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134  ffectMofMRNwMonMMorphologyMandMzynamicsMofMMembranelessMOrganellescMJournalhofhPhysicalh
ChemistryhBaM2021aMfgkaMkehkbkeii 3.4 1

133 wvoidanceMofMproteinMunfoldingMconstrainsMproteinMstabilityMinMlongbtermMevolutioncMBiophysicalh
JournalaM2021aMfgeaMgifhbgigi 2.9 1

132 MetabolicMresponseMtoMpointMmutationsMrevealsMprinciplesMofMmodulationMofMinMvivoMenzymeMactivityM
andMphenotypecMMolecularhSystemshBiologyaM2021aMfmaMefegee 12.2 0

131 wcceleratingMhighbthroughputMvirtualMscreeningMthroughMmolecularMpoolbbasedMactiveMlearningcM
ChemicalhScienceaM2021aMfgaMmnllbmnnf 9.4 25

130 SwitchingManMactiveMsiteMhelixMinMdihydrofolateMreductaseMrevealsMlimitsMtoMsubdomainMmodularitycM
BiophysicalhJournalaM2021aMfgeaMimhnbimke 2.9

129  ffectsMofMSingleMMutationsMonMProteinMStabilityMwreMGaussianMzistributedcMBiophysicalhJournalaM2020aM
ffnaMgnmgbgnmn 2.9 2

128 ValidationMofMzx·OγzpMwnMefficientMalgorithmMforMcomputingMfoldingMpathwaysMofMcomplexMproteinscM
PLoShComputationalhBiologyaM2020aMflaMefeenhgh 5 0

127 zynamicMmetastableMlongblivingMdropletsMformedMbyMstickerbspacerMproteinscMELifeaM2020aMoaM 8.9 42

126
SemibrationalMdesignMandMmolecularMdynamicsMsimulationsMstudyMofMtheMthermostabilityM
enhancementMofMcellobioseMgbepimerasescMInternationalhJournalhofhBiologicalhMacromoleculesaM2020aM
fkiaMfhklbfhlk

7.9 15

125 yotranslationalMfoldingMallowsMmisfoldingbproneMproteinsMtoMcircumventMdeepMkineticMtrapscM
ProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaaM2020aMffmaMfinkbfiok 11.5 26

124  ffectMofMProteinMStructureMonM volutionMofMyotranslationalM·oldingcMBiophysicalhJournalaM2020aMffoaMffghbffhi2.9 11

123 ValidationMofMzx·OγzpMwnMefficientMalgorithmMforMcomputingMfoldingMpathwaysMofMcomplexMproteinsM
2020aMflaMefeenhgh

122 ValidationMofMzx·OγzpMwnMefficientMalgorithmMforMcomputingMfoldingMpathwaysMofMcomplexMproteinsM
2020aMflaMefeenhgh

121 ValidationMofMzx·OγzpMwnMefficientMalgorithmMforMcomputingMfoldingMpathwaysMofMcomplexMproteinsM
2020aMflaMefeenhgh

120 ValidationMofMzx·OγzpMwnMefficientMalgorithmMforMcomputingMfoldingMpathwaysMofMcomplexMproteinsM
2020aMflaMefeenhgh

119 ValidationMofMzx·OγzpMwnMefficientMalgorithmMforMcomputingMfoldingMpathwaysMofMcomplexMproteinsM
2020aMflaMefeenhgh

118 TheM arlyMPhaseMofM˛†gmMwggregationpMwnMffntegrativeMyomputationalMStudyM·ramedMonMtheMzmlNM
MutantMandMtheM˛�NlMVariantcMBiomoleculesaM2019aMoaM 5.9 6
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117 yhimericMdihydrofolateMreductasesMdisplayMpropertiesMofMmodularityMandMbiophysicalMdiversitycM
ProteinhScienceaM2019aMgnaMfhkobfhlm 6.3 2

116 SubstrateMinhibitionMimposesMfitnessMpenaltyMatMhighMproteinMstabilitycMProceedingshofhthehNationalh
AcademyhofhScienceshofhthehUnitedhStateshofhAmericaaM2019aMfflaMffglkbffgmi 11.5 9

