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n Paper IF Citations

111 TwoNdistinctNRNaseNactivitiesNofNyRISPRbygcgNenableNguidebRNwNprocessingNandNRNwNdetectioncN
NatureaN2016aNkhnaNgmebgmh 50.4 527

110 –ngineeredNSaccharomycesNcerevisiaeNcapableNofNsimultaneousNcellobioseNandNxyloseNfermentationcN
ProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaaN2011aNfenaNkeibo 11.5 398

109
StructuresNofNtheN–scherichiaNcoliNribosomeNwithNantibioticsNboundNnearNtheNpeptidylNtransferaseN
centerNexplainNspectraNofNdrugNactioncNProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedg
StatesgofgAmericaaN2010aNfemaNfmfkgbm

11.5 312

108 StructuresNofNtheNbacterialNribosomeNinNclassicalNandNhybridNstatesNofNtRNwNbindingcNScienceaN2011aN
hhgaNonfbi 33.3 285

107 yellodextrinNtransportNinNyeastNforNimprovedNbiofuelNproductioncNScienceaN2010aNhheaNnibl 33.3 255

106 SystemsNanalysisNofNplantNcellNwallNdegradationNbyNtheNmodelNfilamentousNfungusNNeurosporaN
crassacNProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaaN2009aNfelaNggfkmblg11.5 240

105 SelectionNofNchromosomalNzNwNlibrariesNusingNaNmultiplexNyRISPRNsystemcNELifeaN2014aNhaN 8.9 224

104 eIÅhNtargetsNcellbproliferationNmessengerNRNwsNforNtranslationalNactivationNorNrepressioncNNatureaN
2015aNkggaNfffbi 50.4 220

103 StructuresNofNtheNribosomeNinNintermediateNstatesNofNratchetingcNScienceaN2009aNhgkaNfefibm 33.3 209

102 InductionNofNlignocellulosebdegradingNenzymesNinNNeurosporaNcrassaNbyNcellodextrinscNProceedingsg
ofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaaN2012aNfeoaNlefgbm 11.5 174

101 eIÅhdNisNanNmRNwNcapbbindingNproteinNthatNisNrequiredNforNspecializedNtranslationNinitiationcNNatureaN
2016aNkhlaNolbo 50.4 165

100 βighbresolutionNstructureNofNtheN–scherichiaNcoliNribosomecNNaturegStructuralgandgMoleculargBiologyaN
2015aNggaNhhlbif 17.6 154

99 yladesNofNhugeNphagesNfromNacrossN–arthUsNecosystemscNNatureaN2020aNkmnaNigkbihf 50.4 154

98 –nhancedNbiofuelNproductionNthroughNcoupledNaceticNacidNandNxyloseNconsumptionNbyNengineeredN
yeastcNNaturegCommunicationsaN2013aNiaNgkne 17.4 151

97 StructuralNbasisNforNmRNwNandNtRNwNpositioningNonNtheNribosomecNProceedingsgofgthegNationalg
AcademygofgSciencesgofgthegUnitedgStatesgofgAmericaaN2006aNfehaNfknhebi 11.5 148

96 MicrobialNbiosynthesisNofNmediumbchainNfbalkenesNbyNaNnonhemeNironNoxidasecNProceedingsgofgtheg
NationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaaN2014aNfffaNfnghmbig 11.5 137

95 yontrolNofNribosomalNsubunitNrotationNbyNelongationNfactorNαcNScienceaN2013aNhieaNfghkome 33.3 132
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94 TheNmechanismsNofNRNwNSβwP–NchemistrycNJournalgofgthegAmericangChemicalgSocietyaN2012aNfhiaNllfmbgi 16.4 116

93 xindingNandNactionNofNy–MbfefaNaNnewNfluoroketolideNantibioticNthatNinhibitsNproteinNsynthesiscN
AntimicrobialgAgentsgandgChemotherapyaN2010aNkiaNiolfbme 5.9 116

92 wNstericNblockNinNtranslationNcausedNbyNtheNantibioticNspectinomycincNACSgChemicalgBiologyaN2007aNgaNkikbkkg4.9 105

