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The unique molecular targets associated antioxidant and antifibrotic activity of curcumin in in vitro
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Broadening COVID-19 Interventions to Drug Innovation: Neprilysin Pathway as a Friend, Foe, or
Promising Molecular Target?. OMICS A Journal of Integrative Biology, 2021, 25, 408-416.
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Data on dose-dependent cytotoxicity of rotenone and neuroprotection conferred by Yashtimadhu
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Science, 2021, 8, 755560.

Inhibition of bone morphogenetic proteins signaling suppresses metastasis melanoma: a proteomics
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Plant Omics: Metabolomics and Network Pharmacology of Liquorice, Indian Ayurvedic Medicine 10 10
Yashtimadhu. OMICS A Journal of Integrative Biology, 2020, 24, 743-755. :



20

22

24

26

28

30

32

PRASHANT KUMAR MODI

ARTICLE IF CITATIONS

Identification of Molecular Network Associated with Neuroprotective Effects of Yashtimadhu
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