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j Paper IF Citations

183 ”everagingKhostXgeneticsKandKgutKmicrobiotaKtoKdetermineKimmunocompetenceKinKpigsYKAnimalg
MicrobiomeWK2021WKeWKif 4.1 0

182 ImmunevwXlKaKstrategyKforKtheKgeneticKimprovementKofKimmuneKcompetenceKinKsustralianKsngusK
cattleYKJournalgofgAnimalgScienceWK2021WKkkWK 0.7 3

181 NetworkKsnalysesKPredictKSmallKRNssKThatK×ightK×odulateKyeneKwxpressionKinKtheKTestisKandK
wpididymisKofKtullsYKFrontiersgingGeneticsWK2021WKcdWKhcbcch 4.5 1

180
vevelopmentKofKsngusKSteerSw”wuTlKaKgenomicXbasedKtoolKtoKidentifyKperformanceKdifferencesKofK
sustralianKsngusKsteersKduringKfeedlotKfinishinglKPhaseKcKvalidationYKAnimalgProductiongScienceWK
2021WK

1.4 3

179 sKgeneKcoXassociationKnetworkKregulatingKgutKmicrobialKcommunitiesKinKaKvurocKpigKpopulationYK
MicrobiomeWK2021WKkWKgd 16.6 6

178 IdentificationKofKPredictorKyenesKforKxeedKwfficiencyKinKteefKuattleKbyKspplyingK×achineK”earningK
×ethodsKtoK×ultiXTissueKTranscriptomeKvataYKFrontiersgingGeneticsWK2021WKcdWKhckjgi 4.5 5

177 sKconservedKhaplotypeKinKWagyuKcattleKcontainsKRstfsKwhoseKencodedKproteinKregulatesKglucoseK
traffickingKinKmuscleKandKfatKcellsYKAnimalgGeneticsWK2021WKgdWKdigXdje 2.5

176 uhromatinKaccessibilityKandKregulatoryKvocabularyKacrossKindicineKcattleKtissuesYKGenomegBiologyWK
2021WKddWKdie 18.3 4

175 tiasWKdispersionWKandKaccuracyKofKgenomicKpredictionsKforKfeedlotKandKcarcaseKtraitsKinKsustralianK
sngusKsteersYKGeneticsgSelectiongEvolutionWK2021WKgeWKii 4.9 0

174 sKsystemsKbiologyKframeworkKintegratingKyWsSKandKRNsXseqKtoKshedKlightKonKtheKmolecularKbasisK
ofKspermKqualityKinKswineYKGeneticsgSelectiongEvolutionWK2020WKgdWKid 4.9 4

173 IdentificationKandKsnnotationKofKPotentialKxunctionKofKRegulatoryKsntisenseK”ongKNonXuodingK
RNssKRelatedKtoKxeedKwfficiencyKinKtullsYKInternationalgJournalgofgMoleculargSciencesWK2020WKdcWK 6.3 4

172 InKsilicoKvalidationKofKpooledKgenotypingKstrategiesKforKgenomicKevaluationKinKsngusKcattleYKJournalg
ofgAnimalgScienceWK2020WKkjWK 0.7 2

171 SelectionKsignaturesKinKtropicalKcattleKareKenrichedKforKpromoterKandKcodingKregionsKandKrevealK
missenseKmutationsKinKtheKdamageKresponseKgeneKzw”tYKGeneticsgSelectiongEvolutionWK2020WKgdWKdi 4.9 10

170 yeneKregulationKcouldKbeKattributedKtoKTuxeKandKotherKkeyKtranscriptionKfactorsKinKtheKmuscleKofK
pubertalKheifersYKVeterinarygMedicinegandgScienceWK2020WKhWKhkgXicb 2.1 2

169 vynamicsKofKyeneKuoXexpressionKNetworksKinKTimeXSeriesKvatalKsKuaseKStudyKinKwmbryogenesisYK
FrontiersgingGeneticsWK2020WKccWKgci 4.5 3

168 yeneKNetworksKvrivingKyeneticKVariationKinK×ilkKandKuheeseX×akingKTraitsKofKSpanishKsssafKSheepYK
GenesWK2020WKccWK 4.2 6

167 yeneKexpressionKidentifiesKmetabolicKandKfunctionalKdifferencesKbetweenKintramuscularKandK
subcutaneousKadipocytesKinKcattleYKBMCgGenomicsWK2020WKdcWKii 4.5 9
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166 yeneticKregulatorsKofKmineralKamountKinKNeloreKcattleKmuscleKpredictedKbyKaKnewKcoXexpressionKandK
regulatoryKimpactKfactorKapproachYKScientificgReportsWK2020WKcbWKjfeh 4.9 4

165 yenomeXWideKuoXwxpressionKvistributionsKasKaK×etricKtoKPrioritizeKyenesKofKxunctionalKImportanceYK
GenesWK2020WKccWK 4.2 1

164 UnravellingKstudentKevaluationsKofKcoursesKandKteachersYKCogentgEducationWK2020WKiWKciicjeb 0.9

163 wxploringKtheKRegulatoryKPotentialKofK”ongKNonXuodingKRNsKinKxeedKwfficiencyKofKIndicineKuattleYK
GenesWK2020WKccWK 4.2 7

162 XKchromosomeKvariantsKareKassociatedKwithKmaleKfertilityKtraitsKinKtwoKbovineKpopulationsYKGeneticsg
SelectiongEvolutionWK2020WKgdWKfh 4.9 3

161 NetworksKofKinbreedingKcoefficientsKinKaKselectedKpopulationKofKrabbitsYKJournalgofgAnimalgBreedingg
andgGeneticsWK2020WKceiWKgkkXhbj 2.9 1

