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l Paper IF Citations

125 TheLgeneticLstructureLandLhistoryLofLrfricansLandLrfricanLrmericans[LScienceXL2009XLdceXLbadfYee 33.3 1042

124 rLhighYdensityLadmixtureLmapLforLdiseaseLgeneLdiscoveryLinLafricanLamericans[LAmericaneJournaleofe
HumaneGeneticsXL2004XLheXLbaabYbd 11 379

123 thloroplastLuNrLpolymorphismsLinLlodgepoleLandLjackLpinesLandLtheirLhybrids[LProceedingseofethee
NationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericaXL1987XLieXLcajhYbaa 11.5 352

122 NewLstrategiesLforLidentifyingLgeneYgeneLinteractionsLinLhypertension[LAnnalseofeMedicineXL2002XLdeXLiiYjf1.5 337

121 TheLMissingLuiversityLinLyumanLxeneticLStudies[LCellXL2019XLbhhXLcgYdb 56.2 321

120 vpistasisLandLitsLimplicationsLforLpersonalLgenetics[LAmericaneJournaleofeHumaneGeneticsXL2009XLifXLdajYca11 262

119 TraversingLtheLconceptualLdivideLbetweenLbiologicalLandLstatisticalLepistasiskLsystemsLbiologyLandLaL
moreLmodernLsynthesis[LBioEssaysXL2005XLchXLgdhYeg 4.1 258

118 wailureLtoLreplicateLaLgeneticLassociationLmayLprovideLimportantLcluesLaboutLgeneticLarchitecture[L
PLoSeONEXL2009XLeXLefgdj 3.7 198

117 rLmetaYanalysisLidentifiesLnewLlociLassociatedLwithLbodyLmassLindexLinLindividualsLofLrfricanL
ancestry[LNatureeGeneticsXL2013XLefXLgjaYg 36.3 192

116 yumanLandLyelicobacterLpyloriLcoevolutionLshapesLtheLriskLofLgastricLdisease[LProceedingseofethee
NationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericaXL2014XLbbbXLbeffYga 11.5 158

115
xenomeYwideLassociationLanalysisLofLbloodYpressureLtraitsLinLrfricanYancestryLindividualsLrevealsL
commonLassociatedLgenesLinLrfricanLandLnonYrfricanLpopulations[LAmericaneJournaleofeHumane
GeneticsXL2013XLjdXLfefYfe

11 145

114 MultilocusLanalysisLofLhypertensionkLaLhierarchicalLapproach[LHumaneHeredityXL2004XLfhXLciYdi 1.1 139

113 fSLflankingLvariantsLofLresistinLareLassociatedLwithLobesity[LDiabetesXL2002XLfbXLbgcjYde 0.9 129

112 ShadowsLofLcomplexitykLwhatLbiologicalLnetworksLrevealLaboutLepistasisLandLpleiotropy[LBioEssaysXL
2009XLdbXLccaYh 4.1 117

111 RecurrentLtissueYspecificLmtuNrLmutationsLareLcommonLinLhumans[LPLoSeGeneticsXL2013XLjXLebaadjcj 6 105

110 SingleYnucleotideLpolymorphismsLforLdiagnosisLofLsaltYsensitiveLhypertension[LClinicaleChemistryXL
2006XLfcXLdfcYga 5.5 98

109 PhylogenyLofLtheLtropicalLtreeLfamilyLuipterocarpaceaeLbasedLonLnucleotideLsequencesLofLtheL
chloroplastLRstLLgene[LAmericaneJournaleofeBotanyXL1999XLigXLbbicYbbja 2.7 97
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108 tommonLvariationLinLvitaminLuLpathwayLgenesLpredictsLcirculatingLcfYhydroxyvitaminLuLLevelsL
amongLrfricanLrmericans[LPLoSeONEXL2011XLgXLecigcd 3.7 92

107 rdmixtureLmappingLinLlupusLidentifiesLmultipleLfunctionalLvariantsLwithinLzwzybLassociatedLwithL
apoptosisXLinflammationXLandLautoantibodyLproduction[LPLoSeGeneticsXL2013XLjXLebaadccc 6 87

106 xeneticLdifferencesLinLhumanLcircadianLclockLgenesLamongLworldwideLpopulations[LJournaleofe
BiologicaleRhythmsXL2008XLcdXLddaYea 3.2 87

