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127 wircularNRNusNareNaNlargeNclassNofNanimalNRNusNwithNregulatoryNpotencybNNature_N2013_Nhmi_Ngggal 50.4 4603

126 wombinatorialNmicroRNuNtargetNpredictionsbNNaturelGenetics_N2005_Ngk_Nhmiaidd 36.3 3846

125 SilencingNofNmicroRNusNinNvivoNwithNVantagomirsVbNNature_N2005_Nhgl_Njliam 50.4 3298

124 WidespreadNchangesNinNproteinNsynthesisNinducedNbyNmicroRNusbNNature_N2008_Nhii_Nilajg 50.4 2766

123 circRNuNbiogenesisNcompetesNwithNpreamRNuNsplicingbNMolecularlCell_N2014_Nij_Niiajj 17.6 1753

122 uNpancreaticNisletaspecificNmicroRNuNregulatesNinsulinNsecretionbNNature_N2004_Nhgf_Nffjagd 50.4 1714

121 miRxeepfNaccuratelyNidentifiesNknownNandNhundredsNofNnovelNmicroRNuNgenesNinNsevenNanimalN
cladesbNNucleiclAcidslResearch_N2012_Nhd_Ngkaif 20.1 1631

120 wircularNRNusNinNtheNMammalianNvrainNureNβighlyNubundant_Nwonserved_NandNxynamicallyN
yxpressedbNMolecularlCell_N2015_Nil_Nlkdali 17.6 1376

119 RegulationNofNtheNgerminalNcenterNresponseNbyNmicroRNuaeiibNScience_N2007_Ngej_Njdhal 33.3 1256

118 TheNevolutionNofNgeneNregulationNbyNtranscriptionNfactorsNandNmicroRNusbNNaturelReviewslGenetics_N
2007_Nl_Nmgaedg 30.1 1155

117 wircaZNzjdmNIsNaNwircularNRNuNthatNwanNveNTranslatedNandNzunctionsNinNMyogenesisbNMolecularlCell_N
2017_Njj_Nffagkbem 17.6 1146

116 TranslationNofNwircRNusbNMolecularlCell_N2017_Njj_Nmafebek 17.6 945

115 circvasenNaNdatabaseNforNcircularNRNusbNRna_N2014_Nfd_Nejjjakd 5.8 944

114 xiscoveringNmicroRNusNfromNdeepNsequencingNdataNusingNmiRxeepbNNaturelBiotechnology_N2008_Nfj_Nhdkaei44.5 936

113 microRNuNtargetNpredictionsNinNanimalsbNNaturelGenetics_N2006_NglNSuppl_NSlaeg 36.3 890

112 MiRaeidNcontrolsNvNcellNdifferentiationNbyNtargetingNtheNtranscriptionNfactorNcaMybbNCell_N2007_Nege_Nehjaim56.2 848

111 IntegrativeNanalysisNofNtheNwaenorhabditisNelegansNgenomeNbyNtheNmodyNwOxyNprojectbNScience_N
2010_Nggd_Nekkialk 33.3 744
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110 LossNofNaNmammalianNcircularNRNuNlocusNcausesNmiRNuNderegulationNandNaffectsNbrainNfunctionbN
Science_N2017_Ngik_N 33.3 649

109 unalysisNofNintronNsequencesNrevealsNhallmarksNofNcircularNRNuNbiogenesisNinNanimalsbNCelllReports_N
2015_Ned_Nekdak 10.6 643

108 uNhumanNsnoRNuNwithNmicroRNualikeNfunctionsbNMolecularlCell_N2008_Ngf_Niemafl 17.6 624

107 wellatypeaspecificNsignaturesNofNmicroRNusNonNtargetNmRNuNexpressionbNProceedingsloflthelNationall
AcademyloflSciencesloflthelUnitedlStatesloflAmerica_N2006_Nedg_Nfkhjaie 11.5 528

106 TranscriptomeawideNanalysisNofNregulatoryNinteractionsNofNtheNRNuabindingNproteinNβuRbNMolecularl
Cell_N2011_Nhg_Nghdaif 17.6 513

105 xicerNablationNaffectsNantibodyNdiversityNandNcellNsurvivalNinNtheNvNlymphocyteNlineagebNCell_N2008_N
egf_Nljdakh 56.2 486