160 TheKwfficacyKofKSunitinibKTreatmentKofKRenalKuancerKuellsKIsKsssociatedKwithKtheKProteinKPzsXKInK
VitroYKBiologyWK2020WKkWK 4.9 1

159 SystemsKtiologyKRevealsKandKasK“eyKRegulatorsKofKxeedKwfficiencyKinKteefKuattleYKFrontiersging
GeneticsWK2019WKcbWKdeb 4.5 15

158 scrossXsexKgenomicXassistedKgeneticKcorrelationsKforKsexXinfluencedKtraitsKinKtrahmanKcattleYK
GeneticsgSelectiongEvolutionWK2019WKgcWKfc 4.9 1

157 PooledKgenotypingKstrategiesKforKtheKrapidKconstructionKofKgenomicKreferenceKpopulationscYK
JournalgofgAnimalgScienceWK2019WKkiWKfihcXfihk 0.7 8

156 yreenlipKsbaloneKSTKyenomeKandKProteinKsnalysisKProvidesKInsightsKintoK×aturationKandKSpawningYK
G3:gGenestgGenomestgGeneticsWK2019WKkWKebhiXebij 3.2 5

155 tiologicalKNetworkKspproachKforKtheKIdentificationKofKRegulatoryK”ongKNonXuodingKRNssK
sssociatedKWithK×etabolicKwfficiencyKinKuattleYKFrontiersgingGeneticsWK2019WKcbWKcceb 4.5 18

154
NeuropeptidomeKofKtheKzypothalamusKandKPituitaryKylandKofKIndicineKˆ�KTaurineKzeiferslKwvidenceK
ofKvifferentialKNeuropeptideKProcessingKinKtheKPituitaryKylandKbeforeKandKafterKPubertyYKJournalgofg
ProteomegResearchWK2018WKciWKcjgdXcjhg

5.6 8

153 SheepKgenomeKfunctionalKannotationKrevealsKproximalKregulatoryKelementsKcontributedKtoKtheK
evolutionKofKmodernKbreedsYKNaturegCommunicationsWK2018WKkWKjgk 17.4 61

152 ×ammalianKgenomicKregulatoryKregionsKpredictedKbyKutilizingKhumanKgenomicsWKtranscriptomicsWK
andKepigeneticsKdataYKGigaScienceWK2018WKiWKcXci 7.6 19

151 WeightingKgenomicKandKgenealogicalKinformationKforKgeneticKparameterKestimationKandKbreedingK
valueKpredictionKinKtropicalKbeefKcattleYKJournalgofgAnimalgScienceWK2018WKkhWKhcdXhci 0.7 4

150 uonvergentKwvolutionKofKSlickKuoatKinKuattleKthroughKTruncationK×utationsKinKtheKProlactinK
ReceptorYKFrontiersgingGeneticsWK2018WKkWKgi 4.5 32

149 WKWKandKwmergeKasKPredictedKRegulatorsKofKfgdKvifferentiallyKwxpressedKyenesKsssociatedKWithK
PubertyKinKtrahmanKzeifersYKFrontiersgingGeneticsWK2018WKkWKji 4.5 16

(2018-2020)
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148 wvaluationKofKnonadditiveKeffectsKinKyearlingKweightKofKtropicalKbeefKcattleYKJournalgofgAnimalg
ScienceWK2018WKkhWKfbdjXfbef 0.7 8

147 yenomicKPredictionKofKtreedingKValuesKUsingKaKSubsetKofKSNPsKIdentifiedKbyKThreeK×achineK
”earningK×ethodsYKFrontiersgingGeneticsWK2018WKkWKdei 4.5 54

146 RsPIvKuO××UNIusTIONlKsKhaplotypeKinformationKtheoryKmethodKrevealsKgenesKofKevolutionaryK
interestKinKwuropeanKvsYKssianKpigsYKJournalgofgAnimalgScienceWK2018WKkhWKebhfXebhk 0.7 2

145 SemiXparametricKestimatesKofKpopulationKaccuracyKandKbiasKofKpredictionsKofKbreedingKvaluesKandK
futureKphenotypesKusingKtheK”RKmethodYKGeneticsgSelectiongEvolutionWK2018WKgbWKge 4.9 52

144 vominanceKandKepistaticKgeneticKvariancesKforKlitterKsizeKinKpigsKusingKgenomicKmodelsYKGeneticsg
SelectiongEvolutionWK2018WKgbWKic 4.9 19

143 uombiningKmultiXO×IusKinformationKtoKidentifyKkeyXregulatorKgenesKforKpleiotropicKeffectKonK
fertilityKandKproductionKtraitsKinKbeefKcattleYKPLoSgONEWK2018WKceWKebdbgdkg 3.7 22

142 ×ultiXTissueKTranscriptomeKProfilingKofKNorthKsmericanKverivedKstlanticKSalmonYKFrontiersging
GeneticsWK2018WKkWKehk 4.5 6

141 PreXKandKpostXpubertyKexpressionKofKgenesKandKproteinsKinKtheKuterusKofKtosKindicusKheiferslKtheK
lutealKphaseKeffectKpostXpubertyYKAnimalgGeneticsWK2018WKfkWKgekXgfk 2.5 8

140
IdentificationKofKdifferentiallyKexpressedKreproductiveKandKmetabolicKproteinsKinKtheKfemaleK
abaloneKSzaliotisKlaevigataTKgonadKfollowingKartificialKinductionKofKspawningYKComparativeg
BiochemistrygandgPhysiologygPartgD:gGenomicsgandgProteomicsWK2017WKdfWKcdiXcej

2 3

139 sKPathwayXuenteredKsnalysisKofKPigKvomesticationKandKtreedingKinKwurasiaYKG3:gGenestgGenomestg
GeneticsWK2017WKiWKdcicXdcjf 3.2 6

