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i Paper IF Citations

174 unKuccidentalK’eneticKypidemiologistbKAnnualgReviewgofgGenomicsgandgHumangGeneticsWK2020WKfeWKeiagj 9.7

173 LocalKuncestryKInferenceKinKLargeKPedigreesbKScientificgReportsWK2020WKedWKelm 4.9 0

172 ONyTOOLKforKtheKanalysisKofKfamilyabasedKbigKdatabKBioinformaticsWK2018WKghWKflieaflig 7.2 12

171 upplyingKfamilyKanalysesKtoKelectronicKhealthKrecordsKtoKfacilitateKgeneticKresearchbKBioinformaticsWK
2018WKghWKjgiajhf 7.2 5

170 –owKwonsistentKareK’eneticKzactorsKinKyxplainingKLeisureaTimeKPhysicalKuctivityKandKSportK
ParticipationsKTheKPortugueseK–ealthyKzamiliesKStudybKTwingResearchgandgHumangGeneticsWK2018WKfeWKgjmagkk2.2 2

169 zisherRsKinfluenceKonKmebKGeneticgEpidemiologyWK2018WKhfWKlhmalig 2.6 4

168 udjustmentKforKcovariatesKusingKsummaryKstatisticsKofKgenomeawideKassociationKstudiesbKGeneticg
EpidemiologyWK2018WKhfWKlefalfi 2.6 3

167 StatisticalKinteractionsKandKvayesKestimationKofKlogKoddsKinKcaseacontrolKstudiesbKStatisticalgMethodsg
ingMedicalgResearchWK2017WKfjWKedfeaedgl 2.3 3

166 ’enomicKregionsKassociatedKwithKsusceptibilityKtoKvarrettRsKesophagusKandKesophagealK
adenocarcinomaKinKufricanKumericansnKTheKcrossKvyTRNetKadmixtureKstudybKPLoSgONEWK2017WKefWKedelhmjf3.7 5

165 OnKtheKassociationKanalysisKofKwNVKdatanKaKfastKandKrobustKfamilyabasedKassociationKmethodbKBMCg
BioinformaticsWK2017WKelWKfek 3.6 1

164
PredictingKvarrettRsKysophagusKinKzamiliesnKunKysophagusKTranslationalKResearchKNetworkK
SvyTRNetTKModelKzittingKwlinicalKxataKtoKaKzamilialKParadigmbKCancergEpidemiologygBiomarkersgandg
PreventionWK2016WKfiWKkfkagi

4 9

163 üointKmodelingKofKlongitudinalKdataKandKdiscreteatimeKsurvivalKoutcomebKStatisticalgMethodsging
MedicalgResearchWK2016WKfiWKeiefafj 2.3 7

162 uK’ermlineKVariantKonKwhromosomeKhqgebeKussociatesKwithKSusceptibilityKtoKxevelopingKwolonK
wancerKMetastasisbKPLoSgONEWK2016WKeeWKedehjhgi 3.7 1

161 uKweightedKUKstatisticKforKassociationKanalysesKconsideringKgeneticKheterogeneitybKStatisticsging
MedicineWK2016WKgiWKfldfaeh 2.3 6

160 zamilyavasedKRareKVariantKussociationKunalysisnKuKzastKandKyfficientKMethodKofKMultivariateK
PhenotypeKussociationKunalysisbKGeneticgEpidemiologyWK2016WKhdWKidfaee 2.6 7

159 ussociationKvetweenK’ermlineKMutationKinKVSI’edLKandKzamilialKvarrettKNeoplasiabKJAMAgOncologyWK
2016WKfWKegggaeggm 13.4 14

158 LinkageKandKrelatedKanalysesKofKvarrettRsKesophagusKandKitsKassociatedKadenocarcinomasbKMolecularg
Geneticsgnamp;gGenomicgMedicineWK2016WKhWKhdkaem 2.3 4
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157 ReplyKtoKushktorabKetKalbnKMutationalKlandscapeKofKcolonKcancersKinKufricanKumericansbKProceedingsg
ofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaWK2015WKeefWKyflig 11.5 1