104 SurvivalNofNrestingNmatureNvNlymphocytesNdependsNonNvwRNsignalingNviaNtheNIgalphacbetaN
heterodimerbNCell_N2004_Neek_Nklkaldd 56.2 449

103 IdentificationNandNwharacterizationNofNwircularNRNusNusNaNNewNwlassNofNPutativeNviomarkersNinN
βumanNvloodbNPLoSlONE_N2015_Ned_Nedehefeh 3.7 423

102 IdentificationNofNsmallNORzsNinNvertebratesNusingNribosomeNfootprintingNandNevolutionaryN
conservationbNEMBOlJournal_N2014_Ngg_Nmleamg 13 418

101 NaturalNselectionNonNhumanNmicroRNuNbindingNsitesNinferredNfromNSNPNdatabNNaturelGenetics_N2006_N
gl_Nehifaj 36.3 391

100 wircadianNregulationNofNgeneNexpressionNsystemsNinNtheNxrosophilaNheadbNNeuron_N2001_Ngf_Njikake 13.9 383

99 Pu unNgraphNabstractionNreconcilesNclusteringNwithNtrajectoryNinferenceNthroughNaNtopologyN
preservingNmapNofNsingleNcellsbNGenomelBiology_N2019_Nfd_Nim 18.3 369

98 MicroRNuNprofilingNofNtheNmurineNhematopoieticNsystembNGenomelBiology_N2005_Nj_NRke 18.3 356

97 uNgenomeawideNmapNofNconservedNmicroRNuNtargetsNinNwbNelegansbNCurrentlBiology_N2006_Nej_Nhjdake 6.3 353

96 xecayNratesNofNhumanNmRNusnNcorrelationNwithNfunctionalNcharacteristicsNandNsequenceNattributesbN
GenomelResearch_N2003_Neg_Neljgakf 9.7 351

95 microRNuNtargetNpredictionsNacrossNsevenNxrosophilaNspeciesNandNcomparisonNtoNmammalianN
targetsbNPLoSlComputationallBiology_N2005_Ne_Neeg 5 349

94 TheNmicroRNuNmiRaelfNisNinducedNbyNILafNandNpromotesNclonalNexpansionNofNactivatedNhelperNTN
lymphocytesbNNaturelImmunology_N2010_Nee_Nedikajf 19.1 269

93 womputationalNidentificationNofNmicroRNuNtargetsbNDevelopmentallBiology_N2004_Nfjk_Nifmagi 3.1 258
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92 PaternalNdietNdefinesNoffspringNchromatinNstateNandNintergenerationalNobesitybNCell_N2014_Neim_Negifajh 56.2 253

91 TheNembryoNatNsingleacellNtranscriptomeNresolutionbNScience_N2017_Ngil_Nemhaemm 33.3 243

90 wellNtypeNatlasNandNlineageNtreeNofNaNwholeNcomplexNanimalNbyNsingleacellNtranscriptomicsbNScience_N
2018_Ngjd_N 33.3 233

89 TheNInternationalNβumanNypigenomeNwonsortiumnNuNvlueprintNforNScientificNwollaborationNandN
xiscoverybNCell_N2016_Nejk_Neehiaeehm 56.2 232

88 TheNlandscapeNofNwbNelegansNgVUTRsbNScience_N2010_Ngfm_Nhgfai 33.3 222

87 TheNimpactNofNmiRNuNtargetNsitesNinNcodingNsequencesNandNinNgVUTRsbNPLoSlONE_N2011_Nj_Neeldjk 3.7 216

86 TheNTranslationalNLandscapeNofNtheNβumanNβeartbNCell_N2019_Nekl_Nfhfafjdbefm 56.2 210

85 UnambiguousNidentificationNofNmiRNuntargetNsiteNinteractionsNbyNdifferentNtypesNofNligationN
reactionsbNMolecularlCell_N2014_Nih_Nedhfaedih 17.6 209

84 Timing_NgeneticNrequirementsNandNfunctionalNconsequencesNofNsomaticNhypermutationNduringNvacellN
developmentbNImmunologicallReviews_N1987_Nmj_Niaff 11.3 204

83 uNmapNofNhumanNcircularNRNusNinNclinicallyNrelevantNtissuesbNJournalloflMolecularlMedicine_N2017_Nmi_Neekmaeelm5.5 195

