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85 TRmirqOxOzomprehensiveOResourceOforOHumanOTranscriptionalORegulatoryOInformationOofOMiRNxseeO
FrontiersminmGeneticscO2022cOhjcOogoplg 4.5

84 TFdMarkerqOaOcomprehensiveOmanuallyOcuratedOdatabaseOforOtranscriptionOfactorsOandOrelatedO
markersOinOspecificOcellOandOtissueOtypesOinOhumaneeONucleicmAcidsmResearchcO2022cOlgcODkgidDkhi 20.1 2

83 zharacterizationOandOValidationOofOceRNxdMediatedOPathwaydPathwayOzrosstalkONetworksOxcrossO
EightOMajorOzardiovascularODiseaseseeOFrontiersminmCellmandmDevelopmentalmBiologycO2022cOhgcOnmihip 5.7 0

82 TcoFyaseqOaOcomprehensiveOdatabaseOforOdecodingOtheOregulatoryOtranscriptionOcodfactorsOinOhumanO
andOmouseeONucleicmAcidsmResearchcO2021cO 20.1 3

81 zancerOzRzqOxOzomprehensiveOzancerOzoreOTranscriptionalORegulatoryOzircuitOResourceOandO
xnalysisOPlatformeOFrontiersminmOncologycO2021cOhhcOnmhngg 5.3 1

80 OpenxnnotateqOaOwebOserverOtoOannotateOtheOchromatinOaccessibilityOofOgenomicOregionseONucleicm
AcidsmResearchcO2021cOkpcOWkojdWkpg 20.1 3

79 TRlncqOaOcomprehensiveOdatabaseOforOhumanOtranscriptionalOregulatoryOinformationOofOlncRNxseO
BriefingsminmBioinformaticscO2021cOiicOhpipdhpjp 13.4 12

78 LncSExqOaOplatformOforOlongOnondcodingORNxOrelatedOsetsOandOenrichmentOanalysiseONucleicmAcidsm
ResearchcO2021cOkpcODpmpdDpog 20.1 15

77 VxRxdbqOaOcomprehensiveOvariationOannotationOdatabaseOforOhumaneONucleicmAcidsmResearchcO2021cO
kpcODhkjhdDhkkk 20.1 4

76 xTxzdbqOaOcomprehensiveOhumanOchromatinOaccessibilityOdatabaseeONucleicmAcidsmResearchcO2021cO
kpcODlldDmk 20.1 4

75 zomPxTqOxOzomprehensiveOPathwayOxnalysisOToolseOLecturemNotesminmComputermSciencecO2021cOhgpdhig 0.9 1

74 xlterationsOofORNxOsplicingOpatternsOinOesophagusOsquamousOcellOcarcinomaeOCellmandmBiosciencecO
2021cOhhcOjm 9.8 1

73 LargedscaleOandOhighdresolutionOmassOspectrometrydbasedOproteomicsOprofilingOdefinesOmolecularO
subtypesOofOesophagealOcancerOforOtherapeuticOtargetingeONaturemCommunicationscO2021cOhicOkpmh 17.4 9

72 DifferentialORNxOexpressionOprofilesOandOcompetingOendogenousORNxdassociatedOregulatoryO
networksOduringOtheOprogressionOofOatherosclerosiseOEpigenomicscO2021cOhjcOppdhhi 4.4 2

71 MiRNxdMediatedOSubpathwayOIdentificationOandONetworkOModuleOxnalysisOtoORevealOPrognosticO
MarkersOinOHumanOPancreaticOzancereOFrontiersminmGeneticscO2020cOhhcOmgmpkg 4.5 1

70 zharacterizationOofOsuperdenhancerdassociatedOfunctionalOlncRNxsOactingOasOceRNxsOinOESzzeO
MolecularmOncologycO2020cOhkcOiigjdiijg 7.9 15

69
IdentificationOofOlncRNxdassociatedOdifferentialOsubnetworksOinOoesophagealOsquamousOcellO
carcinomaObyOdifferentialOcodexpressionOanalysiseOJournalmofmCellularmandmMolecularmMedicinecO2020cO
ikcOkogkdkoho
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68
TPmjcOSOXicOandOKLFlOEstablishOaOzoreORegulatoryOzircuitryOThatOzontrolsOEpigeneticOandO
TranscriptionOPatternsOinOEsophagealOSquamousOzellOzarcinomaOzellOLineseOGastroenterologycO2020cO
hlpcOhjhhdhjineehp