105 TheLuseLofLanimalLmodelsLinLtheLstudyLofLcomplexLdiseasekLallLelseLisLneverLequalLorLwhyLdoLsoLmanyL
humanLstudiesLfailLtoLreplicateLanimalLfindingsp[LBioEssaysXL2004XLcgXLbhaYj 4.1 69

104 vlevatedLmaleLvuropeanLandLfemaleLrfricanLcontributionsLtoLtheLgenomesLofLrfricanLrmericanL
individuals[LHumaneGeneticsXL2007XLbcaXLhbdYcc 6.3 66

103 rLSimpleLandLtomputationallyLvfficientLrpproachLtoLMultifactorLuimensionalityLReductionLrnalysisL
ofLxeneYxeneLznteractionsLforLQuantitativeLTraits[LPLoSeONEXL2013XLiXLeggfef 3.7 63

102 RaceXLrfricanLancestryXLandLyelicobacterLpyloriLinfectionLinLaLlowYincomeLUnitedLStatesLpopulation[L
CancereEpidemiologyeBiomarkerseandePreventionXL2011XLcaXLicgYde 4 61

101 TheLprematureLinfantLgutLmicrobiomeLduringLtheLfirstLgLweeksLofLlifeLdiffersLbasedLonLgestationalL
maturityLatLbirth[LPediatriceResearchXL2018XLieXLhbYhj 3.2 61

100
tomparativeLreproductiveLsuccessLofLcommunallyLbreedingLburyingLbeetlesLasLassessedLbyLPtRL
withLrandomlyLamplifiedLpolymorphicLuNr[LProceedingseofetheeNationaleAcademyeofeScienceseofethee
UnitedeStateseofeAmericaXL1993XLjaXLccecYf

11.5 56

99 rnLinformationYgainLapproachLtoLdetectingLthreeYwayLepistaticLinteractionsLinLgeneticLassociationL
studies[LJournaleofetheeAmericaneMedicaleInformaticseAssociation:eJAMIAXL2013XLcaXLgdaYg 8.6 55

98 ParentageLanalysisLusingLRrPuLPtR[LNucleiceAcidseResearchXL1992XLcaXLfejd 20.1 55

97 rLLocusLatLfqdd[dLtonfersLResistanceLtoLTuberculosisLinLyighlyLSusceptibleLzndividuals[LAmericane
JournaleofeHumaneGeneticsXL2016XLjiXLfbeYfce 11 53

96
zsLzsolatedLLowLyighYuensityLLipoproteinLtholesterolLaLtardiovascularLuiseaseLRiskLwactorpLNewL
znsightsLwromLtheLwraminghamLOffspringLStudy[LCirculation:eCardiovasculareQualityeandeOutcomesXL
2016XLjXLcagYcbc

5.8 53

95 xeneticLvariantsLofLxSNORLandLruRscLinfluenceLresponseLtoLalbuterolLinLrfricanYrmericanLchildrenL
withLsevereLasthma[LPediatricePulmonologyXL2009XLeeXLgejYfe 3.5 52

94 TheLubiquityLofLpleiotropyLinLhumanLdisease[LHumaneGeneticsXL2018XLbdhXLdjYee 6.3 51

93 xeneticLmarkersLassociatedLwithLresistanceLtoLinfectiousLhematopoieticLnecrosisLinLrainbowLandL
steelheadLtroutLTOncorhynchusLmykissULbackcrosses[LAquacultureXL2004XLcebXLjdYbbf 4.4 51

92 sloodLvitaminLdLlevelsLinLrelationLtoLgeneticLestimationLofLrfricanLancestry[LCancereEpidemiologye
BiomarkerseandePreventionXL2010XLbjXLcdcfYdb 4 46

91
MethylYgroupLdietaryLintakeLandLriskLofLbreastLcancerLamongLrfricanYrmericanLwomenkLaL
caseYcontrolLstudyLbyLmethylationLstatusLofLtheLestrogenLreceptorLalphaLgenes[LCancereCauseseande
ControlXL2003XLbeXLichYdg

2.8 45
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90 setaYbYadrenoceptorLgeneticLvariantsLandLethnicityLindependentlyLaffectLresponseLtoL
betaYblockade[LPharmacogeneticseandeGenomicsXL2008XLbiXLijfYjac 1.9 44

89 MolecularLanalysesLofLcircadianLgeneLvariantsLrevealLsexYdependentLlinksLbetweenLdepressionLandL
clocks[LTranslationalePsychiatryXL2016XLgXLehei 8.6 39