115 MutationMrateMvariabilityMasMaMdrivingMforceMinMadaptiveMevolutioncMPhysicalhReviewhEaM2019aMooaMeggigi 2.4 3

114 yommonMactivationMmechanismMofMclassMwMGPyRscMELifeaM2019aMnaM 8.9 117

113 wdaptationMtoMmutationalMinactivationMofManMessentialMgeneMconvergesMtoManMaccessibleMsuboptimalM
fitnessMpeakcMELifeaM2019aMnaM 8.9 18

112 SimulationbguidedMenzymeMdiscoverypMwMnewMmicrobialMsourceMofMcellobioseMgbepimerasecM
InternationalhJournalhofhBiologicalhMacromoleculesaM2019aMfhoaMfeegbfeen 7.9 10

111 TradeboffsMbetweenMmicrobialMgrowthMphasesMleadMtoMfrequencybdependentMandMnonbtransitiveM
selectioncMProceedingshofhthehRoyalhSocietyhB:hBiologicalhSciencesaM2018aMgnkaM 4.4 15

110 zifferentialM nzymeM·lexibilityMProbedMUsingMSolidbStateMNanoporescMACShNanoaM2018aMfgaMiioibikeg 16.7 55

109 StabilityMofMtheMffnfluenzaMVirusM−emagglutininMProteinMyorrelatesMwithM volutionaryMzynamicscM
MSphereaM2018aMhaM 5 18

108 ProteomeVispMaMwebMappMforMexplorationMofMproteinMpropertiesMfromMstructureMtoMsequenceM
evolutionMacrossMorganismsTMproteomescMBioinformaticsaM2018aMhiaMhkkmbhklk 7.2 5

107 wccurateMProteinb·oldingMTransitionbPathMStatisticsMfromMaMSimpleM·reeb nergyMγandscapecMJournalh
ofhPhysicalhChemistryhBaM2018aMfggaMfffglbfffhl 3.4 10

106 GrowthMtradeoffsMproduceMcomplexMmicrobialMcommunitiesMonMaMsingleMlimitingMresourcecMNatureh
CommunicationsaM2018aMoaMhgfi 17.4 17

105 wccessibilityMofMtheMShinebzalgarnoMSequenceMzictatesMNbTerminalMyodonMxiasMinM c´ colicMMolecularh
CellaM2018aMmeaMnoiboekcek 17.6 34

104 zynamicMdisulfideMexchangeMinMaMcrystallinMproteinMinMtheMhumanMeyeMlensMpromotesM
cataractbassociatedMaggregationcMJournalhofhBiologicalhChemistryaM2018aMgohaMfmoombfneeo 5.4 30

103  volutionMonMtheMxiophysicalM·itnessMγandscapeMofManMRNwMViruscMMolecularhBiologyhandhEvolutionaM
2018aMhkaMghoebgiee 8.3 13

102  xploringMtheMMutationalMRobustnessMofMNucleicMwcidsMbyMSearchingMGenotypeMNeighborhoodsMinM
SequenceMSpacecMJournalhofhPhysicalhChemistryhLettersaM2017aMnaMiembifi 6.4 5

101 wM−ybridMβnowledgebxasedMandM mpiricalMScoringM·unctionMforMProteinbγigandMffnteractionpM
SMoGgeflcMJournalhofhChemicalhInformationhandhModelingaM2017aMkmaMknibkoh 6.1 21

100 GraphTsMTopologyMandM·reeM nergyMofMaMSpinMModelMonMtheMGraphcMPhysicalhReviewhLettersaM2017aMffnaMennheg7.4 6
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99 TheMRoleMofM volutionaryMSelectionMinMtheMzynamicsMofMProteinMStructureM volutioncMBiophysicalh
JournalaM2017aMffgaMfhkebfhlk 2.9 20

98 OptimizationMofMlagMphaseMshapesMtheMevolutionMofMaMbacterialMenzymecMNaturehEcologyhandhEvolutionaM
2017aMfaMfio 12.3 33

97 RationalMzesignMofMNovelMwllostericMzihydrofolateMReductaseMffnhibitorsMShowingMwntibacterialM
 ffectsMonMzrugbResistantM scherichiaMcoliM scapeMVariantscMACShChemicalhBiologyaM2017aMfgaMfninbfnkm 4.9 12