91
yonstructionNofNaNquadrupleNauxotrophicNmutantNofNanNindustrialNpolyploidNsaccharomycesN
cerevisiaeNstrainNbyNusingNRNwbguidedNyasoNnucleasecNAppliedgandgEnvironmentalgMicrobiologyaN2014aN
neaNmloibmef

4.8 90

90 ÅunctionalNreconstitutionNofNhumanNeukaryoticNtranslationNinitiationNfactorNhNVeIÅhWcNProceedingsgofg
thegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaaN2011aNfenaNgeimhbn 11.5 88

89 –nhancedNxylitolNproductionNthroughNsimultaneousNcobutilizationNofNcellobioseNandNxyloseNbyN
engineeredNSaccharomycesNcerevisiaecNMetabolicgEngineeringaN2013aNfkaNgglbhi 9.7 86

88 RibosomeNstructureNandNdynamicsNduringNtranslocationNandNterminationcNAnnualgReviewgofg
BiophysicsaN2010aNhoaNggmbii 21.1 83

87 SelectiveNstallingNofNhumanNtranslationNthroughNsmallbmoleculeNengagementNofNtheNribosomeN
nascentNchaincNPLoSgBiologyaN2017aNfkaNegeefnng 9.7 74

86 yonnectingNtheNkineticsNandNenergyNlandscapeNofNtRNwNtranslocationNonNtheNribosomecNPLoSg
ComputationalgBiologyaN2013aNoaNefeeheeh 5 63

85 MultiplexNengineeringNofNindustrialNyeastNgenomesNusingNyRISPRmcNMethodsgingEnzymologyaN2014aN
kilaNimhbno 1.7 62

84 TheNproteomeNandNphosphoproteomeNofNNeurosporaNcrassaNinNresponseNtoNcelluloseaNsucroseNandN
carbonNstarvationcNFungalgGeneticsgandgBiologyaN2014aNmgaNgfbhh 3.9 60

83 OvercomingNglucoseNrepressionNinNmixedNsugarNfermentationNbyNcobexpressingNaNcellobioseN
transporterNandNaN˛†bglucosidaseNinNSaccharomycesNcerevisiaecNMoleculargBioSystemsaN2010aNlaNgfgobhg 60

82 ÅactorsNthatNInfluenceNtheNÅormationNandNStabilityNofNThinaNyryob–MNSpecimenscNBiophysicalgJournalaN
2016aNffeaNmiobkk 2.9 58

81 SimultaneousNutilizationNofNcellobioseaNxyloseaNandNaceticNacidNfromNlignocellulosicNbiomassNforN
biofuelNproductionNbyNanNengineeredNyeastNplatformcNACSgSyntheticgBiologyaN2015aNiaNmembfh 5.7 56

80 wrchitectureNofNhumanNtranslationNinitiationNfactorNhcNStructureaN2013aNgfaNogebn 5.2 55

79 QuantitativeNdeterminationNofNribosomeNnascentNchainNstabilitycNProceedingsgofgthegNationalg
AcademygofgSciencesgofgthegUnitedgStatesgofgAmericaaN2016aNffhaNfhiegbfhiem 11.5 54

78 TwoNRNwbbindingNmotifsNinNeIÅhNdirectNβyVNIR–SbdependentNtranslationcNNucleicgAcidsgResearchaN
2013aNifaNmkfgbgf 20.1 52

77 –videnceNforNtransceptorNfunctionNofNcellodextrinNtransportersNinNNeurosporaNcrassacNJournalgofg
BiologicalgChemistryaN2014aNgnoaNglfebo 5.4 51

(2014-2012)

3



76 –nergeticNbenefitsNandNrapidNcellobioseNfermentationNbyNSaccharomycesNcerevisiaeNexpressingN
cellobioseNphosphorylaseNandNmutantNcellodextrinNtransporterscNMetabolicgEngineeringaN2013aNfkaNfhibih9.7 49