88 uisruptedLhumanYpathogenLcoYevolutionkLaLmodelLforLdisease[LFrontierseineGeneticsXL2014XLfXLcja 4.5 39

87 yighLbodyLmassLindexLisLanLimportantLriskLfactorLforLtheLdevelopmentLofLtypeLcLdiabetes[LInternale
MedicineXL2012XLfbXLbicbYg 1.1 36

86 ruzPOQXLruzPORbXLandLruzPORcLpolymorphismsLinLrelationLtoLserumLadiponectinLlevelsLandLsMzLinL
blackLandLwhiteLwomen[LObesityXL2011XLbjXLcafdYgc 8 36

85 xenderYspecificLcorrelationsLofLplasminogenLactivatorLinhibitorYbLandLtissueLplasminogenLactivatorL
levelsLwithLcardiovascularLdiseaseYrelatedLtraits[LJournaleofeThrombosiseandeHaemostasisXL2007XLfXLdbdYca 15.4 36

84
yTRbsXLruzPORbXLPPrRxtbrXLandLtYPbjrbLandLobesityLinLaLcohortLofLtaucasiansLandLrfricanL
rmericanskLanLevaluationLofLgeneYenvironmentLinteractionsLandLcandidateLgenes[LAmericaneJournale
ofeEpidemiologyXL2012XLbhfXLbbYcb

3.8 35

83 rLdietaryYwideLassociationLstudyLTuWrSULofLenvironmentalLmetalLexposureLinLUSLchildrenLandL
adults[LPLoSeONEXL2014XLjXLebaehgi 3.7 33

82
xenomeYwideLassociationLstudyLforLcirculatingLtissueLplasminogenLactivatorLlevelsLandLfunctionalL
followYupLimplicatesLendothelialLSTXsPfLandLSTXc[LArteriosclerosisreThrombosisreandeVasculare
BiologyXL2014XLdeXLbajdYbab

9.4 33

81 MolecularLgeneticLanalysisLofLurosophilaLruNrLarrays[LTrendseineGeneticsXL1992XLiXLddfYea 8.5 33

80 vndothelialLNOLsynthaseLpolymorphismsLandLposturalLtachycardiaLsyndrome[LHypertensionXL2005XL
egXLbbadYba 8.5 30

79 tardiovascularLuiseaseLRiskLwactorsLinLxhanaLduringLtheLRuralYtoYUrbanLTransitionkLrL
trossYSectionalLStudy[LPLoSeONEXL2016XLbbXLeabgchfd 3.7 30

78 VariationLinLtheLalphacsYadrenergicLreceptorLgeneLTruRrcsULandLitsLrelationshipLtoLvascularL
responseLinLvivo[LPharmacogeneticseandeGenomicsXL2005XLbfXLeahYbe 1.9 29

77 vpistaticLeffectsLofLpolymorphismsLinLgenesLfromLtheLreninYangiotensinXLbradykininXLandLfibrinolyticL
systemsLonLplasmaLtYPrLandLPrzYbLlevels[LGenomicsXL2007XLijXLdgcYj 4.3 27

76 talculationLandLuseLofLtheLyardyYWeinbergLmodelLinLassociationLstudies[LCurrenteProtocolseine
HumaneGeneticsXL2008XLthapterLbXLUnitLb[bi 3.2 26

75 WholeLexomeLsequencingLrevealsLySPrbLLasLaLgeneticLriskLfactorLforLspontaneousLpretermLbirth[L
PLoSeGeneticsXL2018XLbeXLebaahdje 6 25

74 VariationsLinLtheLalphacrYadrenergicLreceptorLgeneLandLtheirLfunctionalLeffects[LClinicale
PharmacologyeandeTherapeuticsXL2006XLhjXLbhdYif 6.1 25

73 SisterLchromatidLexchangeLandLtheLevolutionLofLruNrLspacerLlength[LJournaleofeTheoreticaleBiologyXL
1985XLbbgXLgcfYdg 2.3 23
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72
xeneticLvariationLinLtheLperoxisomeLproliferatorYactivatedLreceptorLTPPrRULandLperoxisomeL
proliferatorYactivatedLreceptorLgammaLcoYactivatorLbLTPxtbULgeneLfamiliesLandLtypeLcLdiabetes[L
AnnalseofeHumaneGeneticsXL2014XLhiXLcdYdc