82 TranscriptionalNcontrolNinNtheNsegmentationNgeneNnetworkNofNxrosophilabNPLoSlBiology_N2004_Nf_Nyfke 9.7 193

81 wompetitionNbetweenNtargetNsitesNofNregulatorsNshapesNpostatranscriptionalNgeneNregulationbN
NaturelReviewslGenetics_N2015_Nej_Neegafj 30.1 182

80 womputationalNdetectionNofNgenomicNcisaregulatoryNmodulesNappliedNtoNbodyNpatterningNinNtheNearlyN
xrosophilaNembryobNBMClBioinformatics_N2002_Ng_Ngd 3.6 168

79 doRiNunNaNdatabaseNofNRNuNinteractionsNinNpostatranscriptionalNregulationbNNucleiclAcidslResearch_N
2012_Nhd_Nxeldaj 20.1 151

78 wellNfixationNandNpreservationNforNdropletabasedNsingleacellNtranscriptomicsbNBMClBiology_N2017_Nei_Nhh 7.3 135

77 TheNoncogenicNroleNofNcircPVTeNinNheadNandNneckNsquamousNcellNcarcinomaNisNmediatedNthroughNtheN
mutantNpigcYuPcTyuxNtranscriptionacompetentNcomplexbNGenomelBiology_N2017_Nel_Nfgk 18.3 129

76 RNuabindingNproteinNRvMfdNrepressesNsplicingNtoNorchestrateNcardiacNpreamRNuNprocessingbN
JournalloflClinicallInvestigation_N2014_Nefh_Nghemagd 15.9 129

75 InNvivoNandNtranscriptomeawideNidentificationNofNRNuNbindingNproteinNtargetNsitesbNMolecularlCell_N
2011_Nhh_Nlflahd 17.6 124
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74 ypigenomicNProfilingNofNβumanNwxhNTNwellsNSupportsNaNLinearNxifferentiationNModelNandNβighlightsN
MolecularNRegulatorsNofNMemoryNxevelopmentbNImmunity_N2016_Nhi_Neehlaeeje 32.3 118

73 RNuNlocalizationNisNaNkeyNdeterminantNofNneuriteaenrichedNproteomebNNaturelCommunications_N2017_N
l_Nilg 17.4 118

72 yxtensiveNidentificationNandNanalysisNofNconservedNsmallNORzsNinNanimalsbNGenomelBiology_N2015_Nej_Nekm 18.3 117

71 βigharesolutionNprofilingNandNdiscoveryNofNplanarianNsmallNRNusbNProceedingsloflthelNationall
AcademyloflSciencesloflthelUnitedlStatesloflAmerica_N2009_Nedj_Neeihjaie 11.5 114

70  eneNexpressionNofNpluripotencyNdeterminantsNisNconservedNbetweenNmammalianNandNplanarianN
stemNcellsbNEMBOlJournal_N2012_Nge_Nfkiiajm 13 113

69  eneNexpressionNcartographybNNature_N2019_Nikj_Negfaegk 50.4 109

68 xoRiNuNfbdaaupgradingNtheNdoRiNuNdatabaseNofNRNuNinteractionsNinNpostatranscriptionalNregulationbN
NucleiclAcidslResearch_N2015_Nhg_Nxejdak 20.1 97

67 xeNnovoNassemblyNandNvalidationNofNplanariaNtranscriptomeNbyNmassiveNparallelNsequencingNandN
shotgunNproteomicsbNGenomelResearch_N2011_Nfe_Neemgafdd 9.7 90

66 uNSingleawellNTranscriptomeNutlasNofNtheNMouseN lomerulusbNJournalloflthelAmericanlSocietylofl
Nephrology:lJASN_N2018_Nfm_Nfdjdafdjl 12.7 87

65 SingleawellNTranscriptomicsNwharacterizesNwellNTypesNinNtheNSubventricularNZoneNandNUncoversN
MolecularNxefectsNImpairingNudultNNeurogenesisbNCelllReports_N2018_Nfi_Nfhikafhjmbel 10.6 82

64 uNvarietyNofNdicerNsubstratesNinNhumanNandNwbNelegansbNCell_N2014_Neim_Neeigaeejk 56.2 80

63 wonservationNofNregulatoryNelementsNbetweenNtwoNspeciesNofNxrosophilabNBMClBioinformatics_N2003
_Nh_Nik 3.6 76

