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viralLproteinsbLMBioXL2014XLiXLedehjmaeh 7.8 13

33
UsingLhighathroughputLtranscriptomeLsequencingLtoLinvestigateLtheLbiotransformationLmechanismL
ofLhexabromocyclododecaneLwithLRhodopseudomonasLpalustrisLinLwaterbLSciencehofhthehTotalh
EnvironmentXL2019XLjmfXLfhmafil
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yscherichiaLcolibLJournalhofhBiomedicalhScienceXL2020XLfkXLeh 13.3 11

31 uLgeneLprofilingLdeconvolutionLapproachLtoLestimatingLimmuneLcellLcompositionLfromLcomplexL
tissuesbLBMChBioinformaticsXL2018XLemXLeih 3.6 10

30 zastLplanningLofLwellLconditionedLtrajectoriesLforLmodelLlearningL2014XL 10
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27 zlyaxPInLdatabaseLofLproteinLinteractomesLforLxbLmelanogasterLinLtheLapproachLofLsystemsLbiologybL
BMChBioinformaticsXL2006XLkLSupplLiXLSel 3.6 9

26 PiwiLreductionLinLtheLagedLnicheLeliminatesLgermlineLstemLcellsLviaLTolla SKgLsignalingbLNatureh
CommunicationsXL2020XLeeXLgehk 17.4 8

25 PreciseLgenotypingLandLrecombinationLdetectionLofLynterovirusbLBMChGenomicsXL2015XLejLSupplLefXLSl 4.5 7

24 TheLuniqueLprobeLselectornLaLcomprehensiveLwebLserviceLforLprobeLdesignLandLoligonucleotideL
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20 SubsetLselectionLofLhighadepthLnextLgenerationLsequencingLreadsLforLdeLnovoLgenomeLassemblyL
usingLMapReduceLframeworkbLBMChGenomicsXL2015XLejLSupplLefXLSm 4.5 5
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inLPrognosisLPredictionbLCancersXL2020XLefXL 6.6 3
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dataL2017XL 3
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MethodLandLxeepLLearningbLMSystemsXL2021XLeddfmmfe 7.6 3
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OncologyXL2020XLedXLijldef 5.3 3

13 ProbabilisticLupproachLtoLModelingLandLParameterLLearningLofLIndirectLxriveLRobotsLzromL
IncompleteLxatabLIEEE/ASMEhTransactionshonhMechatronicsXL2015XLfdXLedgjaedhi 5.5 2

12 TyunLtheLepigenomeLplatformLforLurabidopsisLmethylomeLstudybLBMChGenomicsXL2016XLekXLedfk 4.5 2

11 TheLdegradationLmechanismsLofLRhodopseudomonasLpalustrisLtowardLhexabromocyclododecaneL
byLtimeacourseLtranscriptomeLanalysisbLChemicalhEngineeringhJournalXL2021XLhfiXLegdhlm 14.7 2

10 SpotlightnLassemblyLofLproteinLcomplexesLbyLintegratingLgraphLclusteringLmethodsbLGeneXL2013XL
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9 MatrixLfactorizationLforLdesignLofLQafilterLinLiterativeLlearningLcontrolL2015XL 1

8 undrogenicLSensitivitiesLandLOvarianL eneLyxpressionLProfilesLPriorLtoLTreatmentLinLJapaneseLyelL
TunguillaLjaponicaUbLMarinehBiotechnologyXL2021XLfgXLhgdahhh 3.4 1

7 PathaconstrainedLtrajectoryLplanningLforLrobotLserviceLlifeLoptimizationL2016XL 1
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EuropeanhJournalhofhAllergyhandhClinicalhImmunologyXL2019XLkhXLjfeajfi 9.3 1
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4 IdentificationLofL enesLRelatedLtoLwoldLToleranceLandLNovelL eneticLMarkersLforLMolecularL
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GenomicsXL2020XLfeXLejg 4.5
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immunodeficientLmicebbLJournalhofhClinicalhOncologyXL2019XLgkXLeehemmaeehemm 2.2
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