156 NovelKapproachesKtoKtheKanalysisKofKfamilyKdataKinKgeneticKepidemiologybKFrontiersgingGeneticsWK2015WK
jWKfk 4.5 5

155 PutativeKlinkageKsignalsKidentifiedKforKbreastKcancerKinKufricanKumericanKfamiliesbKCancerg
EpidemiologygBiomarkersgandgPreventionWK2015WKfhWKhhfak 4 2

154 ’enomeaWideKussociationKandKTransaethnicKMetaaunalysisKforKudvancedKxiabeticKKidneyKxiseasenK
zamilyKInvestigationKofKNephropathyKandKxiabetesKSzINxTbKPLoSgGeneticsWK2015WKeeWKeeddigif 6 84

153 OnKtheKystimationKofK–eritabilityKwithKzamilyavasedKandKPopulationavasedKSamplesbKBioMedg
ResearchgInternationalWK2015WKfdeiWKjkeghm 3 10

152 NovelKrecurrentlyKmutatedKgenesKinKufricanKumericanKcolonKcancersbKProceedingsgofgthegNationalg
AcademygofgSciencesgofgthegUnitedgStatesgofgAmericaWK2015WKeefWKeehmaih 11.5 77

151 OnKtheKanalysisKofKaKrepeatedKmeasureKdesignKinKgenomeawideKassociationKanalysisbKInternationalg
JournalgofgEnvironmentalgResearchgandgPublicgHealthWK2014WKeeWKefflgagdg 4.6 5

150 unalysisKpipelineKforKtheKepistasisKsearchKaKstatisticalKversusKbiologicalKfilteringbKFrontiersgingGeneticsWK
2014WKiWKedj 4.5 47

149 TheKassociationKofKtheKvaninaeKNegeSKvariantKwithKbloodKpressureKisKmediatedKbyKendoplasmicK
reticulumaassociatedKdegradationKandKlossKofKfunctionbKPLoSgGeneticsWK2014WKedWKeeddhjhe 6 14

148 WhatKisKtheKsignificanceKofKdifferenceKinKphenotypicKvariabilityKacrossKSNPKgenotypessbKAmericang
JournalgofgHumangGeneticsWK2013WKmgWKgmdak 11 29

147 yvaluationKofKremovableKstatisticalKinteractionKforKbinaryKtraitsbKStatisticsgingMedicineWK2013WKgfWKeejhamd 2.3 16

146 uKgenomeawideKsearchKforKlinkageKofKestimatedKglomerularKfiltrationKrateKSe’zRTKinKtheKzamilyK
InvestigationKofKNephropathyKandKxiabetesKSzINxTbKPLoSgONEWK2013WKlWKelelll 3.7 23

145 LinkageadisequilibriumabasedKbinningKmisleadsKtheKinterpretationKofKgenomeawideKassociationK
studiesbKAmericangJournalgofgHumangGeneticsWK2012WKmeWKmjialoKauthorKreplyKmjmakd 11 1

144 PowerKofKsingleaKvsbKmultiamarkerKtestsKofKassociationbKGeneticgEpidemiologyWK2012WKgjWKhldak 2.6 11

143 uKlikelihoodKratioabasedKMannaWhitneyKapproachKfindsKnovelKreplicableKjointKgeneKactionKforKtypeKfK
diabetesbKGeneticgEpidemiologyWK2012WKgjWKilgamg 2.6 15

142 ’eneticKterminologybKMethodsgingMoleculargBiologyWK2012WKlidWKeam 1.4 11

141 StatisticalKinteractionKinKhumanKgeneticsnKhowKshouldKweKmodelKitKifKweKareKlookingKforKbiologicalK
interactionsbKNaturegReviewsgGeneticsWK2011WKefWKkh 30.1 34