62 TheNLupusNuutoantigenNLaNPreventsNMisachannelingNofNtRNuNzragmentsNintoNtheNβumanNMicroRNuN
PathwaybNMolecularlCell_N2016_Njg_Needafh 17.6 73

61 LargeascaleNsortingNofNwbNelegansNembryosNrevealsNtheNdynamicsNofNsmallNRNuNexpressionbNNaturel
Methods_N2009_Nj_Nkhiaie 21.6 72

60 TranscriptomicNprofilingNofNSuRSawoVafNinfectedNhumanNcellNlinesNidentifiesNβSPmdNasNtargetNforN
wOVIxaemNtherapybNIScience_N2021_Nfh_Nedfeie 6.1 72

59 xecipheringNtheNporcineNintestinalNmicroRNuNtranscriptomebNBMClGenomics_N2010_Nee_Nfki 4.5 65

58 wonservationNofNmRNuNandNproteinNexpressionNduringNdevelopmentNofNwbNelegansbNCelllReports_N
2014_Nj_Nijiakk 10.6 64

57 TheNSNzfalikeNhelicaseNβyLLSNmediatesNyfzgadependentNtranscriptionNandNcellularNtransformationbN
EMBOlJournal_N2012_Nge_Nmkfali 13 60
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56 TheNevolutionNofNxNuNregulatoryNregionsNforNproteoagammaNbacteriaNbyNinterspeciesNcomparisonsbN
GenomelResearch_N2002_Nef_Nfmlagdl 9.7 58

55 LifeTimeNandNimprovingNyuropeanNhealthcareNthroughNcellabasedNinterceptiveNmedicinebNNature_N
2020_Nilk_Ngkkaglj 50.4 56

54 ProbabilisticNclusteringNofNsequencesnNinferringNnewNbacterialNregulonsNbyNcomparativeNgenomicsbN
ProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmerica_N2002_Nmm_Nkgfgal 11.5 55

53 ypigeneticNdynamicsNofNmonocyteatoamacrophageNdifferentiationbNEpigeneticslandlChromatin_N2016_N
m_Ngg 5.8 54

52 zLuMaseqnNfullalengthNmRNuNsequencingNrevealsNprinciplesNofNpolyWuXNtailNlengthNcontrolbNNaturel
Methods_N2019_Nej_Nlkmallj 21.6 53

51 uNcisNelementNinNtheNrecombinationNactivatingNgeneNlocusNregulatesNgeneNexpressionNbyN
counteractingNaNdistantNsilencerbNNaturelImmunology_N2004_Ni_Nhhgaid 19.1 53

50  lobalNcharacterizationNofNtheNoocyteatoaembryoNtransitionNinNwaenorhabditisNelegansNuncoversNaN
novelNmRNuNclearanceNmechanismbNEMBOlJournal_N2014_Ngg_Nekieajj 13 52

49 SingleacellNRNuasequencingNofNherpesNsimplexNvirusNeainfectedNcellsNconnectsNNRzfNactivationNtoNanN
antiviralNprogrambNNaturelCommunications_N2019_Ned_Nhlkl 17.4 51

48 InsmeNcooperatesNwithNNeurodeNandNzoxafNtoNmaintainNmatureNpancreaticN˛†acellNfunctionbNEMBOl
Journal_N2015_Ngh_Nehekagg 13 50

47 PaternalNRNuNcontributionsNinNtheNwaenorhabditisNelegansNzygotebNEMBOlJournal_N2014_Ngg_Nekhdaid 13 47

46 IdentificationNofNLINflvaboundNmRNusNrevealsNfeaturesNofNtargetNrecognitionNandNregulationbNRNAl
Biology_N2013_Ned_Neehjaim 4.8 47

45 SelectNmicroRNusNareNessentialNforNearlyNdevelopmentNinNtheNseaNurchinbNDevelopmentallBiology_N
2012_Ngjf_Nedhaeg 3.1 42

44 wonservedNfunctionalNantagonismNofNwyLzNandNMvNLNproteinsNcontrolsNstemNcellaspecificN
alternativeNsplicingNinNplanariansbNELife_N2016_Ni_N 8.9 39

43 miRaehlaNisNupregulatedNbyNTwisteNandNTabetNandNpromotesNTheacellNsurvivalNbyNregulatingNtheN
proapoptoticNgeneNvimbNEuropeanlJournalloflImmunology_N2015_Nhi_Neemfafdi 6.1 34