13.3 29

67 ENdbqOaOmanuallyOcuratedOdatabaseOofOexperimentallyOsupportedOenhancersOforOhumanOandOmouseeO
NucleicmAcidsmResearchcO2020cOkocODlhdDln 20.1 15

66 KnockTFqOaOcomprehensiveOhumanOgeneOexpressionOprofileOdatabaseOwithOknockdownfknockoutOofO
transcriptionOfactorseONucleicmAcidsmResearchcO2020cOkocODpjdDhgg 20.1 19

65 HiFreSPqOxOnovelOhighdfrequencyOsubdpathwayOminingOapproachOtoOidentifyOrobustOprognosticOgeneO
signatureseOBriefingsminmBioinformaticscO2020cOihcOhkhhdhkik 13.4 6

64 MacrophagedEnrichedOlncRNxORxPIxqOxONovelOTherapeuticOTargetOforOxtherosclerosiseO
Arteriosclerosis,mThrombosis,mandmVascularmBiologycO2020cOkgcOhkmkdhkno 9.4 16

63 IntegrativeOEpigenomicOxnalysisOofOTranscriptionalORegulationOofOHumanOzircRNxseOFrontiersminm
GeneticscO2020cOhhcOlpgmni 4.5 2

62 SEanalysisqOaOwebOtoolOforOsuperdenhancerOassociatedOregulatoryOanalysiseONucleicmAcidsmResearchcO
2019cOkncOWikodWill 20.1 24

61 RezircqOpredictionOofOcircRNxOexpressionOandOfunctionOthroughOprobeOreannotationOofOnondcircRNxO
microarrayseOMolecularmOmicscO2019cOhlcOhlgdhmj 4.4 3

60 TopologicallyOinferringOactiveOmiRNxdmediatedOsubpathwaysOtowardOpreciseOcancerOclassificationObyO
directedOrandomOwalkeOMolecularmOncologycO2019cOhjcOiihhdiiim 7.9 5

59 TRzircqOaOresourceOforOtranscriptionalOregulationOinformationOofOcircRNxseOBriefingsminmBioinformaticscO
2019cOigcOijindijjj 13.4 35

58 SuperdEnhancerdxssociatedOLongONoncodingORNxOHzzLlOIsOxctivatedObyOZEyhOandOPromotesOtheO
MalignancyOofOHepatocellularOzarcinomaeOCancermResearchcO2019cOnpcOlnidlok 10.1 66

57 cedSubpathwayqOIdentificationOofOceRNxdmediatedOsubpathwaysOviaOjointOpowerOofOceRNxsOandO
pathwayOtopologieseOJournalmofmCellularmandmMolecularmMedicinecO2019cOijcOpmndpok 5.6 9

56 SEdbqOaOcomprehensiveOhumanOsuperdenhancerOdatabaseeONucleicmAcidsmResearchcO2019cOkncODijldDikj 20.1 87

55 SuperdEnhancerdDrivenOLongONondzodingORNxOLINzghlgjcORegulatedObyOTPmjcOIsOOverdExpressedO
andOOncogenicOinOSquamousOzellOzarcinomaeOGastroenterologycO2018cOhlkcOihjndihlheeh 13.3 108

54 IdentificationOofOdistinctOmutationalOpatternsOandOnewOdriverOgenesOinOoesophagealOsquamousOcellO
carcinomasOandOadenocarcinomaseOGutcO2018cOmncOhnmpdhnnp 19.2 62

53 IdentificationOandOanalysisOofOaOkeyOlongOnondcodingORNxsOXlncRNxsZdassociatedOmoduleOrevealO
functionalOlncRNxsOinOcardiacOhypertrophyeOJournalmofmCellularmandmMolecularmMedicinecO2018cOiicOopidpgj 5.6 8

52 zodactivationOofOsuperdenhancerddrivenOzzxThObyOTPmjOandOSOXiOpromotesOsquamousOcancerO
progressioneONaturemCommunicationscO2018cOpcOjmhp 17.4 104