96  ffectMofMsamplingMonMxwy bfMligandsMbindingMfreeMenergyMpredictionsMviaMMMbPxSwMcalculationscM
JournalhofhComputationalhChemistryaM2017aMhnaMfoifbfokf 3.5 8

95  videnceMofMevolutionaryMselectionMforMcotranslationalMfoldingcMProceedingshofhthehNationalhAcademyh
ofhScienceshofhthehUnitedhStateshofhAmericaaM2017aMffiaMffihibffiho 11.5 54

94 wbsenceMofMSelectionMforMQuantumMyoherenceMinMtheM·ennabMatthewsbOlsonMyomplexpMwMyombinedM
 volutionaryMandM xcitonicMStudycMACShCentralhScienceaM2017aMhaMfenlbfeok 16.8 7

93 wMtaleMofMtwoMtailspMTheMimportanceMofMunstructuredMterminiMinMtheMaggregationMpathwayMofM
˛†gbmicroglobulincMProteins:hStructurewhFunctionhandhBioinformaticsaM2017aMnkaMgeikbgekm 4.2 10

92 xridgingMtheMphysicalMscalesMinMevolutionaryMbiologypMfromMproteinMsequenceMspaceMtoMfitnessMofM
organismsMandMpopulationscMCurrenthOpinionhinhStructuralhBiologyaM2017aMigaMhfbie 8.1 45

91 OpenGrowthpMwnMwutomatedMandMRationalMwlgorithmMforM·indingMNewMProteinMγigandscMJournalhofh
MedicinalhChemistryaM2016aMkoaMifmfbnn 8.3 35

90 wnMffnternalMzisulfideMγocksMaMMisfoldedMwggregationbproneMffntermediateMinMyataractblinkedMMutantsM
ofM−umanM˛‡zbyrystallincMJournalhofhBiologicalhChemistryaM2016aMgofaMfofmgbnh 5.4 39

89 wMSimpleMModelMofMProteinMzomainMSwappingMinMyrowdedMyellularM nvironmentscMBiophysicalhJournal
aM2016aMffeaMghlmbghml 2.9 2

88 xiophysicalMprinciplesMpredictMfitnessMlandscapesMofMdrugMresistancecMProceedingshofhthehNationalh
AcademyhofhScienceshofhthehUnitedhStateshofhAmericaaM2016aMffhaM fimebn 11.5 83

87 TransientMproteinbproteinMinteractionsMperturbMmetabolomeMandMcauseMgeneMdosageMtoxicitycMELifeaM
2016aMkaM 8.9 34

86 xenchmarkingMffnverseMStatisticalMwpproachesMforMProteinMStructureMandMzesignMwithM xactlyM
SolvableMModelscMPLoShComputationalhBiologyaM2016aMfgaMefeeinno 5 27

85 VirtualMScreeningMofM−umanMObGlcNwcMTransferaseMffnhibitorscMChinesehJournalhofhChemicalhPhysicsaM
2016aMgoaMhmibhne 0.9 2

84  volutionaryMdynamicsMofMviralMescapeMunderMantibodiesMstresspMwMbiophysicalMmodelcMProteinhScienceaM
2016aMgkaMfhhgbie 6.3 9

83 StructurebxasedMPredictionMofMProteinb·oldingMTransitionMPathscMBiophysicalhJournalaM2016aMfffaMogkbhl 2.9 14

82 ffsMcatalyticMactivityMofMchaperonesMaMselectableMtraitMforMtheMemergenceMofMheatMshockMresponseucM
BiophysicalhJournalaM2015aMfenaMihnbin 2.9 2
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81 ThermalMstabilizationMofMdihydrofolateMreductaseMusingMmonteMcarloMunfoldingMsimulationsMandMitsM
functionalMconsequencescMPLoShComputationalhBiologyaM2015aMffaMefeeigem 5 20

80 SearchingMtheMSequenceMSpaceMforMPotentMwptamersMUsingMS γ XMinMSilicocMJournalhofhChemicalh
TheoryhandhComputationaM2015aMffaMkohobil 6.4 17

79 SystemsblevelMresponseMtoMpointMmutationsMinMaMcoreMmetabolicMenzymeMmodulatesM
genotypebphenotypeMrelationshipcMCellhReportsaM2015aMffaMlikbkl 10.6 25

