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51 InNvivoNdynamicNanalysisNofNyMPdidinducedNectopicNboneNformationeNScientifickReportscN2020cNhgcNknlh 4.9 20
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46 yiozompassqNaNnovelNfunctionalNinferenceNtoolNthatNutilizesNMeSHNhierarchyNtoNanalyzeNgroupsNofN
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andkBiophysicalkResearchkCommunicationscN2017cNkpjcNhgodhhk 3.4 13

44  irectedNevolutionNofNcellNsizeNinNαscherichiaNcolieNBMCkEvolutionarykBiologycN2014cNhkcNiln 3 12

43 SLPINisNaNcriticalNmediatorNthatNcontrolsNPTHdinducedNboneNformationeNNaturekCommunicationscN2021cN
hicNihjm 17.4 12

42 αvolutionaryNzonsequenceNofNaNTradedOffNbetweenNGrowthNandNMaintenanceNalongNwithNRibosomalN
 amageseNPLoSkONEcN2015cNhgcNeghjlmjp 3.7 11

41 RolesNofNαnhancerNRNxsNinNRxNKLdinducedNOsteoclastN ifferentiationNIdentifiedNbyNGenomedwideN
zapdanalysisNofNGeneNαxpressionNusingNzRISPRfzaspeNScientifickReportscN2018cNocNnlgk 4.9 11

40
xntidInflammatoryNandNxntioxidativeNPropertiesNofNIsoflavonesNProvideNRenalNProtectiveNαffectsN
 istinctNfromNThoseNofN ietaryNSoyNProteinsNagainstN iabeticNNephropathyeNMolecularkNutritionkandk
FoodkResearchcN2020cNmkcNeigggghl
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39 xnNestimationNmethodNforNinferenceNofNgeneNregulatoryNnetdworkNusingNyayesianNnetworkNwithN
unitingNofNpartialNproblemseNBMCkGenomicscN2012cNhjNSupplNhcNShi 4.5 7

38 SequentialNPrologNmachineNPαKeNNewkGenerationkComputingcN1986cNkcNlhdmm 0.9 7

37 xnNestimationNmethodNforNaNcellulardstatedspecificNgeneNregulatoryNnetworkNalongNtreedstructuredN
geneNexpressionNprofileseNGenecN2013cNlhocNhndil 3.8 6

36 TheNdipeptidylNpeptidasedkNW PPdkXNinhibitorNteneligliptinNenhancesNbrownNadiposeNtissueNfunctioncN
therebyNpreventingNobesityNinNmiceeNFEBSkOpenkBiocN2018cNocNhnoidhnpj 2.7 6

35 HeterogeneousN atabaseNβederationNUsingNGridNTechnologyNforN rugN iscoveryNProcesseNLecturek
NoteskinkComputerkSciencecN2005cNkjdli 0.9 5

34
LongNnondcodingNRNxNijhggmpygjRikNfunctionsNasNaNsuppressorNofNUcphNexpressionNunderN
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33 yoneNmarrowNcavityNsegmentationNusingNgraphdcutsNwithNwaveletdbasedNtextureNfeatureeNJournalkofk
BioinformaticskandkComputationalkBiologycN2017cNhlcNhnkgggk 1 4

32 βunctionalNspecializationNinNregulationNandNqualityNcontrolNinNthermalNadaptiveNevolutioneNGeneskTok
CellscN2015cNigcNpkjdll 2.3 4

31 PerfectNHammingNcodeNwithNaNhashNtableNforNfasterNgenomeNmappingeNBMCkGenomicscN2011cNhiN
SupplNjcNSo 4.5 4

30 zhromatinNj NReconstructionNfromNzhromosomalNzontactsNUsingNaNGeneticNxlgorithmeNIEEE/ACMk
TransactionskonkComputationalkBiologykandkBioinformaticscN2019cNhmcNhmigdhmim 3 4

29 GlycerolNkinaseNstimulatesNuncouplingNproteinNhNexpressionNbyNregulatingNfattyNacidNmetabolismNinN
beigeNadipocyteseNJournalkofkBiologicalkChemistrycN2020cNiplcNngjjdngkl 5.4 4

28 URHkpNexportsNmRNxNbyNremodelingNcomplexNformationNandNmediatingNtheNNXβhddependentN
pathwayeNBiochimicakEtkBiophysicakActak-kGenekRegulatorykMechanismscN2020cNhomjcNhpkkog 6 3

27 αxplorationNofNpotentialNgenomicNportraitsNassociatedNwithNintrahepaticNrecurrenceNinNhumanN
hepatocellularNcarcinomaeNAnnalskofkSurgicalkOncologycN2010cNhncNjhkldlk 3.1 3

26 TissuedspecificNfunctionsNbasedNonNinformationNcontentNofNgeneNontologyNusingNcapNanalysisNgeneN
expressioneNMedicalkandkBiologicalkEngineeringkandkComputingcN2007cNklcNhgipdjm 3.1 3

25 xNmethodNforNsimilarityNsearchNofNgenomicNpositionalNexpressionNusingNzxGαeNPLoSkGeneticscN2006cNicNekk6 3