75 StructuralNInsightsNintoNribosomeNrecyclingNfactorNinteractionsNwithNtheNmeSNribosomecNJournalgofg
MoleculargBiologyaN2008aNhmlaNfhhibim 6.5 46

74 wnalysisNofNcellodextrinNtransportersNfromNNeurosporaNcrassaNinNSaccharomycesNcerevisiaeNforN
cellobioseNfermentationcNAppliedgMicrobiologygandgBiotechnologyaN2014aNonaNfenmboi 5.7 43

73 βumanNeIÅhpNfromNUblobologyUNtoNbiologicalNinsightcNPhilosophicalgTransactionsgofgthegRoyalgSocietygB:g
BiologicalgSciencesaN2017aNhmgaN 5.8 42

72 yRISPRbyasoNαenomeN–ngineeringNinNSaccharomycesNcerevisiaeNyellscNColdgSpringgHarborgProtocolsaN
2016aNgeflaN 1.2 41

71 StructureNofNtheNbacterialNribosomeNatNgNˆ�NresolutioncNELifeaN2020aNoaN 8.9 40

70 zifferencesNinNtheNpathNtoNexitNtheNribosomeNacrossNtheNthreeNdomainsNofNlifecNNucleicgAcidsgResearch
aN2019aNimaNifonbigfe 20.1 38

69 yomparisonNofNxyloseNfermentationNbyNtwoNhighbperformanceNengineeredNstrainsNofcNBiotechnologyg
ReportsgrAmsterdamvgNetherlandssaN2016aNoaNkhbkl 5.3 38

68 SynergyNofNstreptograminNantibioticsNoccursNindependentlyNofNtheirNeffectsNonNtranslationcN
AntimicrobialgAgentsgandgChemotherapyaN2014aNknaNkglobmo 5.9 38

67 gahbbutanediolNproductionNfromNcellobioseNbyNengineeredNSaccharomycesNcerevisiaecNAppliedg
MicrobiologygandgBiotechnologyaN2014aNonaNkmkmbli 5.7 31

66 wssemblyNofNeIÅhNMediatedNbyNMutuallyNzependentNSubunitNInsertioncNStructureaN2016aNgiaNnnlbol 5.2 31

65
NegamycinNinducesNtranslationalNstallingNandNmiscodingNbyNbindingNtoNtheNsmallNsubunitNheadN
domainNofNtheN–scherichiaNcoliNribosomecNProceedingsgofgthegNationalgAcademygofgSciencesgofgtheg
UnitedgStatesgofgAmericaaN2014aNfffaNflgmibo

11.5 30

64 InsightsNintoNproteinNbiosynthesisNfromNstructuresNofNbacterialNribosomescNCurrentgOpinionging
StructuralgBiologyaN2007aNfmaNhegbo 8.1 30

63 –xpandingNxyloseNmetabolismNinNyeastNforNplantNcellNwallNconversionNtoNbiofuelscNELifeaN2015aNiaN 8.9 30

62 LongNshelfblifeNstreptavidinNsupportbfilmsNsuitableNforNelectronNmicroscopyNofNbiologicalN
macromoleculescNJournalgofgStructuralgBiologyaN2016aNfokaNghnbgii 3.4 29

61 SmallNMoleculeNProproteinNyonvertaseNSubtilisindKexinNTypeNoNVPySKoWNInhibitorspNβitNtoNLeadN
OptimizationNofNSystemicNwgentscNJournalgofgMedicinalgChemistryaN2018aNlfaNkmeibkmfn 8.3 28

60 zistinctNregionsNofNhumanNeIÅhNareNsufficientNforNbindingNtoNtheNβyVNIR–SNandNtheNieSNribosomalN
subunitcNJournalgofgMoleculargBiologyaN2010aNiehaNfnkbol 6.5 28

59 –ngineeringNKluyveromycesNmarxianusNasNaNRobustNSyntheticNxiologyNPlatformNβostcNMBioaN2018aNoaN 7.8 28
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58 MetabolicNengineeringNofNyeastNforNlignocellulosicNbiofuelNproductioncNCurrentgOpiniongingChemicalg
BiologyaN2017aNifaNoobfel 9.7 27