2.2 22

71 vstrogenLreceptorLstatusLofLbreastLcancerkLaLmarkerLofLdifferentLstagesLofLtumorLorLdifferentL
entitiesLofLtheLdiseasep[LMedicaleHypothesesXL1997XLejXLgjYhf 3.8 22

70 ReportingLofLmodelLvalidationLproceduresLinLhumanLstudiesLofLgeneticLinteractions[LNutritionXL2004XL
caXLgjYhd 4.8 22

69 xenomicsLofLhumanLpulmonaryLtuberculosiskLfromLgenesLtoLpathways[LCurrenteGeneticeMedicinee
ReportsXL2017XLfXLbejYbgg 2.2 21

68 MetaYanalysisLofLRandomizedLtontrolledLTrialsLofLxenotypeYxuidedLvsLStandardLuosingLofLWarfarin[L
ChestXL2015XLbeiXLhabYhba 5.3 20

67 TheLtytochromeLPefaLSlowLMetabolizersLtYPctjVcLandLtYPctjVdLuirectlyLRegulateL
TumorigenesisLviaLReducedLvpoxyeicosatrienoicLrcidLProduction[LCancereResearchXL2018XLhiXLeigfYeihh 10.1 20

66 TheLmultiscaleLbackboneLofLtheLhumanLphenotypeLnetworkLbasedLonLbiologicalLpathways[LBioDatae
MiningXL2014XLhXLb 4.3 19

65 uesensitizationLofLvascularLresponseLinLvivokLcontributionLofLgeneticLvariationLinLtheL
[alpha]csYadrenergicLreceptorLsubtype[LJournaleofeHypertensionXL2010XLciXLchiYie 1.9 19

64 rLchromosomeLfqdb[bLlocusLassociatesLwithLtuberculinLskinLtestLreactivityLinLyzVYpositiveL
individualsLfromLtuberculosisLhyperYendemicLregionsLinLeastLrfrica[LPLoSeGeneticsXL2017XLbdXLebaaghba 6 19

63 MethylYdeficientLdietsXLmethylatedLvRLgenesLandLbreastLcancerkLanLhypothesizedLassociation[L
CancereCauseseandeControlXL1998XLjXLgbfYca 2.8 18

62 vthnicLdiversityLinLaLcriticalLgeneLresponsibleLforLglutathioneLsynthesis[LFreeeRadicaleBiologyeande
MedicineXL2003XLdeXLhcYg 7.8 18

61 tytokineLpolymorphismsLandLgastricLcancerLriskkLanLevolvingLview[LCancereBiologyeandeTherapyXL2008
XLhXLbfhYgc 4.6 17

60 MaleYfemaleLdifferencesLinLtheLgeneticLregulationLofLtYPrLandLPrzYbLlevelsLinLaLxhanaianLpopulation[L
HumaneGeneticsXL2008XLbceXLehjYii 6.3 17

59 zdentifyingLsignificantLgeneYenvironmentLinteractionsLusingLaLcombinationLofLscreeningLtestingLandL
hierarchicalLfalseLdiscoveryLrateLcontrol[LGeneticeEpidemiologyXL2016XLeaXLfeeYffh 2.6 15

58 znteractionLbetweenLhostLgenesLandLMycobacteriumLtuberculosisLlineageLcanLaffectLtuberculosisL
severitykLvvidenceLforLcoevolutionp[LPLoSeGeneticsXL2020XLbgXLebaaihci 6 14

57 TheLassociationLofLtheLvaninYbLNbdbSLvariantLwithLbloodLpressureLisLmediatedLbyLendoplasmicL
reticulumYassociatedLdegradationLandLlossLofLfunction[LPLoSeGeneticsXL2014XLbaXLebaaegeb 6 14

56
rLsingleLnucleotideLpolymorphismLinLSLthrfLisLassociatedLwithLgastrointestinalLtoxicityLafterL
highYdoseLmelphalanLandLautologousLstemLcellLtransplantationLforLmultipleLmyeloma[LBiologyeofe
BloodeandeMarroweTransplantationXL2014XLcaXLbabeYca