138
yonadalKreproductiveKandKmetabolicKproteinsKofKmaleKabaloneKzaliotisKlaevigataKSvonovanWKcjbjTK
assessedKbyKtargetedKmassKspectrometryKafterKartificialKinductionKofKspawningYKAquacultureg
ResearchWK2017WKfjWKhbbkXhbcg

1.9

137 ×itochondrialKmetabolismlKaKdriverKofKenergyKutilisationKandKproductKqualityqYKAnimalgProductiong
ScienceWK2017WKgiWKddbf 1.4 7

136 uhickenKmuscleKmitochondrialKcontentKappearsKcoXordinatelyKregulatedKandKisKassociatedKwithK
performanceKphenotypesYKBiologygOpenWK2017WKhWKgbXgj 2.2 12

135 ×olecularKregulationKofKhighKmuscleKmassKinKdevelopingKtlondeKdRsquitaineKcattleKfoetusesYKBiologyg
OpenWK2017WKhWKcfjeXcfkd 2.2 8

134 vataKcompressionKcanKdiscriminateKbroilersKbyKselectionKlineWKdetectKhaplotypesWKandKestimateK
geneticKpotentialKforKcomplexKphenotypesYKPoultrygScienceWK2017WKkhWKebecXebej 3.9 4

133 ProgesteroneKsignallingKinKbroilerKskeletalKmuscleKisKassociatedKwithKdivergentKfeedKefficiencyYKBMCg
SystemsgBiologyWK2017WKccWKdk 3.5 21

132 wvaluationKofKnonXadditiveKgeneticKvariationKinKfeedXrelatedKtraitsKofKbroilerKchickensYKPoultryg
ScienceWK2017WKkhWKigfXihe 3.9 4

131 TheKRheritabilityRKofKdomesticationKandKitsKfunctionalKpartitioningKinKtheKpigYKHeredityWK2017WKccjWKchbXchj3.6 5
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130 ProteogenomicsKRevealsKwnrichedKRibosomeKsssemblyKandKProteinKTranslationKinKofKzighKxeedK
wfficiencyKPedigreeKtroilerK×alesYKFrontiersgingPhysiologyWK2017WKjWKebh 4.6 17

129 TheKtosKtaurusXtosKindicusKbalanceKinKfertilityKandKmilkKrelatedKgenesYKPLoSgONEWK2017WKcdWKebcjckeb 3.7 9

128 ylobalKdifferentialKgeneKexpressionKinKtheKpituitaryKglandKandKtheKovariesKofKpreXKandKpostpubertalK
trahmanKheifersYKJournalgofgAnimalgScienceWK2017WKkgWKgkk 0.7 10

127 yenomicKinbreedingKdepressionKforKclimaticKadaptationKofKtropicalKbeefKcattleYKJournalgofgAnimalg
ScienceWK2017WKkgWKejbkXejdc 0.7 18

126 yenomicKanalysesKofKtropicalKbeefKcattleKfertilityKbasedKonKgenotypingKpoolsKofKtrahmanKcowsKwithK
unknownKpedigreeYKJournalgofgAnimalgScienceWK2016WKkfWKfbkhXfcbj 0.7 18

125 PolymorphismsKandKgenesKassociatedKwithKpubertyKinKheifersYKTheriogenologyWK2016WKjhWKeeeXk 2.8 8

124 IdentificationKofKyeneKNetworksKforKResidualKxeedKIntakeKinKsngusKuattleKUsingKyenomicKPredictionK
andKRNsXseqYKPLoSgONEWK2016WKccWKebcgddif 3.7 50

123 ProteomicsKofKtreastK×uscleKTissueKsssociatedKwithKtheKPhenotypicKwxpressionKofKxeedKwfficiencyK
withinKaKPedigreeK×aleKtroilerK”inelKIYKzighlightKonK×itochondriaYKPLoSgONEWK2016WKccWKebcgghik 3.7 28

122 TranscriptomeKanalysesKidentifyKfiveKtranscriptionKfactorsKdifferentiallyKexpressedKinKtheK
hypothalamusKofKpostXKversusKprepubertalKtrahmanKheifersYKJournalgofgAnimalgScienceWK2016WKkfWKehkeXeibd0.7 16

121 yenomicKstructureKandKmarkerXderivedKgeneKnetworksKforKgrowthKandKmeatKqualityKtraitsKofK
trazilianKNeloreKbeefKcattleYKBMCgGenomicsWK2016WKciWKdeg 4.5 21

120 sKregulatoryKgeneKnetworkKrelatedKtoKtheKporcineKumamiKtasteKreceptorKSTsScRcaTsScReTYKAnimalg
GeneticsWK2016WKfiWKccfXk 2.5 5

119 NonXadditiveKgeneticKvariationKinKgrowthWKcarcassKandKfertilityKtraitsKofKbeefKcattleYKGeneticsg
SelectiongEvolutionWK2015WKfiWKdh 4.9 40

118 ”ongitudinalKmuscleKgeneKexpressionKpatternsKassociatedKwithKdifferentialKintramuscularKfatKinK
cattleYKAnimalWK2015WKkWKhgbXk 3.1 32

117 yenomeXwideKassociationKforKtheKoutcomeKofKfixedXtimeKartificialKinseminationKofKtrahmanKheifersK
inKnorthernKsustraliaYKJournalgofgAnimalgScienceWK2015WKkeWKgcckXdi 0.7 8

116 ProspectingKmajorKgenesKinKdairyKbuffaloesYKBMCgGenomicsWK2015WKchWKjid 4.5 56

115 uompressionKdistanceKcanKdiscriminateKanimalsKbyKgeneticKprofileWKbuildKrelationshipKmatricesKandK
estimateKbreedingKvaluesYKGeneticsgSelectiongEvolutionWK2015WKfiWKij 4.9 6