51 MxSxNqOaOnovelOstagingOsystemOforOprognosisOofOpatientsOwithOoesophagealOsquamousOcellO
carcinomaeOBritishmJournalmofmCancercO2018cOhhocOhknmdhkok 8.7 8
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50 InferenceOofOpatientdspecificOsubpathwayOactivitiesOrevealsOaOfunctionalOsignatureOassociatedOwithO
theOprognosisOofOpatientsOwithObreastOcancereOJournalmofmCellularmandmMolecularmMedicinecO2018cOiicOkjgkdkjhm5.6 8

49 LncRNxsiPathwaysqOIdentifyingOtheOpathwaysOinfluencedObyOaOsetOofOlncRNxsOofOinterestObasedOonOaO
globalOnetworkOpropagationOmethodeOScientificmReportscO2017cOncOkmlmm 4.9 13

48 TheOglobalOviewOofOmRNxdrelatedOceRNxOcrossdtalksOacrossOcardiovascularOdiseaseseOScientificm
ReportscO2017cOncOhghol 4.9 22

47 TheOLncRNxOzonnectivityOMapqOUsingOLncRNxOSignaturesOtoOzonnectOSmallOMoleculescOLncRNxscOandO
DiseaseseOScientificmReportscO2017cOncOmmll 4.9 19

46 IntegrativeOPathwayOxnalysisOofOGenesOandOMetabolitesORevealsOMetabolismOxbnormalOSubpathwayO
RegionsOandOModulesOinOEsophagealOSquamousOzellOzarcinomaeOMoleculescO2017cOiicO 4.8 7

45
SubpathwaydzorSPqOIdentificationOofOmetabolicOsubpathwaysOviaOintegratingOexpressionOcorrelationsO
andOtopologicalOfeaturesObetweenOmetabolitesOandOgenesOofOinterestOwithinOpathwayseOScientificm
ReportscO2016cOmcOjjimi

4.9 11

44 MiRSExqODiscoveringOtheOpathwaysOregulatedObyOdysfunctionalOMicroRNxseOOncotargetcO2016cOncOllghidllgil3.3 9

43 RWzFusionqOidentifyingOphenotypedspecificOcancerOdriverOgeneOfusionsObasedOonOfusionOpairOrandomO
walkOscoringOmethodeOOncotargetcO2016cOncOmhglkdmhgmo 3.3 4

42
zonstructionOandOanalysisOofOcardiacOhypertrophydassociatedOlncRNxdmRNxOnetworkObasedOonO
competitiveOendogenousORNxOrevealOfunctionalOlncRNxsOinOcardiacOhypertrophyeOOncotargetcO2016cO
ncOhgoindkg

3.3 87

41 SubpathwaydLNzEqOIdentifyOdysfunctionalOsubpathwaysOcompetitivelyOregulatedObyOlncRNxsO
throughOintegratingOlncRNxdmRNxOexpressionOprofileOandOpathwayOtopologieseOOncotargetcO2016cOncOmpolndmpong3.3 16

40
xOtruncatedOspliceOvariantOofOhumanOlysylOoxidasedlikeOiOpromotesOmigrationOandOinvasionOinO
esophagealOsquamousOcellOcarcinomaeOInternationalmJournalmofmBiochemistrymandmCellmBiologycO2016cO
nlcOoldpo

5.6 20

39
ProteindcodingOgenesOcombinedOwithOlongOnondcodingORNxsOpredictOprognosisOinOesophagealO
squamousOcellOcarcinomaOpatientsOasOaOnovelOclinicalOmultiddimensionalOsignatureeOMolecularm
BioSystemscO2016cOhicOjkmndjknn

29

38 IdentificationOofOaOlncRNxOinvolvedOfunctionalOmoduleOforOesophagealOcancerOsubtypeseOMolecularm
BioSystemscO2016cOhicOjjhidjjij 9

37 xOnovelOdysregulatedOpathwaydidentificationOanalysisObasedOonOglobalOinfluenceOofOwithindpathwayO
effectsOandOcrosstalkObetweenOpathwayseOJournalmofmthemRoyalmSocietymInterfacecO2015cOhicOighkgpjn 4.1 11

36 IntegrativeOanalysisOofOlungOdevelopmentdcancerOexpressionOassociationsOrevealsOtheOrolesOofO
signaturesOwithOinverseOexpressionOpatternseOMolecularmBioSystemscO2015cOhhcOhinhdok 7