78 MechanicalMModelMofMGlobularMTransitionMinMPolymerscMChemPlusChemaM2015aMneaMhmbif 2.8 3

77 ffsolationMandMwnalysisMofMRareMNorovirusMRecombinantsMfromMyoinfectedMMiceMUsingMzropbxasedM
MicrofluidicscMJournalhofhVirologyaM2015aMnoaMmmggbhi 6.6 25

76 MinimalisticMpredictorMofMproteinMbindingMenergypMcontributionMofMsolvationMfactorMtoMproteinM
bindingcMBiophysicalhJournalaM2015aMfenaMmokbmon 2.9 8

75 ProteinM−omeostasisMffmposesMaMxarrierMonM·unctionalMffntegrationMofM−orizontallyMTransferredMGenesM
inMxacteriacMPLoShGeneticsaM2015aMffaMefeeklfg 6 55

74  volutionMofMspecificityMinMproteinbproteinMinteractionscMBiophysicalhJournalaM2014aMfemaMflnlbol 2.9 17

73 MergingMmolecularMmechanismMandMevolutionpMtheoryMandMcomputationMatMtheMinterfaceMofM
biophysicsMandMevolutionaryMpopulationMgeneticscMCurrenthOpinionhinhStructuralhBiologyaM2014aMglaMnibof 8.1 62

72 ffnfluenzaMwM−fNfMpandemicMstrainMevolutionbbdivergenceMandMtheMpotentialMforMantigenicMdriftM
variantscMPLoShONEaM2014aMoaMeohlhg 3.7 29

71 wMsimulatedMintermediateMstateMforMfoldingMandMaggregationMprovidesMinsightsMintoM˛�NlM
˛†gbmicroglobulinMamyloidogenicMbehaviorcMPLoShComputationalhBiologyaM2014aMfeaMefeehlel 5 28

70 yontributionMofMselectionMforMproteinMfoldingMstabilityMinMshapingMtheMpatternsMofMpolymorphismsMinM
codingMregionscMMolecularhBiologyhandhEvolutionaM2014aMhfaMflkbml 8.3 39

69 TheMinfluenceMofMselectionMforMproteinMstabilityMonMdNddSMestimationscMGenomehBiologyhandhEvolutionaM
2014aMlaMgoklblm 3.9 33

68 GeneMzosageM xperimentsMinM nterobacteriaceaeMUsingMwrabinosebregulatedMPromoterscM
BioyprotocolaM2014aMmaM 0.9 3

67 yonstructionMofMzrugbγikeMyompoundsMbyMMarkovMyhainsM2013aMhffbhgh

66 wMmacroscopicMdeviceMdescribedMbyMaMxoltzmannblikeMdistributioncMSofthMatteraM2013aMoaMiine 3.6 5

65 ProteinMqualityMcontrolMactsMonMfoldingMintermediatesMtoMshapeMtheMeffectsMofMmutationsMonM
organismalMfitnesscMMolecularhCellaM2013aMioaMfhhbii 17.6 102

64 −ighlyMabundantMproteinsMfavorMmoreMstableMhzMstructuresMinMyeastcMBiophysicalhJournalaM2013aMfeiaMγfbh 2.9 23
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63 ProteinMbiophysicsMexplainsMwhyMhighlyMabundantMproteinsMevolveMslowlycMCellhReportsaM2012aMgaMgiobkl 10.6 70

62 SolubleMoligomerizationMprovidesMaMbeneficialMfitnessMeffectMonMdestabilizingMmutationscMProceedingsh
ofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaaM2012aMfeoaMinkmblg 11.5 75

61 ziversityMwgainstMwdversitypM−owMwdaptiveMffmmuneMSystemM volvesMPotentMwntibodiescMJournalhofh
StatisticalhPhysicsaM2011aMfiiaMgifbglm 1.5 4

60 wMbiophysicalMproteinMfoldingMmodelMaccountsMforMmostMmutationalMfitnessMeffectsMinMvirusescM
ProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaaM2011aMfenaMooflbgf 11.5 144