114 yenomicKcorrelationlKharnessingKtheKbenefitKofKcombiningKtwoKunrelatedKpopulationsKforKgenomicK
selectionYKGeneticsgSelectiongEvolutionWK2015WKfiWKjf 4.9 24

113 ”owKfrequencyKofKYKanomalyKdetectedKinKsustralianKtrahmanKcowXherdsYKMetagGeneWK2015WKeWKgkXhc 0.7 2

(2015-2017)
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112
SystemsKbiologyKanalysisKmergingKphenotypeWKmetabolomicKandKgenomicKdataKidentifiesKNonXS×uK
uondensinKIKuomplexWKSubunitKyKSNusPyTKandKcellularKmaintenanceKprocessesKasKmajorKcontributorsK
toKgeneticKvariabilityKinKbovineKfeedKefficiencyYKPLoSgONEWK2015WKcbWKebcdfgif

3.7 26

111 RNxcfKisKaKregulatorKofKmitochondrialKandKimmuneKfunctionKinKmuscleYKBMCgSystemsgBiologyWK2014WK
jWKcb 3.5 3

110 PostXpartumKanoestrusKinKtropicalKbeefKcattlelKsKsystemsKapproachKcombiningKgeneKexpressionKandK
genomeXwideKassociationKresultsYKLivestockgScienceWK2014WKchhWKcgjXchh 1.7 7

109 TheKextentKofKlinkageKdisequilibriumKinKbeefKcattleKbreedsKusingKhighXdensityKSNPKgenotypesYK
GeneticsgSelectiongEvolutionWK2014WKfhWKdd 4.9 73

108 InformationKcompressionKexploitsKpatternsKofKgenomeKcompositionKtoKdiscriminateKpopulationsKandK
highlightKregionsKofKevolutionaryKinterestYKBMCgBioinformaticsWK2014WKcgWKhh 3.6 12

107 xromKSNPKcoXassociationKtoKRNsKcoXexpressionlKnovelKinsightsKintoKgeneKnetworksKforKintramuscularK
fattyKacidKcompositionKinKporcineYKBMCgGenomicsWK2014WKcgWKded 4.5 31

106 sKmarkerXderivedKgeneKnetworkKrevealsKtheKregulatoryKroleKofKPPsRyucsWKzNxfyWKandKxOXPeKinK
intramuscularKfatKdepositionKofKbeefKcattleYKJournalgofgAnimalgScienceWK2014WKkdWKdjedXfg 0.7 45

105 ×ultiXtissueKomicsKanalysesKrevealKmolecularKregulatoryKnetworksKforKpubertyKinKcompositeKbeefK
cattleYKPLoSgONEWK2014WKkWKecbdggc 3.7 71

104 TheKgeneticKarchitectureKofKclimaticKadaptationKofKtropicalKcattleYKPLoSgONEWK2014WKkWKeccedjf 3.7 68

103 NumericalKanalysisKofKintensityKsignalsKresultingKfromKgenotypingKpooledKvNsKsamplesKinKbeefK
cattleKandKbroilerKchickenYKJournalgofgAnimalgScienceWK2014WKkdWKcjifXjg 0.7 7

102 sKmultiXtraitWKmetaXanalysisKforKdetectingKpleiotropicKpolymorphismsKforKstatureWKfatnessKandK
reproductionKinKbeefKcattleYKPLoSgGeneticsWK2014WKcbWKecbbfckj 6 139

101 ”inkageKdisequilibriumKoverKshortKphysicalKdistancesKmeasuredKinKsheepKusingKaKhighXdensityKSNPK
chipYKAnimalgGeneticsWK2014WKfgWKigfXi 2.5 65

100 VariationKinKgenesKinvolvedKinKepigeneticKprocessesKoffersKinsightsKintoKtropicallyKadaptedKcattleK
diversityYKFrontiersgingGeneticsWK2014WKgWKjk 4.5 1

99 uharacterizationKofKtheKporcineKnutrientKandKtasteKreceptorKgeneKrepertoireKinKdomesticKandKwildK
populationsKacrossKtheKglobeYKBMCgGenomicsWK2014WKcgWKcbgi 4.5 20

98 SensoryKrewiringKinKanKecholocatorlKgenomeXwideKmodificationKofKretinogenicKandKauditoryKgenesKinK
theKbatK×yotisKdavidiiYKG3:gGenestgGenomestgGeneticsWK2014WKfWKcjdgXeg 3.2 5

97 INsPeuTlKINtegrativeKPlatformKforKuancerKTranscriptomicsYKCancergInformaticsWK2014WKceWKgkXhh 2.4 7

96 wvidenceKforKpleiotropismKandKrecentKselectionKinKtheKP”sycKregionKinKsustralianKteefKcattleYK
AnimalgGeneticsWK2013WKffWKhehXfi 2.5 72

95 yenomicKregionsKassociatedKwithKfertilityKtraitsKinKmaleKandKfemaleKcattlelKadvancesKfromK
microsatellitesKtoKhighXdensityKchipsKandKbeyondYKAnimalgReproductiongScienceWK2013WKcfcWKcXck 2.1 35
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94 InferringKtheKinKvivoKcellularKprogramKofKdevelopingKbovineKskeletalKmuscleKfromKexpressionKdataYK
GenegExpressiongPatternsWK2013WKceWKcbkXdg 1.5 11

93 sKsystemsKbiologyKapproachKusingKmetabolomicKdataKrevealsKgenesKandKpathwaysKinteractingKtoK
modulateKdivergentKgrowthKinKcattleYKBMCgGenomicsWK2013WKcfWKikj 4.5 42

92 sssociationKweightKmatrixlKaKnetworkXbasedKapproachKtowardsKfunctionalKgenomeXwideKassociationK
studiesYKMethodsgingMoleculargBiologyWK2013WKcbckWKfeiXfi 1.4 14