42 womprehensiveNanalysisNofNtranslationNfromNoverexpressedNcircularNRNusNrevealsNpervasiveN
translationNfromNlinearNtranscriptsbNNucleiclAcidslResearch_N2020_Nhl_Nedgjlaedglf 20.1 29

41 worrelatingNgeneNexpressionNvariationNwithNcisaregulatoryNpolymorphismNinNSaccharomycesN
cerevisiaebNGenomelBiologylandlEvolution_N2010_Nf_Njmkakdk 3.9 28

40 uNβighlyNwonservedNwircularNRNuNIsNRequiredNtoNKeepNNeuralNwellsNinNaNProgenitorNStateNinNtheN
MammalianNvrainbNCelllReports_N2020_Ngd_Nfekdafekmbei 10.6 27

39 TracingNtumorigenesisNinNaNsolidNtumorNmodelNatNsingleacellNresolutionbNNaturelCommunications_N
2020_Nee_Nmme 17.4 24

Nikolaus Rajewsky

6



38 WidespreadNactivationNofNantisenseNtranscriptionNofNtheNhostNgenomeNduringNherpesNsimplexNvirusNeN
infectionbNGenomelBiology_N2017_Nel_Nfdm 18.3 24

37  raphNabstractionNreconcilesNclusteringNwithNtrajectoryNinferenceNthroughNaNtopologyNpreservingN
mapNofNsingleNcells 23

36 TheNwwRhaNOTNcomplexNmediatesNdeadenylationNandNdegradationNofNstemNcellNmRNusNandN
promotesNplanarianNstemNcellNdifferentiationbNPLoSlGenetics_N2013_Nm_Needdhddg 6 21

35 βumanNmuscleaderivedNwLywehuapositiveNcellsNregenerateNmuscleNindependentNofNPuXkbNNaturel
Communications_N2019_Ned_Nikkj 17.4 21

34 RolesNofNLongNNoncodingNRNusNandNwircularNRNusNinNTranslationbNColdlSpringlHarborlPerspectiveslinl
Biology_N2019_Nee_N 10.2 20

33 vindingNsiteNdiscoveryNfromNnucleicNacidNsequencesNbyNdiscriminativeNlearningNofNhiddenNMarkovN
modelsbNNucleiclAcidslResearch_N2014_Nhf_Nefmmiagdee 20.1 19

32 SingleaMoleculeNzluorescenceNInNSituNβybridizationNWzISβXNofNwircularNRNuNwxReasbNMethodslinl
MolecularlBiology_N2018_Nekfh_Nkkamj 1.4 18

31 RNuabioinformaticsnNTools_NservicesNandNdatabasesNforNtheNanalysisNofNRNuabasedNregulationbNJournall
oflBiotechnology_N2017_Nfje_Nkjalh 3.7 17

30 xefectiveNmetabolicNprogrammingNimpairsNearlyNneuronalNmorphogenesisNinNneuralNculturesNandNanN
organoidNmodelNofNLeighNsyndromebNNaturelCommunications_N2021_Nef_Nemfm 17.4 17

29 microRNusNregulateNcellatoacellNvariabilityNofNendogenousNtargetNgeneNexpressionNinNdevelopingN
mouseNthymocytesbNPLoSlGenetics_N2015_Nee_Needdidfd 6 16

28 SpatiotemporalNmWiXRNuNurchitectureNandNgVNUTRNRegulationNinNtheNwb´ elegansN ermlinebN
DevelopmentallCell_N2018_Nhk_Nklialddbel 10.2 16

27 SelectiveNtargetingNofNproainflammatoryNTheNcellsNbyNmicroRNuaehlaaspecificNantagomirsNin´ vivobN
JournalloflAutoimmunity_N2018_Nlm_Nheaif 15.5 15

26 RwuSnNanNRNuNcentricNannotationNsystemNforNtranscriptomeawideNregionsNofNinterestbNNucleiclAcidsl
Research_N2017_Nhi_Neme 20.1 13

25 PostatranscriptionalNRegulationNbyNgVNUTRsNwanNveNMaskedNbyNRegulatoryNylementsNinNiVNUTRsbNCelll
Reports_N2018_Nff_Ngfekagffj 10.6 13