140 fdedKWilliamKullanKuwardKintroductionnKüˆ…rgKOttbKAmericangJournalgofgHumangGeneticsWK2011WKllWKfjfag 11 1

(2011-2015)
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139 TwoamarkerKassociationKtestsKyieldKnewKdiseaseKassociationsKforKcoronaryKarteryKdiseaseKandK
hypertensionbKHumangGeneticsWK2011WKegdWKkfiagg 6.3 67

138 InterrogatingKpopulationKstructureKandKitsKimpactKonKassociationKtestsbKBMCgProceedingsWK2011WKiK
SupplKmWKSfi 2.3 3

137 TestingKgeneaenvironmentKinteractionsKinKgeneabasedKassociationKstudiesbKBMCgProceedingsWK2011WKiK
SupplKmWKSfj 2.3 3

136 xetectingKgeneticKinteractionsKforKquantitativeKtraitsKwithKUastatisticsbKGeneticgEpidemiologyWK2011WK
giWKhikajl 2.6 18

135 uKnonaparametricKmethodKforKbuildingKpredictiveKgeneticKtestsKonKhighadimensionalKdatabKHumang
HeredityWK2011WKkeWKejeakd 1.1 11

134 uKNoteKonKwomparingKtheKPowerKofKTestKStatisticsKatKLowKSignificanceKLevelsbKAmericangStatisticianWK
2011WKjiWK 5 8

133 UsingKtheKoptimalKrobustKreceiverKoperatingKcharacteristicKSROwTKcurveKforKpredictiveKgeneticKtestsbK
BiometricsWK2010WKjjWKiljamg 1.8 12

132 yxaminationKofKassociationKwithKcandidateKgenesKforKdiabeticKnephropathyKinKaKMexicanKumericanK
populationbKClinicalgJournalgofgthegAmericangSocietygofgNephrology:gCJASNWK2010WKiWKedkfal 6.9 23

131 vaggingKoptimalKROwKcurveKmethodKforKpredictiveKgeneticKtestsWKwithKanKapplicationKforKrheumatoidK
arthritisbKJournalgofgBiopharmaceuticalgStatisticsWK2010WKfdWKhdeaeh 1.3 4

130 TheKmeaningKofKinteractionbKHumangHeredityWK2010WKkdWKfjmakk 1.1 100

129 SingleamarkerKandKtwoamarkerKassociationKtestsKforKunphasedKcaseacontrolKgenotypeKdataWKwithKaK
powerKcomparisonbKGeneticgEpidemiologyWK2010WKghWKjkakk 2.6 16

128 TheKeffectKofKmultipleKgeneticKvariantsKinKpredictingKtheKriskKofKtypeKfKdiabetesbKBMCgProceedingsWK
2009WKgKSupplKkWKShm 2.3 12

127 PhaseKuncertaintyKinKcaseacontrolKassociationKstudiesbKGeneticgEpidemiologyWK2009WKggWKhjgakl 2.6 2

126 whoosingKanKoptimalKmethodKtoKcombineKPavaluesbKStatisticsgingMedicineWK2009WKflWKeigkaig 2.3 90

125 –eritabilityKofKtheKseverityKofKdiabeticKretinopathynKtheKzINxayyeKstudyK2008WKhmWKglgmahi 133

124 TheKpowerKofKindependentKtypesKofKgeneticKinformationKtoKdetectKassociationKinKaKcaseacontrolK
studyKdesignbKGeneticgEpidemiologyWK2008WKgfWKkgeaij 2.6 14

123 uKunifiedKassociationKanalysisKapproachKforKfamilyKandKunrelatedKsamplesKcorrectingKforK
stratificationbKAmericangJournalgofgHumangGeneticsWK2008WKlfWKgifaji 11 109