59
TopologyMofMproteinMinteractionMnetworkMshapesMproteinMabundancesMandMstrengthsMofMtheirM
functionalMandMnonspecificMinteractionscMProceedingshofhthehNationalhAcademyhofhScienceshofhtheh
UnitedhStateshofhAmericaaM2011aMfenaMigknblh

11.5 77

58 γethalMmutagenesisMinMvirusesMandMbacteriacMGeneticsaM2009aMfnhaMlhobke 4 44

57 ProteinMfoldingMrollerMcoasteraMoneMmoleculeMatMaMtimecMProceedingshofhthehNationalhAcademyhofh
ScienceshofhthehUnitedhStateshofhAmericaaM2009aMfelaMffnghbi 11.5 4

56 UnderstandingMproteinMevolutionpMfromMproteinMphysicsMtoMzarwinianMselectioncMAnnualhReviewhofh
PhysicalhChemistryaM2008aMkoaMfekbgm 15.7 59

55 yonstraintsMimposedMbyMnonbfunctionalMproteinbproteinMinteractionsMonMgeneMexpressionMandM
proteomeMsizecMMolecularhSystemshBiologyaM2008aMiaMgfe 12.2 78

54 zivergentMevolutionMofMaMstructuralMproteomepMphenomenologicalMmodelscMBiophysicalhJournalaM2007aM
ogaMmefbfl 2.9 6

53 wllbatomMabMinitioMfoldingMofMaMdiverseMsetMofMproteinscMStructureaM2007aMfkaMkhblh 5.2 69

52 ProteinMstabilityMimposesMlimitsMonMorganismMcomplexityMandMspeedMofMmolecularMevolutioncM
ProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaaM2007aMfeiaMflfkgbm 11.5 188

51 wMfirstbprinciplesMmodelMofMearlyMevolutionpMemergenceMofMgeneMfamiliesaMspeciesaMandMpreferredM
proteinMfoldscMPLoShComputationalhBiologyaM2007aMhaMefho 5 50

50 RobustMproteinMproteinMinteractionsMinMcrowdedMcellularMenvironmentscMProceedingshofhthehNationalh
AcademyhofhScienceshofhthehUnitedhStateshofhAmericaaM2007aMfeiaMfiokgbm 11.5 60

49 UnderstandingMensembleMproteinMfoldingMatMatomicMdetailcMProceedingshofhthehNationalhAcademyhofh
ScienceshofhthehUnitedhStateshofhAmericaaM2006aMfehaMfmmimbkg 11.5 59

48 ProteinMfoldingMthermodynamicsMandMdynamicspMwhereMphysicsaMchemistryaMandMbiologyMmeetcM
ChemicalhReviewsaM2006aMfelaMfkkobnn 68.1 294

47 PhysicalMoriginsMofMproteinMsuperfamiliescMJournalhofhMolecularhBiologyaM2006aMhkmaMfhhkbih 6.5 28

46 PhysicsMandM volutionMofMProteinbProteinMffnteractionscMFASEBhJournalaM2006aMgeaMwfimh 0.9
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45 PhysicsMandMevolutionMofMthermophilicMadaptationcMProceedingshofhthehNationalhAcademyhofhSciencesh
ofhthehUnitedhStateshofhAmericaaM2005aMfegaMfgmigbm 11.5 207

44  ntropicMstabilizationMofMproteinsMandMitsMproteomicMconsequencescMPLoShComputationalhBiologyaM
2005aMfaMeim 5 72

43 ProteinMstructureMandMevolutionaryMhistoryMdetermineMsequenceMspaceMtopologycMGenomehResearchaM
2005aMfkaMhnkbog 9.7 71

42 yommitmentMandMnucleationMinMtheMproteinMGMtransitionMstatecMJournalhofhMolecularhBiologyaM2004aM
hhlaMmikblf 6.5 69

41 ProteomicMtracesMofMspeciationcMJournalhofhMolecularhBiologyaM2004aMhhlaMlokbmel 6.5 17

40 StructuralMdeterminantMofMproteinMdesignabilitycMPhysicalhReviewhLettersaM2003aMoeaMgfnfef 7.4 87

39 ProteinMevolutionMwithinMaMstructuralMspacecMBiophysicalhJournalaM2003aMnkaMgolgbmg 2.9 35

38  xpandingMproteinMuniverseMandMitsMoriginMfromMtheMbiologicalMxigMxangcMProceedingshofhthehNationalh
AcademyhofhScienceshofhthehUnitedhStateshofhAmericaaM2002aMooaMfifhgbl 11.5 159