4.7 14

55 PeroxisomeLproliferatorYactivatedLreceptorLdeltaLTPPrRuULgeneticLvariationLandLtypeLcLdiabetesLinL
middleYagedLthineseLwomen[LAnnalseofeHumaneGeneticsXL2011XLhfXLgcbYj 2.2 14
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54 PlasminogenLrctivatorLznhibitorYbLandLuiagnosisLofLtheLMetabolicLSyndromeLinLaLWestLrfricanL
Population[LJournaleofetheeAmericaneHearteAssociationXL2016XLfXL 6 14

53 NeighborhoodLsocioYeconomicLcharacteristicsXLrfricanLancestryXLandLyelicobacterLpyloriL
seroYprevalence[LCancereCauseseandeControlXL2012XLcdXLijhYjag 2.8 13

52 xeneticLdiversityLofLtheLfragileLXLsyndromeLgeneLTwMRbULinLaLlargeLSubYSaharanLWestLrfricanL
population[LAnnalseofeHumaneGeneticsXL2010XLheXLdbgYcf 2.2 13

51 yighLdensityLofLanLSrRYassociatedLmotifLdifferentiatesLheterochromatinLfromLeuchromatin[LJournale
ofeTheoreticaleBiologyXL1996XLbidXLbfjYgh 2.3 13

50 SuperstructureLofLtheLurosophilaLribosomalLgeneLfamily[LProceedingseofetheeNationaleAcademyeofe
ScienceseofetheeUnitedeStateseofeAmericaXL1990XLihXLdbfgYga 11.5 13

49  ointLeffectLofLgeneticLandLlifestyleLriskLfactorsLonLtypeLcLdiabetesLriskLamongLthineseLmenLandL
women[LPLoSeONEXL2012XLhXLeejege 3.7 12

48
TheLeffectsLofLpolymorphismsLinLgenesLfromLtheLreninYangiotensinXLbradykininXLandLfibrinolyticL
systemsLonLplasmaLtYPrLandLPrzYbLlevelsLareLdependentLonLenvironmentalLcontext[LHumaneGeneticsXL
2007XLbccXLchfYib

6.3 12

47 xlobalLvariationLinLsequencingLimpedesLSrRSYtoVYcLsurveillance[LPLoSeGeneticsXL2021XLbhXLebaajgca 6 11

46 xeneticsLandLevolutionLofLtuberculosisLpathogenesiskLNewLperspectivesLandLapproaches[LInfectionre
GeneticseandeEvolutionXL2020XLibXLbaecae 4.5 10

45 xeneticLregulationLofLcervicalLantiinflammatoryLcytokineLconcentrationsLduringLpregnancy[L
AmericaneJournaleofeObstetricseandeGynecologyXL2008XLbjjXLbgd[ebYbgd[ebb 6.4 10

44 xenomicsXLnutritionXLobesityXLandLdiabetes[LJournaleofeNursingeScholarshipXL2006XLdiXLbbYi 3.6 10

43 PleiotropicLvffectsLofLzmmuneLResponsesLvxplainLVariationLinLtheLPrevalenceLofLwibroproliferativeL
uiseases[LPLoSeGeneticsXL2015XLbbXLebaaffgi 6 10

42 tytochromeLPefaLepoxygenasesLandLcancerkLrLgeneticLandLaLmolecularLperspective[LPharmacologye
leTherapeuticsXL2019XLbjgXLbidYbje 13.9 10

41 yeightLassociatedLvariantsLdemonstrateLassortativeLmatingLinLhumanLpopulations[LScientificeReports
XL2017XLhXLbfgij 4.9 9

40 vpiregulinLTvRvxULandLhumanLVYrTPaseLTTtzRxbUkLgeneticLvariationXLethnicityLandLpulmonaryL
tuberculosisLsusceptibilityLinLxuineaYsissauLandLTheLxambia[LGeneseandeImmunityXL2014XLbfXLdhaYh 4.4 9

39 PretermLsirthLxenomeLProjectLTPxPULYYLvalidationLofLresourcesLforLpretermLbirthLgenomeYwideL
studies[LJournaleofePerinataleMedicineXL2013XLebXLefYj 2.7 9

38 tomplexLPatternsLofLrssociationLbetweenLPleiotropyLandLTranscriptionLwactorLvvolution[LGenomee
BiologyeandeEvolutionXL2016XLiXLdbfjYdbha 3.9 9

37 ySdSTbLgenotypeLregulatesLantithrombinSsLinflammomodulatoryLtoneLandLassociatesLwithL
atherosclerosis[LMatrixeBiologyXL2017XLgdXLgjYja 11.4 8
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36 vpigeneticLandLgeneticLvariationLinLxrTrfLisLassociatedLwithLgastricLdiseaseLrisk[LHumaneGeneticsXL
2016XLbdfXLijfYjag 6.3 8

