
Giulia Federici

List of Publications by Year
in descending order

Source: https://exaly.com/author-pdf/4638009/publications.pdf

Version: 2024-02-01

28

papers

855

citations

12

h-index

758635

18

g-index

839053

28

all docs

28

docs citations

28

times ranked

1793

citing authors



Giulia Federici

2

# Article IF Citations

1 TAZ is required for metastatic activity and chemoresistance of breast cancer stem cells. Oncogene,
2015, 34, 681-690. 2.6 287

2 Variants of uncertain significance in the era of high-throughput genome sequencing: a lesson from
breast and ovary cancers. Journal of Experimental and Clinical Cancer Research, 2020, 39, 46. 3.5 108

3 Dexamethasone targeted directly to macrophages induces macrophage niches that promote erythroid
expansion. Haematologica, 2015, 100, 178-187. 1.7 59

4 Concise Review: Stem Cellâ€•Derived Erythrocytes as Upcoming Players in Blood Transfusion. Stem Cells,
2012, 30, 1587-1596. 1.4 56

5 Proliferation State and Polo-Like Kinase1 Dependence of Tumorigenic Colon Cancer Cells. Stem Cells,
2012, 30, 1819-1830. 1.4 53

6 Preclinical rationale for TGF-Î² inhibition as a therapeutic target for the treatment of myelofibrosis.
Experimental Hematology, 2016, 44, 1138-1155.e4. 0.2 38

7 Erythropoietin Activates Cell Survival Pathways in Breast Cancer Stemâ€“like Cells to Protect Them
from Chemotherapy. Cancer Research, 2013, 73, 6393-6400. 0.4 37

8 Preparation and Use of Reverse Protein Microarrays. Current Protocols in Protein Science, 2014, 75,
27.7.1-27.7.29. 2.8 36

9 C-Met/miR-130b axis as novel mechanism and biomarker for castration resistance state acquisition.
Oncogene, 2017, 36, 3718-3728. 2.6 35

10
Systems Analysis of the NCI-60 Cancer Cell Lines by Alignment of Protein Pathway Activation Modules
with â€œ-OMICâ€• Data Fields and Therapeutic Response Signatures. Molecular Cancer Research, 2013, 11,
676-685.

1.5 34

11
Transcriptomic and phosphoâ€•proteomic analyzes of erythroblasts expanded <i>in vitro</i> from
normal donors and from patients with polycythemia vera. American Journal of Hematology, 2013, 88,
723-729.

2.0 32

12 Diagnostic and prognostic potential of the proteomic profiling of serum-derived extracellular
vesicles in prostate cancer. Cell Death and Disease, 2021, 12, 636. 2.7 20

13 Renal cancer: new models and approach for personalizing therapy. Journal of Experimental and
Clinical Cancer Research, 2018, 37, 217. 3.5 17

14 Interplay between Endoplasmic Reticulum (ER) Stress and Autophagy Induces Mutant p53H273
Degradation. Biomolecules, 2020, 10, 392. 1.8 13

15 Clinical variability at the mild end of <i>BRAT1</i> â€•related spectrum: Evidence from two families with
genotypeâ€“phenotype discordance. Human Mutation, 2022, 43, 67-73. 1.1 9

16 Breast cancer stem cells: a new target for therapy. Oncology, 2011, 25, 25-8, 30. 0.4 8

17 Inhibition of the mTOR pathway and reprogramming of protein synthesis by MDM4 reduce ovarian
cancer metastatic properties. Cell Death and Disease, 2021, 12, 558. 2.7 7

18 Phosphoproteomic Landscaping Identifies Non-canonical cKIT Signaling in Polycythemia Vera Erythroid
Progenitors. Frontiers in Oncology, 2019, 9, 1245. 1.3 6



3

Giulia Federici

# Article IF Citations

19 Functional Classification of the ATM Variant c.7157C>A and In Vitro Effects of Dexamethasone.
Frontiers in Genetics, 2021, 12, 759467. 1.1 0

20 Abstract 2925: Protein pathway activation mapping of the NCI60 cell line series: Discovery of
lineage-independent protein biomarkers for drug sensitivity/resistance prediction. , 2011, , . 0

21 Abstract 3312: Protein activation pathway analysis of glioblastoma stem cells reveals potential novel
biomarkers. , 2011, , . 0

22 Abstract 4911: Systems level network analysis of NCI60 cell lines by alignment of protein pathway
activation modules with multiple -omic data fields and therapeutic response signatures. , 2012, , . 0

23 Transcriptosome and Phospho-Proteomic Analyses of Erythroblasts Expanded in Vitro From Normal
Donors (ND) and From Patients with Polycythemia Vera (PV).. Blood, 2012, 120, 2860-2860. 0.6 0

24
Different Stress Responses Mediate the Massive Erythroblast Expansion Occurring in Cultures of
Human Progenitor Cells Derived From Cord Blood and Adult Blood in the Presence of Glucocorticoid
Receptor Agonists.. Blood, 2012, 120, 2339-2339.

0.6 0

25
Differential Modulation Of cKIT Signaling By CD63 Dictates The Magnitude Of Response To Stem Cell
Factor Of Erythroblasts From Adult Blood, Cord Blood and Polycythemia Vera. Blood, 2013, 122,
2850-2850.

0.6 0

26 Abstract LB-040: Establishment of a predictive patient-derived xenograft model for renal cell
carcinoma. , 2016, , . 0

27 Phosphoproteomic Landscaping Unveils Constitutive cKIT Activation in Human Erythroblasts from
Polycythemia Vera (PV) Patients. Blood, 2016, 128, 399-399. 0.6 0

28
Establishment of patient-derived renal cell carcinoma (RCC) models based on orthotopic xenografts
(PDX) and cancer stem cell (CSC) isolation to provide prognostic and predictive information.. Journal
of Clinical Oncology, 2017, 35, e16055-e16055.

0.8 0