37 ·ieldMtheoryMandMsegmentalMalignmentManalysisMforMaMsolutionMofMsequenceMdisorderedMliquidM
crystallineMpolymerscMJournalhofhChemicalhPhysicsaM2002aMfflaMhfhibhfie 3.9 1

36 wMstructurebbasedMmethodMforMderivationMofMallbatomMpotentialsMforMproteinMfoldingcMProceedingshofh
thehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaaM2002aMooaMkhihbn 11.5 68

35 TheMensembleMfoldingMkineticsMofMproteinMGMfromManMallbatomMMonteMyarloMsimulationcMProceedingshofh
thehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaaM2002aMooaMfffmkbne 11.5 143

34 MechanicalMResponseMofMRandomM−eteropolymerscMMacromoleculesaM2002aMhkaMiigobiihl 5.5 16

33 zirectMmolecularMdynamicsMobservationMofMproteinMfoldingMtransitionMstateMensemblecMBiophysicalh
JournalaM2002aMnhaMhkgkbhg 2.9 119

32 zynamicMchargebdensityMcorrelationMfunctionMinMweaklyMchargedMpolyampholyteMglobulescMPhysicalh
ReviewhEaM2001aMliaMeifneg 2.4

31  xoticMphaseMtransitionsMinMdisorderedMglobularMnetworkscMJournalhofhChemicalhPhysicsaM2001aMffiaMfeolnbfeoml3.9 2

30 ProteinMfoldingMtheorypMfromMlatticeMtoMallbatomMmodelscMAnnualhReviewhofhBiophysicshandh
BiomolecularhStructureaM2001aMheaMhlfbol 301

29 UnderstandingMhierarchicalMproteinMevolutionMfromMfirstMprinciplescMJournalhofhMolecularhBiologyaM
2001aMhfgaMgnobhem 6.5 144

28 yomparisonMofMtwoMoptimizationMmethodsMtoMderiveMenergyMparametersMforMproteinMfoldingpM
PerceptronMandMZMscorecMProteins:hStructurewhFunctionhandhBioinformaticsaM2000aMifaMfogbgef 4.2 32
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27 zevelopmentMofMaMβnowledgebxasedMPotentialMforMyrystalsMofMSmallMOrganicMMoleculespMMyalculationM
ofM nergyMSurfacesMforMyse´•´•´•−â��NM−ydrogenMxondscMJournalhofhPhysicalhChemistryhBaM2000aMfeiaMmgohbmgon 3.4 37

26 ·reezingMinMpolyampholytesMglobulespMffnfluenceMofMtheMlongbrangeMnatureMofMtheMinteractioncMJournalh
ofhChemicalhPhysicsaM1999aMfffaMmmgbmnk 3.9 8

25 OnMtheMroleMofMconformationalMgeometryMinMproteinMfoldingcMJournalhofhChemicalhPhysicsaM1999aMfffaMfehmkbfehne3.9 26

24 MicrophaseMOrderingMinMMeltsMofMRandomlyMGraftedMyopolymerscMPhysicalhReviewhLettersaM1999aMngaMgnolbgnoo7.4 32

23 ·actorsMthatMaffectMtheMfoldingMabilityMofMproteinscMProteins:hStructurewhFunctionhandhBioinformaticsaM
1999aMhkaMhibie 4.2 41

22 wMStudyMonMγocalbGlobalMyooperativityMinMProteinMyollapsecMJournalhofhPhysicalhChemistryhBaM1999aM
fehaMgkhkbgkig 3.4 9

21 UniversallyMconservedMpositionsMinMproteinMfoldspMreadingMevolutionaryMsignalsMaboutMstabilityaM
foldingMkineticsMandMfunctioncMJournalhofhMolecularhBiologyaM1999aMgofaMfmmbol 6.5 334

20 SmoGpMwMγigandMzesignMMethodMxasedMonMβnowledgebxasedMParametrizationMofMaMSolventM
ReorganizationMModelcMACShSymposiumhSeriesaM1999aMmebnl 0.4 1

