeneticseN2015eNjoeNkijfjl 3 16

49 HighNexpressionNofNlongNinterveningNnonfcodingNRNzNOLMzLINCNinNtheNhumanNcorticalNwhiteNmatterN
isNassociatedNwithNregulationNofNoligodendrocyteNmaturationgNMolecularmBraineN2015eNqeNk 4.5 23

48 LongNnoncodingNRNzsNinNTDPfmlNandNFUShTLSfrelatedNfrontotemporalNlobarNdegenerationNaFTLDbgN
NeurobiologymofmDiseaseeN2015eNqkeNmmnfmnm 7.5 27

47 ConservationNandNtissuefspecificNtranscriptionNpatternsNofNlongNnoncodingNRNzsN2015eNjeNkfr 56

46 RoleNofNtranscriptionalNcontrolNinNmultipleNsystemNatrophygNNeurobiologymofmAgingeN2015eNloeNlrmfmii 5.6 8

45 TheNalternativeNsplicingNofNtheNapolipoproteinNENgeneNisNunperturbedNinNtheNbrainsNofNzlzheimerWsN
diseaseNpatientsgNMolecularmBiologymReportseN2014eNmjeNolonfpo 2.8 9

44 PathwayNanalysisNofNtheNhumanNbrainNtranscriptomeNinNdiseasegNJournalmofmMolecularmNeuroscienceeN
2013eNnjeNkqflo 3.3 11

43 RNzfSeqNanalysisNofNtheNparietalNcortexNinNzlzheimerWsNdiseaseNrevealsNalternativelyNsplicedNisoformsN
relatedNtoNlipidNmetabolismgNNeurosciencemLetterseN2013eNnloeNrifn 3.3 55

(2013-2017)
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42 SequencingNofNhippocampalNandNcerebellarNtranscriptomesNprovidesNnewNinsightsNintoNtheN
complexityNofNgeneNregulationNinNtheNhumanNbraingNNeurosciencemLetterseN2013eNnmjeNkolfq 3.3 7

41 UniqueNtranscriptomeNpatternsNofNtheNwhiteNandNgreyNmatterNcorroborateNstructuralNandNfunctionalN
heterogeneityNinNtheNhumanNfrontalNlobegNPLoSmONEeN2013eNqeNepqmqi 3.7 35

40 StrandfSpecificNRNzfSeqNProvidesNGreaterNResolutionNofNTranscriptomeNProfilinggNCurrentmGenomicseN
2013eNjmeNjplfqj 2.6 62

39 zlternativeNsplicingNofNmRNzNinNtheNmolecularNpathologyNofNneurodegenerativeNdiseasesgN
NeurobiologymofmAgingeN2012eNlleNjijkgejjfkm 5.6 76

38 TheNroleNofNRNzNstructureNinNposttranscriptionalNregulationNofNgeneNexpressiongNJournalmofmGeneticsm
andmGenomicseN2012eNlreNnlnfml 4 26

37 MovingNTowardsNThirdfGenerationNSequencingNTechnologiesN2012eNlklfllo 2

36 SinglefcellNandNregionalNgeneNexpressionNanalysisNinNzlzheimerWsNdiseasegNCellularmandmMolecularm
NeurobiologyeN2012eNlkeNmppfqr 4.6 2

35 zssessingNEpigeneticNInformationN2011eNjplfjqj 2

34 UnderstandingNtheNpathogenesisNofNzlzheimerWsNdiseasesNwillNRNzfSeqNrealizeNtheNpromiseNofN
transcriptomicsxgNJournalmofmNeurochemistryeN2011eNjjoeNrlpfmo 6 49

33 WholeNtranscriptomeNsequencingNrevealsNgeneNexpressionNandNsplicingNdifferencesNinNbrainNregionsN
affectedNbyNzlzheimerWsNdiseasegNPLoSmONEeN2011eNoeNejokoo 3.7 213

32 FunctionalNanalysisNandNidentificationNofNcisfregulatoryNelementsNofNhumanNchromosomeNkjNgeneN
promotersgNNucleicmAcidsmResearcheN2010eNlqeNojjkfkl 20.1 18

31 ScreeningNofNhumanNgeneNpromoterNactivitiesNusingNtransfectedfcellNarraysgNGeneeN2010eNmnieNmqfnm 3.8 8

30 zpoptosisNscreeningNofNhumanNchromosomeNkjNproteinsNrevealsNnovelNcellNdeathNregulatorsgN
MolecularmBiologymReportseN2010eNlpeNllqjfp 2.8 8

29 TranscriptomeNprofilingNinNneurodegenerativeNdiseasegNJournalmofmNeurosciencemMethodseN2010eNjrleNjqrfkik3 50

28 ComparativeNanalysisNofNanNexperimentalNsubcellularNproteinNlocalizationNassayNandNinNsilicoN
predictionNmethodsgNJournalmofmMolecularmHistologyeN2009eNmieNlmlfnk 3.3 3

27
FollistatinNantagonizesNtransformingNgrowthNfactorfbetalfinducedNepithelialfmesenchymalN
transitionNinNvitrosNimplicationsNforNmurineNpalatalNdevelopmentNsupportedNbyNmicroarrayNanalysisgN
DifferentiationeN2008eNpoeNmimfjo

3.5 28

26 HighfthroughputNmammalianNtwofhybridNscreeningNforNproteinfproteinNinteractionsNusingN
transfectedNcellNarraysgNBMCmGenomicseN2008eNreNoq 4.5 24