35 zharacterizingOandOoptimizingOhumanOanticancerOdrugOtargetsObasedOonOtopologicalOpropertiesOinO
theOcontextOofObiologicalOpathwayseOJournalmofmBiomedicalmInformaticscO2015cOlkcOhjidkg 10.2 1

34 PrioritizationOofOrheumatoidOarthritisOriskOsubpathwaysObasedOonOglobalOimmuneOsubpathwayO
interactionOnetworkOandOrandomOwalkOstrategyeOMolecularmBioSystemscO2015cOhhcOipomdpn 5

33 xOglobalOviewOofOnetworkOofOlncRNxsOandOtheirObindingOproteinseOMolecularmBioSystemscO2015cOhhcOmlmdmj 19
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32 TopologicallyOinferringOpathwayOactivityOtowardOpreciseOcancerOclassificationOviaOintegratingO
genomicOandOmetabolomicOdataqOprostateOcancerOasOaOcaseeOScientificmReportscO2015cOlcOhjhpi 4.9 22

31 ESExqODiscoveringOtheODysregulatedOPathwaysObasedOonOEdgeOSetOEnrichmentOxnalysiseOScientificm
ReportscO2015cOlcOhjgkk 4.9 23

30 GlobalOPrioritizationOofODiseaseOzandidateOMetabolitesOyasedOonOaOMultidomicsOzompositeONetworkeO
ScientificmReportscO2015cOlcOhnigh 4.9 29

29
IdentificationOofOsubtypeOspecificOmiRNxdmRNxOfunctionalOregulatoryOmodulesOinOmatchedO
miRNxdmRNxOexpressionOdataqOmultipleOmyelomaOasOaOcaseeOBioMedmResearchmInternationalcO2015cO
ighlcOlghimi

3 5

28 SystematicOanalysisOofOtheOassociationsObetweenOadverseOdrugOreactionsOandOpathwayseOBioMedm
ResearchmInternationalcO2015cOighlcOmngpkp 3 6

27 IntegrationOofOpathwayOstructureOinformationOintoOaOreweightedOpartialOzoxOregressionOapproachOforO
survivalOanalysisOonOhighddimensionalOgeneOexpressionOdataeOMolecularmBioSystemscO2015cOhhcOhonmdom 5

26 SubpathwaydGMirqOidentifyingOmiRNxdmediatedOmetabolicOsubpathwaysObyOintegratingO
conditiondspecificOgenescOmicroRNxscOandOpathwayOtopologieseOOncotargetcO2015cOmcOjphlhdmk 3.3 18

25 FunctionalOcombinationOstrategyOforOprioritizationOofOhumanOmiRNxOtargeteOGenecO2014cOljjcOhjidkh 3.8 9

24 TheOdetectionOofOriskOpathwayscOregulatedObyOmiRNxscOviaOtheOintegrationOofOsampledmatchedO
miRNxdmRNxOprofilesOandOpathwayOstructureeOJournalmofmBiomedicalmInformaticscO2014cOkpcOhondpn 10.2 8

23 IdentificationOofOdifferentiallyOexpressedOgenesOandOtheirOsubpathwaysOinOrecurrentOversusOprimaryO
boneOgiantOcellOtumorseOInternationalmJournalmofmOncologycO2014cOklcOhhjjdki 4.4 7

22
FunctionalOanalysisOofOtheOmRNxOprofileOofOneutrophilOgelatinasedassociatedOlipocalinO
overexpressionOinOesophagealOsquamousOcellOcarcinomaOusingOmultipleObioinformaticOtoolseO
MolecularmMedicinemReportscO2014cOhgcOhoggdhi

2.9 3

21 NetworkObasedOanalysesOofOgeneOexpressionOprofileOofOLzNiOoverexpressionOinOesophagealO
squamousOcellOcarcinomaeOScientificmReportscO2014cOkcOlkgj 4.9 21

20 MPINetqOmetaboliteOpathwayOidentificationOviaOcouplingOofOglobalOmetaboliteOnetworkOstructureOandO
metabolomicOprofileeOBioMedmResearchmInternationalcO2014cOighkcOjilmpn 3 10