91 vetectionKofKquantitativeKtraitKlociKinKtosKindicusKandKtosKtaurusKcattleKusingKgenomeXwideK
associationKstudiesYKGeneticsgSelectiongEvolutionWK2013WKfgWKfe 4.9 33

90
sccuracyKofKpredictionKofKgenomicKbreedingKvaluesKforKresidualKfeedKintakeKandKcarcassKandKmeatK
qualityKtraitsKinKtosKtaurusWKtosKindicusWKandKcompositeKbeefKcattleYKJournalgofgAnimalgScienceWK2013WK
kcWKebjjXcbf

0.7 111

89 yeneKexpressionKphenotypesKforKlipidKmetabolismKandKintramuscularKfatKinKskeletalKmuscleKofKcattleYK
JournalgofgAnimalgScienceWK2013WKkcWKcccdXdj 0.7 35

88 yenomeXwideKassociationKstudyKforKinhibinWKluteinizingKhormoneWKinsulinXlikeKgrowthKfactorKcWK
testicularKsizeKandKsemenKtraitsKinKbovineKspeciesYKAndrologyWK2013WKcWKhffXgb 4.2 62

87 treedingKandKyeneticsKSymposiumlKnetworksKandKpathwaysKtoKguideKgenomicKselectionYKJournalgofg
AnimalgScienceWK2013WKkcWKgeiXgd 0.7 46

86
treedingKandKyeneticsKSymposiumlKbuildingKsingleKnucleotideKpolymorphismXderivedKgeneK
regulatoryKnetworkslKTowardsKfunctionalKgenomewideKassociationKstudiesYKJournalgofgAnimalg
ScienceWK2013WKkcWKgebXh

0.7 27

85 TheKintegrityKofKspermKchromatinKinKyoungKtropicalKcompositeKbullsYKTheriogenologyWK2012WKijWK
edhXeeWKeeeYecXf 2.8 20

84
ProteomicKanalysisKofKtheKabomasalKmucosalKresponseKfollowingKinfectionKbyKtheKnematodeWK
zaemonchusKcontortusWKinKgeneticallyKresistantKandKsusceptibleKsheepYKJournalgofgProteomicsWK2012WK
igWKdcfcXgd

3.9 21

83 teyondKdifferentialKexpressionlKtheKquestKforKcausalKmutationsKandKeffectorKmoleculesYKBMCg
GenomicsWK2012WKceWKegh 4.5 73

82 snKslwaysKuorrelatedKgeneKexpressionKlandscapeKforKovineKskeletalKmuscleWKlessonsKlearntKfromK
comparisonKwithKanKMequivalentMKbovineKlandscapeYKBMCgResearchgNotesWK2012WKgWKhed 2.3 4

81
yeneKnetworkKanalysesKofKfirstKserviceKconceptionKinKtrangusKheiferslKuseKofKgenomeKandKtraitK
associationsWKhypothalamicXtranscriptomeKinformationWKandKtranscriptionKfactorsYKJournalgofgAnimalg
ScienceWK2012WKkbWKdjkfXkbh

0.7 50

80 xindingKgenesKforKeconomicallyKimportantKtraitslKtrahmanKcattleKpubertyYKAnimalgProductiongScience
WK2012WKgdWKcfe 1.4 75

79 yeneKregulatoryKnetworkKinferencelKevaluationKandKapplicationKtoKovarianKcancerKallowsKtheK
prioritizationKofKdrugKtargetsYKGenomegMedicineWK2012WKfWKfc 14.4 104

78 PorcineKtissueXspecificKregulatoryKnetworksKderivedKfromKmetaXanalysisKofKtheKtranscriptomeYKPLoSg
ONEWK2012WKiWKefhcgk 3.7 13

77 ×uscleXspecificKgeneKexpressionKisKunderscoredKbyKdifferentialKstressorKresponsesKandKcoexpressionK
changesYKFunctionalgandgIntegrativegGenomicsWK2012WKcdWKkeXcbe 3.8 3

(2012-2013)
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76
PhysiologyKandKwndocrinologyKSymposiumlKzowKsingleKnucleotideKpolymorphismKchipsKwillKadvanceK
ourKknowledgeKofKfactorsKcontrollingKpubertyKandKaidKinKselectingKreplacementKbeefKfemalesYK
JournalgofgAnimalgScienceWK2012WKkbWKccgdXhg

0.7 36

75 yenomeXwideKassociationKstudiesKofKfemaleKreproductionKinKtropicallyKadaptedKbeefKcattleYKJournalg
ofgAnimalgScienceWK2012WKkbWKcekjXfcb 0.7 106

74
uandidateKgenesKassociatedKwithKtesticularKdevelopmentWKspermKqualityWKandKhormoneKlevelsKofK
inhibinWKluteinizingKhormoneWKandKinsulinXlikeKgrowthKfactorKcKinKtrahmanKbullsYKBiologygofg
ReproductionWK2012WKjiWKgj

3.9 59

73 vivergentKghrelinKexpressionKpatternsKinKsheepKgeneticallyKresistantKorKsusceptibleKtoK
gastrointestinalKnematodesYKVeterinarygParasitologyWK2011WKcjcWKckfXdbd 2.8 8

72 sKtooleanXbasedKsystemsKbiologyKapproachKtoKpredictKnovelKgenesKassociatedKwithKcancerlK
spplicationKtoKcolorectalKcancerYKBMCgSystemsgBiologyWK2011WKgWKeg 3.5 50

71 yenomeXwideKpatternsKofKpromoterKsharingKandKcoXexpressionKinKbovineKskeletalKmuscleYKBMCg
GenomicsWK2011WKcdWKde 4.5 12