57 βumanblikeNeukaryoticNtranslationNinitiationNfactorNhNfromNNeurosporaNcrassacNPLoSgONEaN2013aNnaNemnmfk3.7 27

56 StructuralNbasisNforNselectiveNstallingNofNhumanNribosomeNnascentNchainNcomplexesNbyNaNdrugblikeN
moleculecNNaturegStructuralgandgMoleculargBiologyaN2019aNglaNkefbkeo 17.6 26

55 StructuralNbasisNforNproteinNsynthesispNsnapshotsNofNtheNribosomeNinNmotioncNCurrentgOpinionging
StructuralgBiologyaN2012aNggaNmihbo 8.1 26

54
SingleNaminoNacidNsubstitutionsNinNβXTgciNfromNScheffersomycesNstipitisNleadNtoNimprovedN
cellobioseNfermentationNbyNengineeredNSaccharomycesNcerevisiaecNAppliedgandgEnvironmentalg
MicrobiologyaN2013aNmoaNfkeebm

4.8 25

53
ResistanceNmutationsNgenerateNdivergentNantibioticNsusceptibilityNprofilesNagainstNtranslationN
inhibitorscNProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaaN2016aN
ffhaNnfnnboh

11.5 25

52 αenomebresolvedNmetagenomicsNrevealsNsitebspecificNdiversityNofNepisymbioticNyPRNbacteriaNandN
zPwNNNarchaeaNinNgroundwaterNecosystemscNNaturegMicrobiologyaN2021aNlaNhkibhlk 26.6 24

51 yontinuousNcobfermentationNofNcellobioseNandNxyloseNbyNengineeredNSaccharomycesNcerevisiaecN
BioresourcegTechnologyaN2013aNfioaNkgkbhf 11 23

50 xacterialNribosomeNheterogeneitypNyhangesNinNribosomalNproteinNcompositionNduringNtransitionNintoN
stationaryNgrowthNphasecNBiochimieaN2019aNfklaNflobfne 4.6 23

49 StructureNofNribosomebboundNazolebmodifiedNpeptideNphazolicinNrationalizesNitsNspeciesbspecificN
modeNofNbacterialNtranslationNinhibitioncNNaturegCommunicationsaN2019aNfeaNiklh 17.4 22

48 LeveragingNtranscriptionNfactorsNtoNspeedNcellobioseNfermentationNbyNSaccharomycesNcerevisiaecN
BiotechnologygforgBiofuelsaN2014aNmaNfgl 7.8 22

47 OvercomingNinefficientNcellobioseNfermentationNbyNcellobioseNphosphorylaseNinNtheNpresenceNofN
xylosecNBiotechnologygforgBiofuelsaN2014aNmaNnk 7.8 22

46 yellularNmRNwNrecruitsNtheNribosomeNviaNeIÅhbPwxPNbridgeNtoNinitiateNinternalNtranslationcNRNAg
BiologyaN2017aNfiaNkkhbklm 4.8 21

45 ProgrammableNRNwNrecognitionNusingNaNyRISPRbassociatedNwrgonautecNProceedingsgofgthegNationalg
AcademygofgSciencesgofgthegUnitedgStatesgofgAmericaaN2018aNffkaNhhlnbhhmh 11.5 21

44 –nergyNbiotechnologyNinNtheNyRISPRbyasoNeracNCurrentgOpiniongingBiotechnologyaN2016aNhnaNmobni 11.4 21

43 LeveragingNtranscriptionNfactorsNtoNspeedNcellobioseNfermentationNbycNBiotechnologygforgBiofuelsaN
2014aNmaNfgl 7.8 21

42 InitiationNofNProteinNSynthesisNwithNNonbyanonicalNwminoNwcidsNInNVivocNAngewandtegChemiegwg
InternationalgEditionaN2020aNkoaNhfggbhfgl 16.4 21