122 UsingKtheKoptimalKreceiverKoperatingKcharacteristicKcurveKtoKdesignKaKpredictiveKgeneticKtestWK
exemplifiedKwithKtypeKfKdiabetesbKAmericangJournalgofgHumangGeneticsWK2008WKlfWKjheaie 11 49
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121 MultistageKsamplingKforKgeneticKstudiesbKAnnualgReviewgofgGenomicsgandgHumangGeneticsWK2007WKlWKgfkahf9.7 21

120 LogalinearKmodelabasedKmultifactorKdimensionalityKreductionKmethodKtoKdetectKgeneKgeneK
interactionsbKBioinformaticsWK2007WKfgWKfilmami 7.2 72

119 udaptiveKtwoastageKanalysisKofKgeneticKassociationKinKcaseacontrolKdesignsbKHumangHeredityWK2007WK
jgWKekialj 1.1 24

118 ImprovingKpowerKinKcontrastingKlinkageadisequilibriumKpatternsKbetweenKcasesKandKcontrolsbK
AmericangJournalgofgHumangGeneticsWK2007WKldWKmeeafd 11 36

117 ’enomeKscanKforKlociKpredisposingKtoKanxietyKdisordersKusingKaKnovelKmultivariateKapproachnKstrongK
evidenceKforKaKchromosomeKhKriskKlocusbKAmericangJournalgofgHumangGeneticsWK2006WKklWKihgaig 11 71

116 uKpowerfulKmethodKofKcombiningKmeasuresKofKassociationKandK–ardyaWeinbergKdisequilibriumKforK
fineamappingKinKcaseacontrolKstudiesbKStatisticsgingMedicineWK2006WKfiWKediafj 2.3 86

115 udvancesKinKstatisticalKhumanKgeneticsKoverKtheKlastKfiKyearsbKStatisticsgingMedicineWK2006WKfiWKgdhmald 2.3 22

114 MathematicalKassumptionsKversusKbiologicalKrealitynKmythsKinKaffectedKsibKpairKlinkageKanalysisbK
AmericangJournalgofgHumangGeneticsWK2005WKkjWKeifaj 11 33

113 ResponseKtoKletterKbyKVeronicaKübKVielandKandKSusanKybK–odgebKGeneticgEpidemiologyWK2005WKflWKfljaflk 2.6 1

112 TwoalevelK–asemanaylstonKregressionKforKgeneralKpedigreeKdataKanalysisbKGeneticgEpidemiologyWK
2005WKfmWKefaff 2.6 42

111 LikelihoodKModellingnK’eneticKMappingKofKwomplexKTraitsK2005WKggmagim

110 uKreviewKofKtheKRStatisticalKunalysisKforK’eneticKypidemiologyRKSSbub’bybTKsoftwareKpackagebKHumang
GenomicsWK2004WKeWKhijam 6.8 33

109 uKmodifiedKrevisitedK–asemanaylstonKmethodKtoKfurtherKimproveKpowerbKHumangHeredityWK2004WKikWKedmaej1.1 22

108 LinkageKanalysisKofKaKcomplexKdiseaseKthroughKuseKofKadmixedKpopulationsbKAmericangJournalgofg
HumangGeneticsWK2004WKkhWKeegjaig 11 67

107 RegressionKmodelsKforKlinkagenKissuesKofKtraitsWKcovariatesWKheterogeneityWKandKinteractionbKHumang
HeredityWK2003WKiiWKljamj 1.1 38

106 uddingKfurtherKpowerKtoKtheK–asemanKandKylstonKmethodKforKdetectingKlinkageKinKlargerKsibshipsnK
weightingKsumsKandKdifferencesbKHumangHeredityWK2003WKiiWKkmali 1.1 84

105 NewKmultivariateKtestKforKlinkageWKwithKapplicationKtoKpleiotropynKfuzzyK–asemanaylstonbKGeneticg
EpidemiologyWK2003WKfhWKfigajh 2.6 11

104 SegregationKunalysisKofK’astricKwancerKinKaKüapaneseKPopulationbKInternationalgJournalgofgHumang
GeneticsWK2001WKeWKfjgafkd 1 2