70 uhronicKexposureKtoKanabolicKsteroidsKinducesKtheKmuscleKexpressionKofKoxytocinKandKaKmoreKthanK
fiftyfoldKincreaseKinKcirculatingKoxytocinKinKcattleYKPhysiologicalgGenomicsWK2011WKfeWKfhiXij 3.6 38

69 vetectionKofKchromosomeKsegmentsKofKzebuKandKtaurineKoriginKandKtheirKeffectKonKbeefKproductionK
andKgrowthYKJournalgofgAnimalgScienceWK2011WKjkWKdbgbXhb 0.7 27

68 sKsingleKnucleotideKpolymorphismXderivedKregulatoryKgeneKnetworkKunderlyingKpubertyKinKdK
tropicalKbreedsKofKbeefKcattleYKJournalgofgAnimalgScienceWK2011WKjkWKchhkXje 0.7 79

67 UsingKregulatoryKandKepistaticKnetworksKtoKextendKtheKfindingsKofKaKgenomeKscanlKidentifyingKtheK
geneKdriversKofKpigmentationKinKmerinoKsheepYKPLoSgONEWK2011WKhWKedccgj 3.7 27

66 wukaryoticKevolutionaryKtransitionsKareKassociatedKwithKextremeKcodonKbiasKinKfunctionallyXrelatedK
proteinsYKPLoSgONEWK2011WKhWKedgfgi 3.7 11

65 TheKevolutionKofKtropicalKadaptationlKcomparingKtaurineKandKzebuKcattleYKAnimalgGeneticsWK2010WKfcWKfhiXii2.5 53

64 NematodeKchallengeKinducesKdifferentialKexpressionKofKoxidantWKantioxidantKandKmucousKgenesK
downKtheKlongitudinalKaxisKofKtheKsheepKgutYKParasitegImmunologyWK2010WKedWKehXfh 2.2 29

63 PuITlKanKRKpackageKforKweightedKgeneKcoXexpressionKnetworksKbasedKonKpartialKcorrelationKandK
informationKtheoryKapproachesYKBioinformaticsWK2010WKdhWKfccXe 7.2 63

62 RegulatoryKimpactKfactorslKunravelingKtheKtranscriptionalKregulationKofKcomplexKtraitsKfromK
expressionKdataYKBioinformaticsWK2010WKdhWKjkhXkbf 7.2 116

61 sssociationKweightKmatrixKforKtheKgeneticKdissectionKofKpubertyKinKbeefKcattleYKProceedingsgofgtheg
NationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaWK2010WKcbiWKcehfdXi 11.5 104

60 SkeletalKmuscleKspecificKgenesKnetworksKinKcattleYKFunctionalgandgIntegrativegGenomicsWK2010WKcbWKhbkXcj 3.8 21

59 TranscriptionKprofilingKprovidesKinsightsKintoKgeneKpathwaysKinvolvedKinKhornKandKscursK
developmentKinKcattleYKBMCgGenomicsWK2010WKccWKeib 4.5 29
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58 TheKinterplayKbetweenKevolutionWKregulationKandKtissueKspecificityKinKtheKzumanKzereditaryK
viseasomeYKBMCgGenomicsWK2010WKccKSupplKfWKSde 4.5 5

57 sKgenomicsXinformedWKSNPKassociationKstudyKrevealsKxt”NcKandKxstPfKasKcontributingKtoK
resistanceKtoKfleeceKrotKinKsustralianK×erinoKsheepYKBMCgVeterinarygResearchWK2010WKhWKdi 2.7 18

56 ×odelKselectionKinKaKglobalKanalysisKofKaKmicroarrayKexperimentYKJournalgofgAnimalgScienceWK2009WKjiWKjjXkj0.7 4

55 SireKandKgrowthXpathKeffectsKonKsheepKmeatKproductionYKeYKxascicularKstructureKofKlambKloinKmuscleK
SmYKlongissimusKlumborumTKandKtheKimpactKonKeatingKqualityYKAnimalgProductiongScienceWK2009WKfkWKdek 1.4 5

54 sKdifferentialKwiringKanalysisKofKexpressionKdataKcorrectlyKidentifiesKtheKgeneKcontainingKtheKcausalK
mutationYKPLoSgComputationalgBiologyWK2009WKgWKecbbbejd 5 150

53 ×icroarrayXbasedKdetectionKofKvirusesKcausingKvesicularKorKvesicularXlikeKlesionsKinKlivestockKanimalsYK
VeterinarygMicrobiologyWK2009WKceeWKcfgXge 3.3 23

52 TheKcombinedKeffectKofKSNPXmarkerKandKphenotypeKattributesKinKgenomeXwideKassociationKstudiesYK
AnimalgGeneticsWK2009WKfbWKcfkXgh 2.5 19

51 yeneKexpressionKpatternsKduringKintramuscularKfatKdevelopmentKinKcattleYKJournalgofgAnimalgScience
WK2009WKjiWKcckXeb 0.7 137

50 InferringKtheKtranscriptionalKlandscapeKofKbovineKskeletalKmuscleKbyKintegratingKcoXexpressionK
networksYKPLoSgONEWK2009WKfWKeidfk 3.7 51

49 UsingKaKevKvirtualKmuscleKmodelKtoKlinkKgeneKexpressionKchangesKduringKmyogenesisKtoKproteinK
spatialKlocationKinKmuscleYKBMCgSystemsgBiologyWK2008WKdWKjj 3.5 4

48 yastrointestinalKnematodeKchallengeKinducesKsomeKconservedKgeneKexpressionKchangesKinKtheKgutK
mucosaKofKgeneticallyKresistantKsheepYKInternationalgJournalgforgParasitologyWK2008WKejWKfecXfd 4.3 78

47 yeneKexpressionKprofilingKofKporcineKperipheralKbloodKleukocytesKafterKinfectionKwithKsctinobacillusK
pleuropneumoniaeYKVeterinarygImmunologygandgImmunopathologyWK2008WKcdcWKdhbXif 2 12