24  etectingNshiftsNinNgeneNregulatoryNnetworksNduringNtimedcourseNexperimentsNatNsingledtimedpointN
temporalNresolutioneNJournalkofkBioinformaticskandkComputationalkBiologycN2015cNhjcNhlkjggi 1 2

23 xNSegmentationNMethodNforNyoneNMarrowNzavityNImagingNUsingNGraphNzutsN2014cN 2

22 xNGraphNzutsNImageNSegmentationNMethodNforNQuantifyingNyarrierNPermeationNinNyoneNTissueN2014cN 2

21 xNchallengeNtowardsNnextdgenerationNresearchNinfrastructureNforNadvancedNlifeNscienceeNNewk
GenerationkComputingcN2004cNiicNhlndhmm 0.9 2

20 OsteoclastsNadaptNtoNphysioxiaNperturbationNthroughN NxNdemethylationeNEMBOkReportscN2021cNiicNeljgjl6.5 2

19 MetagenomeNfragmentNclassificationNbasedNonNmultipleNmotifdoccurrenceNprofileseNPeerJcN2014cNicNellp 3.1 2

18
 eterminingNhomologousNrecombinationNdeficiencyNscoresNwithNwholeNexomeNsequencingNandNtheirN
associationNwithNresponsesNtoNneoadjuvantNchemotherapyNinNbreastNcancereNTranslationalkOncologycN
2021cNhkcNhggpom

4.9 2

17 SzdJNMβqNsingledcellNclusteringNintegratingNmultipleNquantificationNmethodsNbasedNonNjointN
nondnegativeNmatrixNfactorizationeNPeerJcN2021cNpcNehigon 3.1 2

16 ThrombomodulinNinducesNantidinflammatoryNeffectsNbyNinhibitingNtheNrollingNadhesionNofNleukocytesN
in´ vivoeNJournalkofkPharmacologicalkSciencescN2020cNhkjcNhndii 3.7 1
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15 ImprovementNofNdetectionNperformanceNofNfusionNgenesNfromNRNxdseqNdataNbyNclusteringNshortN
readseNJournalkofkBioinformaticskandkComputationalkBiologycN2019cNhncNhpkgggo 1 1

14 ImprovedNPredictionNMethodNforNProteinNInteractionsNUsingNyothNStructuralNandNβunctionalN
zharacteristicsNofNProteinseNIPSJkTransactionskonkBioinformaticscN2010cNjcNhgdij 1.3 1

13 xNzombinationNMethodNofNtheNTanimotoNzoefficientNandNProximityNMeasureNofNRandomNβorestNforN
zompoundNxctivityNPredictioneNIPSJkDigitalkCouriercN2008cNkcNijodikp 1

12 xNpriorityNcontrolNsystemNforNORdparallelNPrologNandNitsNperformanceNevaluationeNLecturekNoteskink
ComputerkSciencecN1993cNkidlj 0.9 1

11 zomparativeNxnalysisNofNTransformationNMethodsNforNGeneNαxpressionNProfilesNinNyreastNzancerN
 atasetsN2016cN 1

10 xNsimpleNcomparisonNofNtheNextrinsicNnoiseNinNgeneNexpressionNbetweenNnativeNandNforeignN
regulationsNinNαscherichiaNcolieNBiochemicalkandkBiophysicalkResearchkCommunicationscN2017cNkomcNolidoln3.4 0

9 IntroductionNofNdosimNpredicateNtoNPrologeNNewkGenerationkComputingcN1990cNocNhmjdhoh 0.9 0

8 xutomatedNtransitionNanalysisNofNactivatedNgeneNregulationNduringNdiauxicNnutrientNshiftNinN
αscherichiaNcoliNandNadipocyteNdifferentiationNinNmouseNcellseNBMCkBioinformaticscN2018cNhpcNop 3.6

7 xNMethodNforNIsoformNPredictionNfromNRNxdSeqN ataNbyNIterativeNMappingeNIPSJkTransactionskonk
BioinformaticscN2012cNlcNindjj 1.3

6 xN istributeddProcessingNSystemNforNxcceleratingNyiologicalNResearchNUsingN atadStagingeNIPSJk
DigitalkCouriercN2008cNkcNilgdilm

5 xnNefficientNprocedureNforNmaintainingNmaterializedNviewsNonNdistributedNdatabaseNsystemseN
SystemskandkComputerskinkJapancN2000cNjhcNomdpm

4 xnNapplicationNofNanNORdParallelNPrologNsystemNtoNphylogeneticNanalysiseNHigher-OrderkandkSymbolick
ComputationcN1994cNncNihhdiip

3 zompounddTransporterNInteractionNStudiesNusingNzanonicalNzorrelationNxnalysiseNChem-Biok
InformaticskJournalcN2007cNncNikdjk 0.8

2 InferenceNofNTβRNsNWiXeNMethodskinkMolecularkBiologycN2014cNhhmkcNpndhgn 1.4

1  etectionNofNyiomarkersNforNαpithelialdMesenchymalNTransitionNwithNSingledzellNTrajectoryN
InferenceeeNFrontierskinkBiosciencecN2022cNincNhin
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