(2001-2007)
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103 IntroductionnKLinkageKunalysesKofKSingleKRegionsbKGeneticgEpidemiologyWK2001WKfeWKSkmaSld 2.6

102 SegregationKanalysisKofKasthmaKandKrespiratoryKallergyKinKpopulationabasedKsamplesKofKfamiliesbK
GeneticgEpidemiologyWK2001WKfeKSupplKeWKSgdai 2.6 1

101 ImpactKofKpreadjustingKaKquantitativeKphenotypeKpriorKtoKsibapairKlinkageKanalysisKwhenKgeneKxK
environmentKinteractionKexistsbKGeneticgEpidemiologyWK2001WKfeKSupplKeWKSlgkahf 2.6

100 PoolingKdataKandKlinkageKanalysisKinKtheKchromosomeKiqKcandidateKregionKforKasthmabKGeneticg
EpidemiologyWK2001WKfeKSupplKeWKSedgal 2.6 8

99 LocalizationKofKtheKQeKmutationKbyKcladisticKanalysisbKGeneticgEpidemiologyWK2001WKfeKSupplKeWKSimham 2.6 2

98 LinkageKdisequilibriumKmappingKofKcomplexKgeneticKdiseasesKusingKmultiallelicKmarkersbKGeneticg
EpidemiologyWK2001WKfeKSupplKeWKSikjale 2.6 1

97 LocatingKtheKgenesKunderlyingKaKsimulatedKcomplexKdiseaseKbyKdiscriminantKanalysisbKGeneticg
EpidemiologyWK2001WKfeKSupplKeWKSiejafe 2.6 10

96 womparisonKofKmarkerKintervalsKandKnumberKofKsibKpairsKusedKforKlinkageKanalysisKonKsimulatedK
nuclearKfamilyKdatabKGeneticgEpidemiologyWK2001WKfeKSupplKeWKSkhlaig 2.6 1

95 ylectrocardiographicKpredictionKofKabnormalKgenotypeKinKcongenitalKlongKQTKsyndromenKexperienceK
inKedeKrelatedKfamilyKmembersbKJournalgofgCardiovasculargElectrophysiologyWK2001WKefWKhiiaje 2.7 74

94 SegregationKanalysesKofKasthmaKandKrespiratoryKallergynKtheK–umboldtKfamilyKstudybKAmericang
JournalgofgMedicalgGeneticsgPartgAWK2001WKedhWKfgagd 4

93 TransmissioncdisequilibriumKtestsKforKquantitativeKtraitsbKGeneticgEpidemiologyWK2001WKfdWKikakh 2.6 29

92 uKPROvLyMKINKuSwyRTuINMyNTbKCommunicationsgingStatisticsgvgTheorygandgMethodsWK2001WKgdWKejeiaejge0.5

91 TheK’eneticKypidemiologyKofKugeaRelatedKMaculopathybKInternationalgJournalgofgHumangGeneticsWK
2001WKeWKeeafh 1 2

90 OnKtheKrelativeKsampleKsizeKrequiredKforKmultipleKcomparisonsbKStatisticsgingMedicineWK2000WKemWKgjmakf 2.3 36

89 MajorKgeneKsegregationKofKactinicKprurigoKamongKNorthKumericanKIndiansKinKSaskatchewanbK
AmericangJournalgofgMedicalgGeneticsgPartgAWK2000WKmfWKfefafem 9

88 TwoastageKglobalKsearchKdesignsKforKlinkageKanalysisKIInKincludingKdiscordantKrelativeKpairsKinKtheK
studybKGeneticgEpidemiologyWK2000WKelWKeeeafk 2.6 18

87 TwoastageKglobalKsearchKdesignsKforKlinkageKanalysisKInKuseKofKtheKmeanKstatisticKforKaffectedKsibK
pairsbKGeneticgEpidemiologyWK2000WKelWKmkaeed 2.6 16