41 OvercomingNtheNthermodynamicNequilibriumNofNanNisomerizationNreactionNthroughNoxidoreductiveN
reactionsNforNbiotransformationcNNaturegCommunicationsaN2019aNfeaNfhkl 17.4 20
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40 yellularNresponseNtoNsmallNmoleculesNthatNselectivelyNstallNproteinNsynthesisNbyNtheNribosomecNPLoSg
GeneticsaN2019aNfkaNefeenekm 6 19

39 RegulatingNtheNribosomepNaNspotlightNonNRNwNdarkNmattercNMoleculargCellaN2014aNkiaNfbg 17.6 19

38 yellobionicNacidNutilizationpNfromNNeurosporaNcrassaNtoNSaccharomycesNcerevisiaecNBiotechnologygforg
BiofuelsaN2015aNnaNfge 7.8 17

37 xypassingNtheNPentoseNPhosphateNPathwaypNTowardsNModularNUtilizationNofNXylosecNPLoSgONEaN2016
aNffaNeefknfff 3.7 15

36 SelectiveNinhibitionNofNhumanNtranslationNterminationNbyNaNdrugblikeNcompoundcNNatureg
CommunicationsaN2020aNffaNioif 17.4 15

35 InvestigationNofNtheNfunctionalNroleNofNaldoseNfbepimeraseNinNengineeredNcellobioseNutilizationcN
JournalgofgBiotechnologyaN2013aNflnaNfbl 3.7 12

34 RepressionNofNferritinNlightNchainNtranslationNbyNhumanNeIÅhcNELifeaN2019aNnaN 8.9 12

33 –volutionaryNengineeringNimprovesNtoleranceNforNmediumbchainNalcoholsNincNBiotechnologygforg
BiofuelsaN2018aNffaNoe 7.8 10

32 STRUyTUR–cNwNxigNxangNinNspliceosomeNstructuralNbiologycNScienceaN2016aNhkfaNfhoebg 33.3 9

31 ScreeningNofNtransportersNtoNimproveNxylodextrinNutilizationNinNtheNyeastNSaccharomycesNcerevisiaecN
PLoSgONEaN2017aNfgaNeefnimhe 3.7 8

30 InternalizationNofNβeterologousNSugarNTransportersNbyN–ndogenousN˛–bwrrestinsNinNtheNYeastN
SaccharomycesNcerevisiaecNAppliedgandgEnvironmentalgMicrobiologyaN2016aNngaNmemibmenk 4.8 8

29 yellobioseNyonsumptionNUncouplesN–xtracellularNαlucoseNSensingNandNαlucoseNMetabolismNincNMBioaN
2017aNnaN 7.8 7

28 –nhancedNcellobioseNfermentationNbyNengineeredNSaccharomycesNcerevisiaeNexpressingNaNmutantN
cellodextrinNfacilitatorNandNcellobioseNphosphorylasecNJournalgofgBiotechnologyaN2018aNgmkaNkhbko 3.7 7

27 zefectsNinNtheNwssemblyNofNRibosomesNSelectedNforN˛†bwminoNwcidNIncorporationcNBiochemistryaN2019aN
knaNiioibikei 3.2 7

26 ImprovingNtheNbioconversionNofNplantNbiomassNtoNbiofuelspNwNmultidisciplinaryNapproachcNEnergygandg
EnvironmentalgScienceaN2011aNiaNhhgo 35.4 7

25 MechanicsNofNliquidâ��liquidNinterfacesNandNmixingNenhancementNinNmicroscaleNflowscNJournalgofgFluidg
MechanicsaN2010aNlkgaNgembgie 3.7 7

24 ReliefNofNXyloseNxindingNtoNyellobioseNPhosphorylaseNbyNaNSingleNzistalNMutationcNACSgSyntheticg
BiologyaN2017aNlaNgelbgfe 5.7 5

23 TheNpackingNofNribosomesNinNcrystalsNandNpolysomesN2011aNlkbmh 5
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22 yonstructionNofNlowbresolutionNxbrayNcrystallographicNelectronNdensityNmapsNofNtheNribosomecN
MethodsaN2001aNgkaNhehbn 4.6 4