35 rLpopulationYbasedLstudyLinLxhanaLtoLinvestigateLinterYindividualLvariationLinLplasmaLtYPrLandL
PrzYb[LEthnicityeandeDiseaseXL2007XLbhXLejcYh 1.8 8

34 WidespreadLepistasisLregulatesLglucoseLhomeostasisLandLgeneLexpression[LPLoSeGeneticsXL2017XLbdXLebaahacf6 7

33 uiscoveryLandLfineYmappingLofLheightLlociLviaLhighYdensityLimputationLofLxWrSsLinLindividualsLofL
rfricanLancestry[LAmericaneJournaleofeHumaneGeneticsXL2021XLbaiXLfgeYfic 11 7

32 LeveragingLepigenomicsLandLcontactomicsLdataLtoLinvestigateLSNPLpairsLinLxWrS[LHumaneGeneticsXL
2018XLbdhXLebdYecf 6.3 7

31 xeneticLvariationLinLtheLeicosanoidLpathwayLisLassociatedLwithLnonYsmallYcellLlungLcancerLTNStLtUL
survival[LPLoSeONEXL2017XLbcXLeabiaehb 3.7 6

30
uissectingLmaternalLandLfetalLgeneticLeffectsLunderlyingLtheLassociationsLbetweenLmaternalL
phenotypesXLbirthLoutcomesXLandLadultLphenotypeskLrLmendelianYrandomizationLandL
haplotypeYbasedLgeneticLscoreLanalysisLinLbaXhdeLmotherYinfantLpairs[LPLoSeMedicineXL2020XLbhXLebaaddaf

11.6 6

29
xvneSTrTzONLb[akLaLsyntheticLresourceLofLdiverseLevolutionaryLandLfunctionalLgenomicLdataLforL
studyingLtheLevolutionLofLpregnancyYassociatedLtissuesLandLphenotypes[LNucleiceAcidseResearchXL
2016XLeeXLujaiYbg

20.1 6

28 SexYSpecificLParentalLvffectsLonLOffspringLLipidLLevels[LJournaleofetheeAmericaneHearteAssociationXL
2015XLeXL 6 5

27 tommonLsingleLnucleotideLpolymorphismsLinLtheLpromoterLregionLofLtheLhumanLfactorLXzLgene[L
JournaleofeThrombosiseandeHaemostasisXL2003XLbXLbifeYg 15.4 5

26 TippingLtheLScaleLTowardLxastricLuiseasekLrLyostYPathogenLxenomicLMismatchp[LCurrenteGenetice
MedicineeReportsXL2018XLgXLbjjYcah 2.2 5

25 rLsystemsLgeneticsLapproachLtoLdyslipidemiaLinLchildrenLandLadolescents[LOMICSeAeJournaleofe
IntegrativeeBiologyXL2015XLbjXLceiYfj 3.8 4

24 xeneticLpopulationLstructureLanalysisLinLNewLyampshireLrevealsLvasternLvuropeanLancestry[LPLoSe
ONEXL2009XLeXLegjci 3.7 4

23 betaTcUYadrenergicLreceptorLpromoterLhaplotypeLinfluencesLspirometricLresponseLduringLanLacuteL
asthmaLexacerbation[LClinicaleandeTranslationaleScienceXL2008XLbXLbffYgb 4.9 4

22 TheLmaintenanceLofLpolymorphismLowingLtoLdifferencesLinLdevelopmentalLtimeLandLcompetition[L
GenomeXL1985XLchXLdciYdd 4

21 rxTLMcdfTLgenotype]anxietyLinteractionLandLgenderLinLtheLyyperxvNLstudy[LPLoSeONEXL2010XLfXLebddfd3.7 4

20 vpistaticLinteractionsLinLgeneticLregulationLofLtYPrLandLPrzYbLlevelsLinLaLxhanaianLpopulation[LPLoSe
ONEXL2011XLgXLebggdj 3.7 4

19 xeneticsLofLPlasminogenLrctivatorLznhibitorYbLTPrzYbULinLaLxhanaianLPopulation[LPLoSeONEXL2015XLbaXLeabdgdhj3.7 4
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18 yelicobacterLpyloriLinfectionLcausesLbothLprotectiveLandLdeleteriousLeffectsLinLhumanLhealthLandL
disease[LGeneseandeImmunityXL2021XLccXLcbiYccg 4.4 3