46 uombiningKpartialKcorrelationKandKanKinformationKtheoryKapproachKtoKtheKreversedKengineeringKofK
geneKcoXexpressionKnetworksYKBioinformaticsWK2008WKdfWKdfkcXi 7.2 212

45 vissectionKofKbeefKqualityKphenotypesKusingKaKmyogeninKnetworkXanchoredKsystemsKbiologyK
approachYKAustraliangJournalgofgExperimentalgAgricultureWK2008WKfjWKcbge 1

44 IdentificationKofKimmuneKgenesKandKproteinsKinvolvedKinKtheKresponseKofKbovineKmammaryKtissueKtoK
StaphylococcusKaureusKinfectionYKBMCgVeterinarygResearchWK2008WKfWKcj 2.7 85

43 ×iningKtissueKspecificityWKgeneKconnectivityKandKdiseaseKassociationKtoKrevealKaKsetKofKgenesKthatK
modifyKtheKactionKofKdiseaseKcausingKgenesYKBioDatagMiningWK2008WKcWKj 4.3 28

42 sKvalidatedKwholeXgenomeKassociationKstudyKofKefficientKfoodKconversionKinKcattleYKGeneticsWK2007WK
cihWKcjkeXkbg 4 138

41 yeneKexpressionKstudiesKofKdevelopingKbovineKlongissimusKmuscleKfromKtwoKdifferentKbeefKcattleK
breedsYKBMCgDevelopmentalgBiologyWK2007WKiWKkg 3.1 102

(2007-2010)
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40 IdentificationKofKaKgeneKnetworkKcontributingKtoKhypertrophyKinKcallipygeKskeletalKmuscleYK
PhysiologicalgGenomicsWK2007WKdjWKdgeXid 3.6 60

39 StressXinducedKgeneKexpressionKprofilingKinKtheKblackKtigerKshrimpKPenaeusKmonodonYKPhysiologicalg
GenomicsWK2007WKecWKcdhXej 3.6 55

38 yeneKexpressionKprofilingKofKzerefordKShorthornKcattleKfollowingKchallengeKwithKtoophilusK
microplusKtickKlarvaeYKAustraliangJournalgofgExperimentalgAgricultureWK2007WKfiWKceki 38

37 SimultaneousKidentificationKofKdifferentialKgeneKexpressionKandKconnectivityKinKinflammationWK
adipogenesisKandKcancerYKBioinformaticsWK2006WKddWKdekhXfbf 7.2 56

36 yeneKexpressionXbasedKapproachesKtoKbeefKqualityKresearchYKAustraliangJournalgofgExperimentalg
AgricultureWK2006WKfhWKchg 15

35 ParasiticKcastrationKbyKtheKdigenianKtrematodeKsllopodocotyleKspYKaltersKgeneKexpressionKinKtheK
brainKofKtheKhostKmolluscKzaliotisKasininaYKFEBSgLettersWK2006WKgjbWKeihkXif 3.8 9

34 sKgeneKcoexpressionKnetworkKforKbovineKskeletalKmuscleKinferredKfromKmicroarrayKdataYK
PhysiologicalgGenomicsWK2006WKdjWKihXje 3.6 26

33 yeneKexpressionKprofilingKofKbovineKskeletalKmuscleKinKresponseKtoKandKduringKrecoveryKfromK
chronicKandKsevereKundernutritionYKJournalgofgAnimalgScienceWK2006WKjfWKedekXgb 0.7 54

32 vifferentialKgeneKexpressionKofKwheatKprogenyKwithKcontrastingKlevelsKofKtranspirationKefficiencyYK
PlantgMoleculargBiologyWK2006WKhcWKjheXjc 4.6 42

31 yeneKexpressionKprofilingKofKbovineKinKvitroKadipogenesisKusingKaKcvNsKmicroarrayYKFunctionalgandg
IntegrativegGenomicsWK2006WKhWKdegXfk 3.8 50

30 TranscriptionalKresponseKofKsugarcaneKrootsKtoKmethylKjasmonateYKPlantgScienceWK2005WKchjWKihcXiid 5.3 50

29 yeneKexpressionKprofilingKofKmuscleKtissueKinKtrahmanKsteersKduringKnutritionalKrestrictionYKJournalg
ofgAnimalgScienceWK2005WKjeWKcXcd 0.7 96

28 yeneKexpressionKprofilingKofKovineKskinKandKwoolKfollicleKdevelopmentKusingKaKcombinedKovineKXK
bovineKskinKcvNsKmicroarrayYKAustraliangJournalgofgExperimentalgAgricultureWK2005WKfgWKjhi 15

27 PotentialKforKrecombinantKtabesiaKbovisKantigensKtoKprotectKagainstKaKhighlyKvirulentKisolateYK
ParasitegImmunologyWK2005WKdiWKfekXfg 2.2 17

26 uonstructionKandKvalidationKofKaKtovineKInnateKImmuneK×icroarrayYKBMCgGenomicsWK2005WKhWKceg 4.5 53

25 TranscriptionalKprofilingKofKskeletalKmuscleKtissueKfromKtwoKbreedsKofKcattleYKMammaliangGenomeWK
2005WKchWKdbcXcb 3.2 124

24 sKrapidKmethodKforKcomputationallyKinferringKtranscriptomeKcoverageKandKmicroarrayKsensitivityYK
BioinformaticsWK2005WKdcWKjbXk 7.2 27

23 ValidationKofKalternativeKmethodsKofKdataKnormalizationKinKgeneKcoXexpressionKstudiesYK
BioinformaticsWK2005WKdcWKcccdXdb 7.2 46

