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195 strategy for fast producer strain generation. Nucleic Acids Research, 2013, 41, 6360-9 201 120
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glucose by elimination of gluconate formation. Applied and Environmental Microbiology, 2010, 76, 4369-76

L Characterization of citrate utilization in Corynebacterium glutamicum by transcriptome and 5 3
53 proteome analysis. FEMS Microbiology Letters, 2007, 273, 109-19 9 5
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repair in Corynebacterium glutamicum. Molecular Microbiology, 2005, 57, 576-91
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Corynebacterium glutamicum. Journal of Biological Chemistry, 2010, 285, 29305-18

The nonphosphorylative Entner-Doudoroff pathway in the thermoacidophilic euryarchaeon
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deletion mutants. Applied Microbiology and Biotechnology, 2013, 97, 143-52

Conversion of Corynebacterium glutamicum from an aerobic respiring to an aerobic fermenting
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105 involvement of the cyclic AMP receptor protein. Journal of Bacteriology, 2001, 183, 5248-56 35 30
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Charge reversal of the rodlike colloidal fd virus through surface chemical modification. Langmuir,
2010, 26, 10593-9

Glycosylation is required for outer membrane localization of the lectin LecB in Pseudomonas

77 aeruginosa. Journal of Bacteriology, 2011, 193, 1107-13 35 18
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The active species of "CO2" formed by carbon monoxide dehydrogenase from Peptostreptococcus
productus. Zeitschrift Fur Naturforschung - Section C Journal of Biosciences, 1989, 44, 392-6

Metabolic engineering of Gluconobacter oxydans 621H for increased biomass yield. Applied L
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