21 StructuralNbasisNforNselectiveNstallingNofNhumanNribosomeNnascentNchainNcomplexesNbyNaNdrugblikeNmolecule 4

20 βugeNandNvariableNdiversityNofNepisymbioticNyPRNbacteriaNandNzPwNNNarchaeaNinNgroundwaterNecosystems 4

19 InitiationNofNProteinNSynthesisNwithNNonbyanonicalNwminoNwcidsNInNVivocNAngewandtegChemieaN2020aN
fhgaNhfilbhfke 3.6 4

18 wnNtagbandbmodifyNproteinNsampleNgenerationNmethodNforNsinglebmoleculeNfluorescenceNresonanceN
energyNtransfercNJournalgofgBiologicalgChemistryaN2017aNgogaNfklhlbfklin 5.4 3

17 SomeNreassemblyNrequiredcNMoleculargMicrobiologyaN2010aNmkaNmohbi 4.1 3

16 RoleNforNribosomebassociatedNcomplexNandNstressbseventyNsubfamilyNxNVRwybSsbWNinNintegralN
membraneNproteinNtranslationcNJournalgofgBiologicalgChemistryaN2017aNgogaNfolfebfolgm 5.4 2

15 ModelbguidedNstrainNimprovementpNsimultaneousNhydrolysisNandNcobfermentationNofNcellulosicN
sugarscNBiotechnologygJournalaN2012aNmaNhgnbo 5.6 2

14 wNnewNdietNforNyeastNtoNimproveNbiofuelNproductioncNBioengineeredgBugsaN2011aNgaNfoobgeg 2

13 wuthorNresponsepNSelectionNofNchromosomalNzNwNlibrariesNusingNaNmultiplexNyRISPRNsystemN2014aN 2

12 SelectionNofNchromosomalNzNwNlibrariesNusingNaNmultiplexNyRISPRNsystemNinNSaccharomycesN
cerevisiaeN2014aN 1

11 yofermentationNofNyellobioseNandNαalactoseNbyNanN–ngineeredNSaccharomycesNcerevisiaeNStraincN
AppliedgandgEnvironmentalgMicrobiologyaN2011aNmmaNmihnbmihn 4.8 1

10 yellularNresponseNtoNsmallNmoleculesNthatNselectivelyNstallNproteinNsynthesisNbyNtheNribosome 1

9 yellobioseNconsumptionNuncouplesNextracellularNglucoseNsensingNandNglucoseNmetabolismNinN
SaccharomycesNcerevisiae 1

8 StructureNofNtheNxacterialNRibosomeNatNgNˆ�NResolution 1

7 PhazolicinNâ��NaNNovelNThiazoledOxazolebModifiedNPeptideNInhibitingNtheNxacterialNRibosomeNinNaN
SpeciesbSpecificNWay 1

6 ProgrammableNRNwNrecognitionNusingNaNyRISPRbassociatedNwrgonaute 1

5 –fficientNisolationNofNprotoplastsNfromNriceNcalliNwithNpauseNpointsNandNitsNapplicationNinNtransientN
geneNexpressionNandNgenomeNeditingNassayscNPlantgMethodsaN2020aNflaNfkf 5.8 1

(2020-2001)
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4 TheNNbterminalNandNcentralNdomainsNofNyoVbgNnspfNplayNkeyNfunctionalNrolesNinNsuppressionNofN
cellularNgeneNexpressionNandNpreservationNofNviralNgeneNexpression 1

3 StreptavidinNMonolayerbyrystalNwffinityNαridspNwNStepNTowardNyontrollingNWhatNβappensNzuringN
yryob–MNSampleNPreparationcNMicroscopygandgMicroanalysisaN2017aNghaNngebngf 0.5

2 XbrayNyrystalNStructuresNofNtheN–cNcoliNmeSNribosomeNatNhckNˆ�NresolutioncNFASEBgJournalaN2006aNgeaNwhk 0.9

1 StructuresNofNtheN–cNcoliNribosomeNwithNribosomeNrecyclingNfactorNandNantibioticscNFASEBgJournalaN
2008aNggaNhonch 0.9
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