Toni Reverter-Gomez

10



22
TranscriptionalKprofilingKofKmuscleKtissueKinKgrowingKJapaneseKtlackKcattleKtoKidentifyKgenesK
involvedKwithKtheKdevelopmentKofKintramuscularKfatYKAustraliangJournalgofgExperimentalgAgricultureWK
2005WKfgWKjbk

31

21 uonstructionKofKgeneKinteractionKandKregulatoryKnetworksKinKbovineKskeletalKmuscleKfromK
expressionKdataYKAustraliangJournalgofgExperimentalgAgricultureWK2005WKfgWKjdc 11

20
sKmixedXmodelKapproachKforKtheKanalysisKofKcvNsKmicroarrayKgeneKexpressionKdataKfromK
extremeXperformingKpigsKafterKinfectionKwithKsctinobacillusKpleuropneumoniaeYKJournalgofgAnimalg
ScienceWK2004WKjdWKcdhcXic

0.7 34

19
yeneticKandKphenotypicKcharacterisationKofKanimalWKcarcassWKandKmeatKqualityKtraitsKfromKtemperateK
andKtropicallyKadaptedKbeefKbreedsYKdYKsbattoirKcarcassKtraitsYKAustraliangJournalgofgAgriculturalg
ResearchWK2003WKgfWKcck

47

18
yeneticKandKphenotypicKcharacterisationKofKanimalWKcarcassWKandKmeatKqualityKtraitsKfromKtemperateK
andKtropicallyKadaptedKbeefKbreedsYKfYKuorrelationsKamongKanimalWKcarcassWKandKmeatKqualityKtraitsYK
AustraliangJournalgofgAgriculturalgResearchWK2003WKgfWKcfk

82

17 yeneticKandKphenotypicKcharacterisationKofKanimalWKcarcassWKandKmeatKqualityKtraitsKfromKtemperateK
andKtropicallyKadaptedKbeefKbreedsYYKAustraliangJournalgofgAgriculturalgResearchWK2003WKgfWKcbi 34

16
yeneticKandKphenotypicKcharacterisationKofKanimalWKcarcassWKandKmeatKqualityKtraitsKfromKtemperateK
andKtropicallyKadaptedKbeefKbreedsYKeYK×eatKqualityKtraitsYKAustraliangJournalgofgAgriculturalg
ResearchWK2003WKgfWKceg

60

15 sKcomparisonKofKmethodsKtoKpreXadjustKdataKforKsystematicKenvironmentalKeffectsKinKgeneticK
evaluationKofKsheepYKLivestockgScienceWK2002WKigWKdjcXdkc 2

14 PurebredXcrossbredKperformanceKandKgeneticKevaluationKofKpostweaningKgrowthKandKcarcassKtraitsK
inKtosKindicusKxKtosKtaurusKcrossesKinKsustraliaYKJournalgofgAnimalgScienceWK2002WKjbWKcjbcXj 0.7 30

13 wstimationKofKgeneticKcovariancesKwithKmethodKRYKJournalgofgAnimalgScienceWK2001WKikWKhbgXcg 0.7 7

12
SourcesKofKvariationKinKmechanicalKshearKforceKmeasuresKofKtendernessKinKbeefKfromKtropicallyK
adaptedKgenotypesWKeffectsKofKdataKeditingKandKtheirKimplicationsKforKgeneticKparameterKestimationYK
AustraliangJournalgofgExperimentalgAgricultureWK2001WKfcWKkkc

25

11 yeneticKanalysesKofKliveXanimalKultrasoundKandKabattoirKcarcassKtraitsKinKsustralianKsngusKandK
zerefordKcattleYKJournalgofgAnimalgScienceWK2000WKijWKcijhXkg 0.7 71

10 sssessingKtheKefficiencyKofKmultiplicativeKmixedKmodelKequationsKtoKaccountKforKheterogeneousK
varianceKacrossKherdsKinKcarcassKscanKtraitsKfromKbeefKcattleYKJournalgofgAnimalgScienceWK1997WKigWKcfiiXjg0.7 7

9 spproximateKconfidenceKintervalsKforKheritabilityKfromKmethodKRKestimatesYKJournalgofgAnimalg
ScienceWK1997WKigWKdbfcXh 0.7 10

8 TheKroleKofKdifferentKpedigreeKstructuresKonKtheKsamplingKvarianceKofKheritabilityKestimatesYKJournalg
ofgAnimalgScienceWK1997WKigWKdeggXhc 0.7 1

7 TheKrateKofK”XlactateKproductionlKaKfeasibleKparameterKforKtheKfreshKdilutedKboarKsemenKqualityK
analysisYKAnimalgReproductiongScienceWK1996WKfeWKchcXcid 2.1 15

6 ”X”suTsTwKPROvUuTIONlKsKxwsSIt”wKPsRs×wTwRKxORKTzwKxRwSzKtOsRKSw×wNKQUs”ITYK
sNs”YSISYKReproductiongingDomesticgAnimalsWK1995WKecWKdgeXdgf 1.6

5 ×ethodKRKvarianceKcomponentsKprocedurelKapplicationKonKtheKsimpleKbreedingKvalueKmodelYK
JournalgofgAnimalgScienceWK1994WKidWKddfiXge 0.7 57

(1994-2005)
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4 wffectsKofKgrowthKcurveKparametersKonKcowKefficiencyYKJournalgofgAnimalgScienceWK1992WKibWKdhhjXid 0.7 32

3 IntegratedKtranscriptomeWKvNsKmethylomeKandKchromatinKstateKaccessibilityKlandscapesKrevealK
regulatorsKofKstlanticKsalmonKmaturation 2

2 sssociationKanalysisKofKlociKimpliedKinKâ��bufferingâ��Kepistasis 1

1 yeneticKregulatorsKofKmineralKamountKinKNeloreKcattleKmuscleKpredictedKbyKaKnewKcoXexpressionKandK
regulatoryKimpactKfactorKapproach 1
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