19 UsingMaMyonvenientaMQuantitativeMModelMforMTorsionalM ntropyMToM stablishMQualitativeMTrendsMforM
MolecularMProcessesMThatMRestrictMyonformationalM·reedomcMJournalhofhOrganichChemistryaM1998aMlhaMhflnbhfmk4.2 112

18  stimatingMtheM ntropicMyostMofMSelfbwssemblyMofMMultiparticleM−ydrogenbxondedMwggregatesM
xasedMonMtheMyyanuricMwcid´•MelamineMγatticecMJournalhofhOrganichChemistryaM1998aMlhaMhngfbhnhe 4.2 320

17 PhaseMdiagramManalysisMofMrandomMheteropolymersMwithMcompositionMspecificMandMquenchedM
crossblinkscMJournalhofhChemicalhPhysicsaM1998aMfeoaMgoimbgokn 3.9 7

16 yooperativityMandMstabilityMinMaMγangevinMmodelMofMproteinlikeMfoldingcMJournalhofhChemicalhPhysicsaM
1997aMfelaMogmlbognk 3.9 20

15 ·rozenMphasesMwithMrebentrantMtransitionMforMrandomMheteropolymersMwithMcompositionMspecificMandM
annealedMcrossblinkscMJournalhofhChemicalhPhysicsaM1997aMfemaMfgimbfgkn 3.9 7

14 SMoGpMMdeMNovoMzesignMMethodMxasedMonMSimpleaM·astaMandMwccurateM·reeM nergyM stimatescMgcMyaseM
StudiesMinMMolecularMzesigncMJournalhofhthehAmericanhChemicalhSocietyaM1997aMffoaMilenbilfm 16.4 64

13 TheoreticalMstudiesMofMproteinbfoldingMthermodynamicsMandMkineticscMCurrenthOpinionhinhStructuralh
BiologyaM1997aMmaMgobie 8.1 343

12 −owMtoMderiveMaMproteinMfoldingMpotentialuMwMnewMapproachMtoManMoldMproblemcMJournalhofhMolecularh
BiologyaM1996aMgliaMfflibmo 6.5 249

11 SMoGp´ MdeMNovoMzesignMMethodMxasedMonMSimpleaM·astaMandMwccurateM·reeM nergyM stimatescMfcM
MethodologyMandMSupportingM videncecMJournalhofhthehAmericanhChemicalhSocietyaM1996aMffnaMffmhhbffmii16.4 239

10 UniversalityMandMdiversityMofMtheMproteinMfoldingMscenariospMaMcomprehensiveManalysisMwithMtheMaidMofM
aMlatticeMmodelcMFoldinghphDesignaM1996aMfaMfehbfl 101
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9 ProteinMdynamicspM·romMtheMnativeMtoMtheMunfoldedMstateMandMbackMagaincMMolecularhEngineeringaM
1995aMkaMkkbme 1

8 SimulationMstudyMofMtheMcollapseMofMlinearMandMringMhomopolymerscMJournalhofhChemicalhPhysicsaM1995
aMfehaMglfkbglgi 3.9 43

7 −owMdoesMaMproteinMfolducMNatureaM1994aMhloaMginbkf 50.4 845

6 StatisticalMmechanicsMofMproteinsMwithMOevolutionaryMselectedOMsequencescMPhysicalhReviewhEaM1994aM
keaMfhehbfhfg 2.4 64

5 βineticsMofMproteinMfoldingcMwMlatticeMmodelMstudyMofMtheMrequirementsMforMfoldingMtoMtheMnativeM
statecMJournalhofhMolecularhBiologyaM1994aMghkaMflfibhl 6.5 471

4  numerationMofMallMcompactMconformationsMofMcopolymersMwithMrandomMsequenceMofMlinkscMJournalh
ofhChemicalhPhysicsaM1990aMohaMkolmbkomf 3.9 224

3 TheMroleMofMevolutionaryMselectionMinMtheMdynamicsMofMproteinMstructureMevolution 1

2 Tradeoï‹�sMbetweenMmicrobialMgrowthMphasesMleadMtoMfrequencybdependentMandMnonbtransitiveMselection 1

1 GrowthMtradeoffsMproduceMcomplexMmicrobialMcommunitiesMonMaMsingleMlimitingMresource 1
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