24 ReexaminingNmicroRNuNsiteNaccessibilityNinNxrosophilanNaNpopulationNgenomicsNstudybNPLoSlONE_N
2009_Nh_Neijle 3.7 13

23 MicroRNusNandNtheNOperonNpaperbNJournalloflMolecularlBiology_N2011_Nhdm_Nkdai 6.5 12

22  eneNselectionNforNoptimalNpredictionNofNcellNpositionNinNtissuesNfromNsingleacellNtranscriptomicsN
databNLifelSciencelAlliance_N2020_Ng_N 5.8 11

21 IdentificationNofNproteinsNandNmiRNusNthatNspecificallyNbindNanNmRNuNinNvivobNNaturel
Communications_N2019_Ned_Nhfdi 17.4 10
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20 TheNtranscriptomeNdynamicsNofNsingleNcellsNduringNtheNcellNcyclebNMolecularlSystemslBiology_N2020_N
ej_Nemmhj 12.2 9

19 wontextaspecificNregulationNofNcellNsurvivalNbyNaNmiRNuacontrolledNvIMNrheostatbNGeneslandl
Development_N2019_Ngg_Nejkgaejlk 12.6 7

18 whartingNaNtissueNfromNsingleacellNtranscriptomes 7

17 KidneyNSingleacellNTranscriptomesNPredictNSpatialNworticomedullaryN eneNyxpressionNandNTissueN
OsmolalityN radientsbNJournalloflthelAmericanlSocietyloflNephrology:lJASN_N2021_Ngf_Nfmeagdj 12.7 5

16 wellNfixationNandNpreservationNforNdropletabasedNsingleacellNtranscriptomics 4

15 wharacterizationNofNTranscriptionNTerminationaussociatedNRNusnNNewNInsightsNintoNtheirNviogenesis_N
Tailing_NandNyxpressionNinNPrimaryNTumorsbNInternationallJournalloflGenomics_N2018_Nfdel_Nefhglil 2.5 3

14 PredictingNcellularNpositionNinNtheNxrosophilaNembryoNfromNSingleawellNTranscriptomicsNdata 3

13 SpacemakenNprocessingNandNanalysisNofNlargeascaleNspatialNtranscriptomicsNdata 2

12  eneNyxpressionNSignaturesNofNaNPreclinicalNMouseNModelNduringNwolorectalNwancerNProgressionN
underNLowaxoseNMetronomicNwhemotherapybNCancers_N2020_Neg_N 6.6 2

11 uNProbabilisticNwellularNuutomatonNforNyvolutionbNJournallDelPhysiqueylI_N1995_Ni_Neefmaeegh 2

10 NovoSpaRcnNflexibleNspatialNreconstructionNofNsingleacellNgeneNexpressionNwithNoptimalNtransportbN
NaturelProtocols_N2021_Nej_Nhekkahfdd 18.8 2

9 OptogeneticNperturbationsNofNRNuNexpressionNinNtissueNspace 2

8 MixedNmessagesnNReainitiationNfactorsNregulateNtranslationNofNanimalNmRNusbNCelllResearch_N2014_N
fh_Neglgah 24.7 1

7 RapidNnuclearNdeadenylationNofNmammalianNmessengerNRNu 1

6 RegulationNofNspatialNandNtemporalNgeneNexpressionNinNanNanimalNgermline 1

5 vestNpracticeNstandardsNforNcircularNRNuNresearchbNNaturelMethods_ 21.6 1

4 yssentialsNofNmiRNuadependentNwontrolNofNmRNuNTranslationNandNdecay_NmiRNuNTargetingN
Principles_NandNMethodsNforNTargetNIdentificationN2017_Nemagl 0

3 ParallelNgeneticsNofNregulatoryNsequencesNusingNscalableNgenomeNeditingNin´ vivobNCelllReports_N2021_N
gi_Nedlmll 10.6 0
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2 yxpressionNofNwirc_SatbeNIsNxecreasedNinNMesialNTemporalNLobeNypilepsyNandNRegulatesNxendriticN
SpineNMorphologybbNFrontierslinlMolecularlNeuroscience_N2022_Nei_Nlgfegg 6.1 0

1 womputationalNpredictionNofNmicroRNuNtargetsNinNvertebrates_NfruitfliesNandNnematodesekfaelj
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