86 –asemanKandKylstonKrevisitedbKGeneticgEpidemiologyWK2000WKemWKeaek 2.6 275
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85 ModelafreeKsibapairKlinkageKanalysisnKcombiningKfullasibKandKhalfasibKpairsbKGeneticgEpidemiologyWK
2000WKemWKgdaie 2.6 5

84 –asemanKandKylstonKrevisitednKtheKeffectsKofKascertainmentKandKresidualKfamilialKcorrelationsKonK
powerKtoKdetectKlinkagebKGeneticgEpidemiologyWK2000WKemWKhijajd 2.6 27

83 MultipointKadmixtureKmappingbKGeneticgEpidemiologyWK2000WKemWKhjhak 2.6 11

82 uddingKpowerKtoK–asemanKandKylstonâ��sKSemkfTKmethodbKGeneScreenWK2000WKeWKjgajh 5

81 ’eneticKdeterminantsKofKacuteKhypoxicKventilationnKpatternsKofKinheritanceKinKmicebKJournalgofg
AppliedgPhysiologyWK2000WKllWKfgedal 3.7 47

80 MajorKgeneKsegregationKofKactinicKprurigoKamongKNorthKumericanKIndiansKinKSaskatchewanK2000WK
mfWKfef 1

79 LinkageKofKchromosomeKeKmarkersKtoKalcoholismarelatedKphenotypesKbyKsibKpairKlinkageKanalysisKofK
principalKcomponentsbKGeneticgEpidemiologyWK1999WKekKSupplKeWKSfkeaj 2.6 10

78 MultipointKlinkageKdisequilibriumKmappingKwithKparticularKreferenceKtoKtheKufricanaumericanK
populationbKGeneticgEpidemiologyWK1999WKekWKkmaede 2.6 33

77 ziellerRsKtheoremKandKlinkageKdisequilibriumKmappingbKGeneticgEpidemiologyWK1999WKekWKfgkaif 2.6 16

76 TheKstudyKofKcandidateKgenesKinKdrugKtrialsnKsampleKsizeKconsiderationsbKStatisticsgingMedicineWK1999WK
elWKkheaie 2.3 29

75 ’eneticKmappingKofKcomplexKtraitsbKStatisticsgingMedicineWK1999WKelWKfmjeale 2.3 24

74 ModelabasedKandKmodelafreeKmultipointKgenomeawideKlinkageKanalysisKofKalcoholismbKGeneticg
EpidemiologyWK1999WKekKSupplKeWKSekiald 2.6 1

73 ussociationKandKlinkageKanalysisKofKIwxaedKdiagnosisKforKalcoholismbKGeneticgEpidemiologyWK1999WKekK
SupplKeWKSghgak 2.6 3

72 ImprovingKtheKpowerKforKdiseaseKlocusKdetectionKinKaffectedasibapairKstudiesKbyKusingKtwoalocusK
analysisKandKmultipleKregressionKmethodsbKGeneticgEpidemiologyWK1999WKekKSupplKeWKSifeaj 2.6 2

71 LinkageKandKassociationKanalysesKofKalcoholismKusingKaKregressionabasedK
transmissioncdisequilibriumKtestbKGeneticgEpidemiologyWK1999WKekKSupplKeWKSeikaje 2.6 7

70 uuthorsRKreplynKwonfidenceKlimitsKbasedKonKtheKfirstKoccurrenceKofKanKeventbKVbTbK’eorgeKandKRbwbK
yltonbKStatisticsKinKMedicineWKefWKjliâ��jmdKSemmgTbKStatisticsgingMedicineWK1998WKekWKmhiamhi 2.3

69 uKmultivariateKlogisticKmodelKSMLMTKforKanalyzingKbinaryKfamilyKdatabKAmericangJournalgofgMedicalg
GeneticsgPartgAWK1998WKkjWKhflagk 24