19 IdentificationOofOmiRNxdmediatedOcoreOgeneOmoduleOforOgliomaOpatientOpredictionObyOintegratingO
highdthroughputOmiRNxcOmRNxOexpressionOandOpathwayOstructureeOPLoSmONEcO2014cOpcOepmpgo 3.7 23

18 PrioritizingOcandidateOdiseaseOmetabolitesObasedOonOglobalOfunctionalOrelationshipsObetweenO
metabolitesOinOtheOcontextOofOmetabolicOpathwayseOPLoSmONEcO2014cOpcOehgkpjk 3.7 17

17 WalkingOtheOinteractomeOtoOidentifyOhumanOmiRNxddiseaseOassociationsOthroughOtheOfunctionalOlinkO
betweenOmiRNxOtargetsOandOdiseaseOgeneseOBMCmSystemsmBiologycO2013cOncOhgh 3.5 184

16 TopologicallyOinferringOriskdactiveOpathwaysOtowardOpreciseOcancerOclassificationObyOdirectedO
randomOwalkeOBioinformaticscO2013cOipcOihmpdnn 7.2 46

15 SubpathwaydGMqOidentificationOofOmetabolicOsubpathwaysOviaOjointOpowerOofOinterestingOgenesOandO
metabolitesOandOtheirOtopologiesOwithinOpathwayseONucleicmAcidsmResearchcO2013cOkhcOehgh 20.1 85

(2013-2015)
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14 xlleledspecificObehaviorOofOmolecularOnetworksqOunderstandingOsmalldmoleculeOdrugOresponseOinO
yeasteOPLoSmONEcO2013cOocOeljloh 3.7 3

13 DissectionOofOmiRNxdmiRNxOinteractionOinOesophagealOsquamousOcellOcarcinomaeOPLoSmONEcO2013cOocOenjhph3.7 24

12 zomprehensiveObioinformationOanalysisOofOtheOmRNxOprofileOofOfascinOknockdownOinOesophagealO
squamousOcellOcarcinomaeOAsianmPacificmJournalmofmCancermPreventioncO2013cOhkcOniihdn 1.7 7

11 IdentifyingOdiseaseOrelatedOsubdpathwaysOforOanalysisOofOgenomedwideOassociationOstudieseOGenecO
2012cOlgjcOhghdp 3.8 14

10 zNVDqOtextOminingdbasedOcopyOnumberOvariationOinOdiseaseOdatabaseeOHumanmMutationcO2012cOjjcOEijnldoh4.7 23

9 zharacterizingOtheOnetworkOofOdrugsOandOtheirOaffectedOmetabolicOsubpathwayseOPLoSmONEcO2012cOncOeknjim3.7 26

8 SimilarityOmeasuresOforOcontentdbasedOimageOretrievalObasedOonOintuitionisticOfuzzyOsetOtheoryeO
JournalmofmComputerscO2012cOncO 1.4 6

7 MiRNxdmiRNxOsynergisticOnetworkqOconstructionOviaOcodregulatingOfunctionalOmodulesOandOdiseaseO
miRNxOtopologicalOfeatureseONucleicmAcidsmResearchcO2011cOjpcOoildjm 20.1 218

6 TheOimplicationsOofOrelationshipsObetweenOhumanOdiseasesOandOmetabolicOsubpathwayseOPLoSmONEcO
2011cOmcOeihhjh 3.7 39

5 DOSimqOanOROpackageOforOsimilarityObetweenOdiseasesObasedOonODiseaseOOntologyeOBMCm
BioinformaticscO2011cOhicOimm 3.6 65

4 IdentificationOofOpathwaysOinvolvedOinOpaclitaxelOactivityOinOcervicalOcancereOAsianmPacificmJournalmofm
CancermPreventioncO2011cOhicOppdhgi 1.7 3

3 SubpathwayMinerqOaOsoftwareOpackageOforOflexibleOidentificationOofOpathwayseONucleicmAcidsm
ResearchcO2009cOjncOehjh 20.1 143

2 TPmjcOSOXiOandOKLFlOEstablishOzoreORegulatoryOzircuitryOandOzonstructOzancerOSpecificOEpigenomeO
inOEsophagealOSquamousOzellOzarcinoma 1

1 OpenxnnotateqOaOwebOserverOtoOannotateOtheOchromatinOaccessibilityOofOgenomicOregions 7
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