17 ResearchLtoLachieveLaLreductionLinLtheLglobalLrateLofLpretermLbirthLneedsLattentionkLPrefaceLtoLtheL
specialLissueLbyLtheLpretermLsirthLznternationalLtollaborativeLTPRvsztU[LPlacentaXL2019XLhjXLbYc 3.4 3

16 tLvtevLTMincleULgeneticLvariationLassociatesLwithLpulmonaryLtuberculosisLinLxuineaYsissauLTWestL
rfricaU[LInfectionreGeneticseandeEvolutionXL2020XLifXLbaefga 4.5 2

15 xeneticLVariationLandLznsulinLResistanceLinLMiddleYrgedLthineseLMen[LAnnalseofeHumaneGeneticsXL
2015XLhjXLdfhYdgf 2.2 2

14 rLNovelLMappingLStrategyLUtilizingLMouseLthromosomeLSubstitutionLStrainsLzdentifiesLMultipleL
vpistaticLznteractionsLThatLRegulateLtomplexLTraits[LGy:eGenesreGenomesreGeneticsXL2020XLbaXLeffdYefgd 3.2 2

13 xeneticLvffectsLonLtheLtorrelationLStructureLof´ tVuLRiskLwactorskLvxomeYWideLuataLwromLaL
xhanaianLPopulation[LGlobaleHeartXL2017XLbcXLbddYbea 2.9 2

12 uraftLxenomeLSequencesLofLbdLtolombianLStrainsLzsolatedLfromLPacificLtoastLandLrndeanL
Residents[LGenomeeAnnouncementsXL2017XLfXL 1

11 vvolutionarilyLderivedLnetworksLtoLinformLdiseaseLpathways[LGeneticeEpidemiologyXL2017XLebXLiggYihf 2.6 1

10 rLcomparisonLofLtwoLworkflowsLforLregulomeLandLtranscriptomeYbasedLprioritizationLofLgeneticL
variantsLassociatedLwithLmyocardialLmass[LGeneticeEpidemiologyXL2019XLedXLhbhYhcg 2.6 1

9 rssociationLbetweenLlifestyleYrelatedLdisordersLandLvisceralLfatLmassLinL apaneseLmaleskLaLhospitalL
basedLcrossYsectionalLstudy[LEnvironmentaleHealtheandePreventiveeMedicineXL2014XLbjXLecjYdf 4.2 1

8 OnLtheLapplicabilityLofLgameLtheoryLtoLevolutionkLaLresponse[LJournaleofeTheoreticaleBiologyXL1981XL
jbXLgadYf 2.3 1

7 OrnithineLuecarboxylaseLTOutbULgeneLvariantLTrscdacgbfULisLassociatedLwithLgastricLcancerL
independentlyLofLyelicobacterLpyloriLtagrLserostatus 1

6 OrnithineLdecarboxylaseLTOutbULgeneLvariantLTrscdacgbfULisLassociatedLwithLgastricLcancerL
independentlyLofLyelicobacterLpyloriLtagrLserostatus[LOncogeneXL2021XLeaXLfjgdYfjgj 9.2 1

5 ResistanceLtoLTST]zxRrLconversionLinLUgandakLyeritabilityLandLxenomeYWideLrssociationLStudy[L
EBioMedicineXL2021XLheXLbadhch 8.8 0

4 vstimatingLprevalenceLofLhumanLtraitsLamongLpopulationsLfromLpolygenicLriskLscores[[LHumane
GenomicsXL2021XLbfXLha 6.8 0

3 vvolutionaryLTriangulationLtoLRefineLxeneticLrssociationLStudiesLofLSpontaneousLPretermLsirth[L
AmericaneJournaleofePerinatologyXL2017XLdeXLbaebYbaeh 3.3

2 ybSLandLybtLassociateLwithLmalariaLtransmissionkLhumanLgeneticsLlinksLtoLvaccinologyp[LVaccineXL
2010XLciXLgead 4.1

1 uifferencesLinLlifeLhistoryLtraitsLbetweenLalcoholLdehydrogenaseLgenotypesLofLurosophilaL
mercatorumkLbackgroundLandLmaternalLgenotypeLeffects[LGeneticaXL1987XLheXLbejYfd 1.5
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