68 UsingKfamilyKhistoryKinformationKtoKdistinguishKtrueKandKfalseKpositiveKmodelafreeKlinkageKresultsbK
GeneticgEpidemiologyWK1998WKeiWKelgamf 2.6 2

(1998-2000)
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67 unalysisKofKSwedishKmaleKbreastKcancerKfamilyKdatanKaKsimpleKwayKtoKincorporateKaKcommonKsiblingK
effectbKGeneticgEpidemiologyWK1998WKeiWKfdeaef 2.6 5

66 LinkageKandKassociationbKGeneticgEpidemiologyWK1998WKeiWKijiakj 2.6 59

65 RestrictionsKonKcomponentsKofKvarianceKforKepistaticKmodelsbKTheoreticalgPopulationgBiologyWK1998WK
ihWKejeakh 1.2 17

64 uKfasterKandKmoreKgeneralKhiddenKMarkovKmodelKalgorithmKforKmultipointKlikelihoodKcalculationsbK
HumangHeredityWK1997WKhkWKemkafdf 1.1 47

63 ulternativeKtestKforKlinkageKbetweenKtwoKlocibKGeneticgEpidemiologyWK1997WKehWKeekage 2.6 8

62 xerivingKcomponentsKofKgeneticKvarianceKforKmultilocusKmodelsbKGeneticgEpidemiologyWK1997WKehWKeegeaj 2.6 18

61 ModelingKageKofKonsetKandKresidualKfamilialKcorrelationsKforKtheKlinkageKanalysisKofKbipolarKdisorderbK
GeneticgEpidemiologyWK1997WKehWKjkiald 2.6 4

60 ModelafreeKageaofaonsetKmethodsKappliedKtoKtheKlinkageKofKbipolarKdisorderbKGeneticgEpidemiologyWK
1997WKehWKkeeaj 2.6 9

59 zalseKdiscoveriesKinKgenomeKscanningbKGeneticgEpidemiologyWK1997WKehWKkkmalh 2.6 15

58 zalseKdiscoveriesKinKgenomeKscanningK1997WKehWKkkm 1

57 ussociationKwithinKtwinKpairsKforKaKdichotomousKtraitbKGeneticgEpidemiologyWK1996WKegWKhlmamm 2.6 12

56 ’eneticKdissectionKofKcomplexKtraitsbKNaturegGeneticsWK1996WKefWKgiiajoKauthorKreplyKgikal 36.3 95

55 unKautosomalKscreenKforKgenesKthatKpredisposeKtoKceliacKdiseaseKinKtheKwesternKcountiesKofKIrelandbK
NaturegGeneticsWK1996WKehWKgfmagg 36.3 153

54 StatisticalKvalidityKforKtestingKassociationsKbetweenKgeneticKmarkersKandKquantitativeKtraitsKinKfamilyK
databKGeneticgEpidemiologyWK1995WKefWKehiaje 2.6 5

53 ModelafreeKassociationKanalysisKofKaKrareKdiseasebKGeneticgEpidemiologyWK1995WKefWKikeai 2.6 7

52 yffectsKofKmarkerKinformationKonKsibapairKlinkageKanalysisKofKaKrareKdiseasebKGeneticgEpidemiologyWK
1995WKefWKjfiagd 2.6 2

51 TestingKspecificKhypothesesKbyKfittingKunderlyingKdistributionsKtoKcategoricalKdatabKJournalgofg
BiopharmaceuticalgStatisticsWK1994WKhWKigajh 1.3 2

50 wombiningKtwoapointKgeneticKlinkageKanalysesKusingKmappingKfunctionsbKGeneticgEpidemiologyWK1994
WKeeWKeaek 2.6 3
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49 LodsWKwrodsWKandKmodsnKtheKinterpretationKofKlodKscoresKcalculatedKunderKdifferentKmodelsbKGeneticg
EpidemiologyWK1994WKeeWKgfmahf 2.6 107

