
Svante  Paabo

List of Articles by Year
in descending order

Source: //exaly.com/author-pdf/4631538/publications.pdf

Version: 2025-02-01

280

peer-reviewed
articles

52,289

peer-reviewed
citations

111

peer-reviewed
h-index

1031

7.35

score

43472

333

documents

72929

doc citations

132

h-index

628

102755

citing authors



Svante  Paabo

2

# Article IF Citations

1 Denisovan mitochondrial DNA from dental calculus of the &gt;146,000-year-old Harbin cranium. Cell,
2025, 188, 3919-3926.e9. 33.6 42
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46 Expression of the human isoform of glutamate dehydrogenase, hGDH2, augments TCA cycle capacity
and oxidative metabolism of glutamate during glucose deprivation in astrocytes. Glia, 2017, 65, 474-488. 5.0 37

47 Reconstructing Prehistoric African Population Structure. Cell, 2017, 171, 59-71.e21. 33.6 406
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6

Svante  Paabo

# Article IF Citations

73 Genetic Influences on Brain Gene Expression in Rats Selected for Tameness and Aggression. Genetics,
2014, 198, 1277-1290. 4.2 85

74 Primate iPS cells as tools for evolutionary analyses. Stem Cell Research, 2014, 12, 622-629. 0.6 70

75 The Human Conditionâ€”A Molecular Approach. Cell, 2014, 157, 216-226. 33.6 206
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