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50 LandeuseMintensificationMdifferentiallyMaffectsMbacterialdMfungalMandMprotistMcommunitiesMandM
decreasesMmicrobiomeMnetworkMcomplexityffMEnvironmentaliMicrobiomesdM2022dMipdMi 5.6 0

49 zrtificialMselectionMofMstableMrhizosphereMmicrobiotaMleadsMtoMheritableMplantMphenotypeMchangesfM
EcologyiLettersdM2022dMkndMiqrekhi 10 0

48 zntibiotrophysMKeyMFunctionMforMzntibioticeResistantMβacteriaMtoMωolonizeMSoilseωaseMofM
SulfamethazineeDegradingMspfMωmmqfMFrontiersiiniMicrobiologydM2021dMikdMomlhqp 5.7 4

47 StreptomycesMstrainsMmodulateMdynamicsMofMsoilMbacterialMcommunitiesMandMtheirMefficacyMinMdiseaseM
suppressionMcausedMbyMPhytophthoraMcapsicifMScientificiReportsdM2021dMiidMrlip 4.9 8

46 UnravelingMnegativeMbioticMinteractionsMdeterminingMsoilMmicrobialMcommunityMassemblyMandM
functioningfMISMEiJournaldM2021dM 11.9 9

45 SoilMmicrobesMdriveMtheMeffectMofMplantMspeciesMandMgenotypicMdiversityMinteractionMonMproductivityffM
PlantiandiSoildM2021dMmopdMion 4.2 3

44
PotentialMofMpreventiveMbioremediationMtoMreduceMenvironmentalMcontaminationMbyMpesticidesMinManM
agriculturalMcontextsMzMcaseMstudyMwithMtheMherbicideMkdmeDfMJournaliofiHazardousiMaterialsdM2021dM
miodMiknpmh

12.8 5

43 ωompleteMGenomeMSequencesMofMFourMztrazineeDegradingMβacterialMStrainsdMspfMStrainMzDPedMspfM
StrainMTESdMspfMStrainMlqRdMandMspfMStrainMSRlqfMMicrobiologyiResourceiAnnouncementsdM2021dMihdM 1.3 2

42 ωropMcoverMisMmoreMimportantMthanMrotationalMdiversityMforMsoilMmultifunctionalityMandMcerealMyieldsM
inMEuropeanMcroppingMsystemsfMNatureiFooddM2021dMkdMkqelp 14.4 30

41 HabitatMDisturbancesMModulateMtheMβarrierMEffectMofMResidentMSoilMMicrobiotaMonMInvasionMSuccessfM
FrontiersiiniMicrobiologydM2020dMiidMrkp 5.7 8

40 zMcoreMmicrobiotaMofMtheMplanteearthwormMinteractionMconservedMacrossMsoilsfMSoiliBiologyiandi
BiochemistrydM2020dMimmdMihppnm 7.5 10

39
DesignMofMaMdegenerateMprimerMpairMtoMtargetMaMbacterialMfunctionalMcommunitysMTheMhppdMbacterialM
geneMcodingMforMtheMenzymeMtargetedMbyMherbicidesdMaMstudyMcasefMJournaliofiMicrobiologicali
MethodsdM2020dMiphdMihnqlr

2.8 2

38 DomesticationedrivenMchangesMinMplantMtraitsMassociatedMwithMchangesMinMtheMassemblyMofMtheM
rhizosphereMmicrobiotaMinMtetraploidMwheatfMScientificiReportsdM2020dMihdMikklm 4.9 13

37 ImpactMofMphagesMonMsoilMbacterialMcommunitiesMandMnitrogenMavailabilityMunderMdifferentMassemblyM
scenariosfMMicrobiomedM2020dMqdMnk 16.6 20

36 zssessingMtheMEffectsMofM˛†eTriketoneMHerbicidesMonMtheMSoilMβacterialMandMωommunitiessMzM
LabetoeFieldMExperimentfMFrontiersiiniMicrobiologydM2020dMiidMoihkrq 5.7 0

35 ωoverMωropMManagementMPracticesMRatherMThanMωompositionMofMωoverMωropMMixturesMzffectM
βacterialMωommunitiesMinMNoeTillMzgroecosystemsfMFrontiersiiniMicrobiologydM2019dMihdMioiq 5.7 37