25 zutoregulationNofNThjfmediatedNinflammationNbyNtwistjgNJournalmofmExperimentalmMedicineeN2008eN
kineNjqqrfrij 16.6 75
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24 N2008eN 13

23 OligonucleotideNfingerprintingNofNarrayedNgenomicNDNzNsequencesNusingNLNzfmodifiedN
hybridizationNprobesgNCombinatorialmChemistrymandmHighmThroughputmScreeningeN2007eNjieNkorfpo 1.3 2

22 zssigningNfunctionsNtoNgenesfftheNmainNchallengeNofNtheNpostfgenomicsNeragNReviewsmofmPhysiology,m
BiochemistrymandmPharmacologyeN2007eNjnreNjjnfkr 2.9 7

21 CellNarrayfbasedNintracellularNlocalizationNscreeningNrevealsNnovelNfunctionalNfeaturesNofNhumanN
chromosomeNkjNproteinsgNBMCmGenomicseN2006eNpeNjnn 4.5 30

20 zNsecondNgenerationNradiationNhybridNmapNtoNaidNtheNassemblyNofNtheNbovineNgenomeNsequencegN
BMCmGenomicseN2006eNpeNkql 4.5 23

19 LNzfmodifiedNoligodeoxynucleotideNhybridizationNwithNDNzNmicroarraysNprintedNonNnanoporousN
membraneNslidesgNCombinatorialmChemistrymandmHighmThroughputmScreeningeN2006eNreNnrjfp 1.3 1

18 HighfthroughputNRNzNinterferenceNinNfunctionalNgenomicsgNHandbookmofmExperimentalmPharmacology
eN2006eNrpfjim 3.2 7

17 LiquidfbasedNhybridizationNassayNwithNrealftimeNdetectionNinNminiaturizedNarrayNplatformsgNNewm
BiotechnologyeN2006eNkleNlnfmi 3

16 MouseNproteinNarraysNfromNaNTHjNcellNcDNzNlibraryNforNantibodyNscreeningNandNserumNprofilinggN
GenomicseN2005eNqneNkqnfro 4.3 25

15 HighfthroughputNsubcellularNproteinNlocalizationNusingNcellNarraysgNBiochemicalmSocietymTransactionseN
2005eNlleNjmipfq 5.1 9

14 FunctionalNgenomicsNusingNhighfthroughputNRNzNinterferencegNDrugmDiscoverymTodayeN2005eNjieNkinfjk 8.8 43

13 HighfthroughputNgeneNsilencingNusingNcellNarraysgNOncogeneeN2004eNkleNqlnlfq 9.2 44

12 EstablishmentNofNTNcellfspecificNandNnaturalNkillerNcellfspecificNunigeneNsetssNtowardsN
highfthroughputNgenomicsNofNleukaemiagNInternationalmJournalmofmImmunogeneticseN2004eNljeNknlfp

11
MultiplexedNhybridizationsNofNpositivelyNchargeftaggedNpeptideNnucleicNacidsNdetectedNbyN
matrixfassistedNlaserNdesorptionhionizationNtimefoffflightNmassNspectrometrygNRapidm
CommunicationsminmMassmSpectrometryeN2004eNjqeNjqkjfr

2.2 9

10
HoneybeeNazpisNmelliferaNLgbNmrjpNgeneNfamilysNcomputationalNanalysisNofNputativeNpromotersNandN
genomicNstructureNofNmrjpjeNtheNgeneNcodingNforNtheNmostNabundantNproteinNofNlarvalNfoodgNGeneeN
2003eNlileNjonfpn

3.8 31

9 znalysisNofNtheNsequenceNpolymorphismNwithinNclassNIINtransactivatorNgeneNpromotersgNExperimentalm
andmClinicalmImmunogeneticseN2001eNjqeNjrrfkin 9

8 ExpressionNofNtheNHkfEaNgeneNisNmodulatedNbyNaNpolymorphicNtranscriptionalNenhancergN
ImmunogeneticseN1998eNmqeNkoofpk 3.2 8

7 ThreeNalternativelyNsplicedNvariantsNofNtheNgeneNcodingNforNtheNhumanNboneNmorphogeneticN
proteinfjgNJournalmofmMolecularmMedicineeN1998eNpoeNjmjfo 5.5 15

(1998-2008)
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6 TheNdistributionNofNvariationNinNregulatoryNgeneNsegmentseNasNpresentNinNMHCNclassNIINpromotersgN
GenomemResearcheN1998eNqeNjkmflm 9.7 40

5 PolymorphicNMHCNclassNIINpromotersNexhibitNdistinctNexpressionNpatternNinNvariousN
antigenfpresentingNcellNlinesgNTissuemAntigenseN1997eNmreNrrfjio 27

4 EnhancerNactivityNinNtheNnWNuntranslatedNregionNofNtheNHkfEbNgenegNImmunogeneticseN1997eNmneNmlkfn 3.2 2

3 znalysisNofNmRNzNexpressionNforNinterleukinfjNgenesNonNhumanNtesticularNcellsgNImmunologymLetterseN
1995eNmqeNjlrfml 4.1 8

2 znalysisNofNmRNzNforNclassNINHLzNonNhumanNgametogenicNcellsgNMolecularmReproductionmandm
DevelopmenteN1994eNlqeNkljfp 2.6 31

1 InNsituNlocalizationNofNHLzNclassNINmRNzNinNhumanNtestisgNExperimentalmandmClinicalmImmunogeneticseN
1993eNjieNkikfp 5
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