48
PotentialKroleKofKanKadditiveKgeneticKcomponentKinKtheKcauseKofKamyotrophicKlateralKsclerosisKandK
parkinsonismadementiaKinKtheKwesternKPacificbKAmericangJournalgofgMedicalgGeneticsgPartgAWK1993WK
hiWKjlakj

38

47 TheK–’uReKfamilialKhypercholesterolemiaKpedigreebKGeneticgEpidemiologyWK1993WKedWKifmage 2.6 5

46 StatisticalKvalidityKofKtheK–asemanaylstonKsibapairKtestKinKsmallKsamplesbKGeneticgEpidemiologyWK1993WK
edWKimgal 2.6 42

45 wonfidenceKlimitsKbasedKonKtheKfirstKoccurrenceKofKanKeventbKStatisticsgingMedicineWK1993WKefWKjliamd 2.3 15

44 TheKylstonaStewartKalgorithmKforKcontinuousKgenotypesKandKenvironmentalKfactorsbKHumang
HeredityWK1992WKhfWKejafk 1.1 48

43 RegressionKtowardKtheKmeanKinKfKxKfKcrossoverKdesignsKwithKbaselineKmeasurementsbKStatisticsging
MedicineWK1992WKeeWKkfkahe 2.3 10

42 yffectKofKcohortKdifferencesKinKsmokingKprevalenceKonKmodelsKofKlungKcancerKsusceptibilitybKGeneticg
EpidemiologyWK1992WKmWKfjeake 2.6 29

41 LungKcancerKhistologicKtypeKandKfamilyKhistoryKofKcancerbKCancerWK1992WKjmWKljame 6.4 43

40 yvidenceKforKaKdominantKgeneKmechanismKunderlyingKcoeliacKdiseaseKinKtheKwestKofKIrelandbKGeneticg
EpidemiologyWK1991WKlWKegafk 2.6 14

39 yxtensionsKtoKsibapairKlinkageKtestsKapplicableKtoKdisordersKcharacterizedKbyKdelayedKonsetbKGeneticg
EpidemiologyWK1990WKkWKhigajj 2.6 22

38 ’eneralizedKmodulusKpowerKtransformationsbKCommunicationsgingStatisticsgvgTheorygandgMethodsWK
1988WKekWKfmggafmif 0.5 34

37 PedigreeKdiscriminantKanalysisKofKtwoKzrenchKwanadianKTayaSachsKfamiliesbKGeneticgEpidemiologyWK
1987WKhWKkkali 2.6 1

36 ’eneticKetiologyKofKgastricKcarcinomanKIIbKSegregationKanalysisKofKgastricKp–WKnitrateWKandKnitritebK
GeneticgEpidemiologyWK1987WKhWKedgaeh 2.6 6

35 TestingKtheKassociationKbetweenKpolymorphicKmarkersKandKquantitativeKtraitsKinKpedigreesbKGeneticg
EpidemiologyWK1987WKhWKemgafde 2.6 104

34 ussociationKbetweenKpolymorphicKbloodKmarkersKandKriskKfactorsKforKcardiovascularKdiseaseKinKaK
largeKpedigreebKGeneticgEpidemiologyWK1987WKhWKfjkaki 2.6 19

33 SegregationKandKlinkageKanalysesKofKdopamineabetaahydroxylaseKactivityKinKaKsixagenerationK
pedigreebKAmericangJournalgofgMedicalgGeneticsgPartgAWK1987WKfkWKjegafe 19

32 uKmajorKgeneKmodelKforKtheKfamilialKaggregationKofKplasmaKIguKconcentrationbKAmericangJournalgofg
MedicalgGeneticsgPartgAWK1987WKfkWKlikajj 6

(1987-1994)
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31 SegregationKanalysisKofKhereditaryKnonpolyposisKcolorectalKcancerbKGeneticgEpidemiologyWK1986WKgWKfkagl 2.6 52
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