34 EffectMofMtheMReproductionMMethodMinManMzrtificialMSelectionMExperimentMatMtheMωommunityMLevelfM
FrontiersiiniEcologyiandiEvolutiondM2019dMpdM 3.7 14
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33 LabourMsharingMpromotesMcoexistenceMinMatrazineMdegradingMbacterialMcommunitiesfMScientifici
ReportsdM2019dMrdMiqlol 4.9 11

32
zssessmentMofMtheMecotoxicologicalMimpactMofMnaturalMandMsyntheticM˛†etriketoneMherbicidesMonMtheM
diversityMandMactivityMofMtheMsoilMbacterialMcommunityMusingMomicMapproachesfMScienceiofitheiTotali
EnvironmentdM2019dMonidMkmiekmr

10.2 15

31 RubberMplantationMageingMcontrolsMsoilMbiodiversityMafterMlandMconversionMfromMcassavafMAgricultureyi
EcosystemsiandiEnvironmentdM2018dMknpdMrkeihk 5.7 21

30 DepthMmatterssMeffectsMofMprecipitationMregimeMonMsoilMmicrobialMactivityMuponMrewettingMofMaM
plantesoilMsystemfMISMEiJournaldM2018dMikdMihoieihpi 11.9 53

29 PeaksMofMinMsituMNMOMemissionsMareMinfluencedMbyMNMOeproducingMandMreducingMmicrobialMcommunitiesM
acrossMarableMsoilsfMGlobaliChangeiBiologydM2018dMkmdMlohelph 11.4 59

28
LabMtoMFieldMzssessmentMofMtheMEcotoxicologicalMImpactMofMωhlorpyrifosdMIsoproturondMorM
TebuconazoleMonMtheMDiversityMandMωompositionMofMtheMSoilMβacterialMωommunityfMFrontiersiini
MicrobiologydM2018dMrdMimik

5.7 25

27 ωompoundedMDisturbanceMωhronologyMModulatesMtheMResilienceMofMSoilMMicrobialMωommunitiesMandM
NeωycleMRelatedMFunctionsfMFrontiersiiniMicrobiologydM2018dMrdMkpki 5.7 8

26 TheMTransplantationMofMˇ�lMPUFzezlteredMGutMMicrobiotaMofMfateiMMiceMtoMWildeTypeMLittermatesM
PreventsMObesityMandMzssociatedMMetabolicMDisordersfMDiabetesdM2018dMopdMinikeinkl 0.9 45

25 EffectivenessMofMecologicalMrescueMforMalteredMsoilMmicrobialMcommunitiesMandMfunctionsfMISMEi
JournaldM2017dMiidMkpkekql 11.9 86

24 DraftMGenomeMSequenceMofMPseudomonasMspfMStrainMzDPdMaMβacterialMModelMforMStudyingMtheM
DegradationMofMtheMHerbicideMztrazinefMGenomeiAnnouncementsdM2016dMmdM 3

23 NonedenitrifyingMnitrousMoxideereducingMbacteriaMeMznMeffectiveMNkOMsinkMinMsoilfMSoiliBiologyiandi
BiochemistrydM2016dMihldMlpoelpr 7.5 61

22 NkOMproductiondMaMwidespreadMtraitMinMfungifMScientificiReportsdM2015dMndMrorp 4.9 123

21 ShiftsMinMmicrobialMdiversityMthroughMlandMuseMintensityMasMdriversMofMcarbonMmineralizationMinMsoilfM
SoiliBiologyiandiBiochemistrydM2015dMrhdMkhmekil 7.5 104

20 TheMdiversityMofMtheMNkOMreducersMmattersMforMtheMNkOsNkMdenitrificationMendeproductMratioMacrossM
anMannualMandMaMperennialMcroppingMsystemfMFrontiersiiniMicrobiologydM2015dModMrpi 5.7 76

19 zssessmentMofMtheMresilienceMandMresistanceMofMremediatedMsoilsMusingMdenitrificationMasMmodelM
processfMJournaliofiSoilsiandiSedimentsdM2014dMimdMipqeiqk 3.4 2

18 PhenotypicMandMgenotypicMconvergencesMareMinfluencedMbyMhistoricalMcontingencyMandMenvironmentM
inMyeastfMEvolution;iInternationaliJournaliofiOrganiciEvolutiondM2014dMoqdMppkeprh 3.8 39

17 RecentlyMidentifiedMmicrobialMguildMmediatesMsoilMNkOMsinkMcapacityfMNatureiClimateiChangedM2014dMmdMqhieqhn21.4 245

16 DiversityMandMheritabilityMofMtheMmaizeMrhizosphereMmicrobiomeMunderMfieldMconditionsfMProceedingsi
ofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmericadM2013dMiihdMonmqenl 11.5 1067
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15 MappingMfieldMspatialMdistributionMpatternsMofMisoproturonemineralizingMactivityMoverMaMthreeeyearM
winterMwheatgrapeMseedgbarleyMrotationfMChemospheredM2013dMrhdMkmrrenii 8.4 14

14 LossMinMmicrobialMdiversityMaffectsMnitrogenMcyclingMinMsoilfMISMEiJournaldM2013dMpdMiohreir 11.9 404

13 βioticMandMabioticMsoilMpropertiesMinfluenceMsurvivalMofMListeriaMmonocytogenesMinMsoilfMPLoSiONEdM
2013dMqdMepnror 3.7 72

12 HostMremodelingMofMtheMgutMmicrobiomeMandMmetabolicMchangesMduringMpregnancyfMCelldM2012dMinhdMmpheqh56.2 1117

11 DistributionMofMbacteriaMandMnitrogenecyclingMmicrobialMcommunitiesMalongMconstructedMTechnosolM
deptheprofilesfMJournaliofiHazardousiMaterialsdM2012dMklieklkdMqqerp 12.8 23

10 ResponsesMofMgutMmicrobiotaMtoMdietMcompositionMandMweightMlossMinMleanMandMobeseMmicefMObesitydM
2012dMkhdMplqemp 8 287

9 MinimumMinformationMaboutMaMmarkerMgeneMsequenceMWMIMzRKSaMandMminimumMinformationMaboutM
anyMWxaMsequenceMWMIxSaMspecificationsfMNatureiBiotechnologydM2011dMkrdMminekh 44.5 445

8 UnravellingMtheMeffectsMofMtheMenvironmentMandMhostMgenotypeMonMtheMgutMmicrobiomefMNaturei
ReviewsiMicrobiologydM2011dMrdMkprerh 22.2 973

7 HumanMoraldMgutdMandMplaqueMmicrobiotaMinMpatientsMwithMatherosclerosisfMProceedingsiofitheiNationali
AcademyiofiSciencesiofitheiUnitediStatesiofiAmericadM2011dMihqMSupplMidMmnrkeq 11.5 679

6 SuccessionMofMmicrobialMconsortiaMinMtheMdevelopingMinfantMgutMmicrobiomefMProceedingsiofithei
NationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmericadM2011dMihqMSupplMidMmnpqeqn 11.5 1674

5 SwitchMbetweenMlifeMhistoryMstrategiesMdueMtoMchangesMinMglycolyticMenzymeMgeneMdosageMinM
SaccharomycesMcerevisiaefMAppliediandiEnvironmentaliMicrobiologydM2011dMppdMmnker 4.8 12

4 HierarchicalMβayesianMModellingMforMSaccharomycesMcerevisiaeMpopulationMdynamicsfMInternationali
JournaliofiFoodiMicrobiologydM2010dMimkdMkneln 5.8 11

3 NicheedrivenMevolutionMofMmetabolicMandMlifeehistoryMstrategiesMinMnaturalMandMdomesticatedM
populationsMofMSaccharomycesMcerevisiaefMBMCiEvolutionaryiBiologydM2009dMrdMkro 3 38

2 OzntOMandMOgrasshopperOMlifeehistoryMstrategiesMinMSaccharomycesMcerevisiaefMPLoSiONEdM2008dMldMeinpr 3.7 26

1 ImpactMofMrepeatedMirrigationMofMlettuceMculturesMwithMmunicipalMwastewaterMonMtheMdiversityMandM
compositionMofMrooteassociatedMarbuscularMmycorrhizalMfungifMBiologyiandiFertilityiofiSoilsdi 6.1
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