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i Paper IF Citations

107 LineagesMzerivedMfromMyryptococcusMneoformansMTypeMStrainMHooMSupportMaMLinkMbetweenMtheM
yapacityMtoMxeMPleomorphicMandMVirulenceccMMBioaM2022aMeeegnhgg 7.8 1

106 —actorsMaffectingMtheMproductionMandMmeasurementMofMhydrogenMperoxideMinMhoneyMsamplescMAccessg
MicrobiologyaM2021aMhaMeeefon 1 1

105 ylimateMchangeMandMtheMemergenceMofMfungalMpathogenscMPLoSgPathogensaM2021aMfmaMefeeokeh 7.6 21

104 TheMwntifungalMandMSynergisticM–ffectMofMxisphosphonatesMincMAntimicrobialgAgentsgandg
ChemotherapyaM2021aMlkaM 5.9 1

103 InhibitionMofMzermatophyteM—ungiMbyMwustralianMJarrahMHoneycMPathogensaM2021aMfeaM 4.5 3

102 IncreasingMLovastatinMProductionMbyMRebroutingMtheMPrecursorsM—lowMofMwspergillusMterreusMviaM
MetabolicM–ngineeringcMMoleculargBiotechnologyaM2021aMf 3 0

101 MixingMpostharvestMfungicidesMandMsanitizersMresultsMinMunpredictableMsurvivalMofMmicrobesMthatM
affectMcantaloupescMFoodgMicrobiologyaM2021aMooaMfehmom 6 0

100 HypervirulenceMandMcrossbresistanceMtoMaMclinicalMantifungalMareMinducedMbyManMenvironmentalM
fungicideMinMyryptococcusMgattiicMSciencegofgthegTotalgEnvironmentaM2020aMmieaMfiefhk 10.2 6

99 yellularMplasticityMofMpathogenicMfungiMduringMinfectioncMPLoSgPathogensaM2020aMflaMefeenkmf 7.6 3

98 ReassessingMtherapeuticMantibodiesMforMneglectedMandMtropicalMdiseasescMPLoSgNeglectedgTropicalg
DiseasesaM2020aMfiaMeeeemnle 4.8 14

97 LactoferrinMIsMxroadlyMwctiveMagainstMYeastsMandMHighlyMSynergisticMwithMwmphotericinMxcM
AntimicrobialgAgentsgandgChemotherapyaM2020aMliaM 5.9 20

96 PredominanceMofMTrichophytonMinterdigitaleMRevealedMinMPodiatricMNailMzustMyollectionsMinM–asternM
wustraliacMMycopathologiaaM2020aMfnkaMfmkbfnk 2.9 4

95 LactoferrinbzerivedMPeptideMLactofunginMIsMPotentlyMSynergisticMwithMwmphotericinMxcMAntimicrobialg
AgentsgandgChemotherapyaM2020aMliaM 5.9 2

94 zifferentMPathwaysMMediateMwmphotericinbLactoferrinMzrugMSynergyMinMandcMFrontiersging
MicrobiologyaM2019aMfeaMgfok 5.7 4

93 ImprovedMlovastatinMproductionMbyMinhibitingMVZWbgeodinMbiosynthesisMinMwspergillusMterreuscMNewg
BiotechnologyaM2019aMkgaMfobgi 6.4 5

92 wMcostbeffectiveMcolourimetricMassayMforMquantifyingMhydrogenMperoxideMinMhoneycMAccessg
MicrobiologyaM2019aMfaMeeeeelk 1 4

91 LargeMexpertbcuratedMdatabaseMforMbenchmarkingMdocumentMsimilarityMdetectionMinMbiomedicalM
literatureMsearchcMDatabase:gthegJournalgofgBiologicalgDatabasesgandgCurationaM2019aMgefoaM 5 4
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90 HoneyMcanMinhibitMandMeliminateMbiofilmsMproducedMbyMPseudomonasMaeruginosacMScientificgReportsaM
2019aMoaMfnfle 4.9 35

89 OverexpressionMofMacetylbyowMcarboxylaseMinMwspergillusMterreusMtoMincreaseMlovastatinMproductioncM
NewgBiotechnologyaM2018aMiiaMlibmf 6.4 18

88 RepurposingMdrugsMtoMfastbtrackMtherapeuticMagentsMforMtheMtreatmentMofMcryptococcosiscMPeerJaM
2018aMlaMeimlf 3.1 30

87 PhenotypicMVariabilityMyorrelatesMwithMylinicalMOutcomeMinMIsolatesMObtainedMfromMxotswananM
HIVdwIzSMPatientscMMBioaM2018aMoaM 7.8 24

86
SurveillanceMforMazoleMresistanceMinMclinicalMandMenvironmentalMisolatesMofMwspergillusMfumigatusMinM
wustraliaMandMcypkfwMhomologyMmodellingMofMazolebresistantMisolatescMJournalgofgAntimicrobialg
ChemotherapyaM2018aMmhaMghimbghkf

5.1 20

85 TranscriptomeMandMnetworkManalysesMinMSaccharomycesMcerevisiaeMrevealMthatMamphotericinMxMandM
lactoferrinMsynergyMdisruptMmetalMhomeostasisMandMstressMresponsecMScientificgReportsaM2017aMmaMieghg 4.9 12

84 PotentialMInfectionMyontrolMRisksMwssociatedMwithMUltrasoundM–quipmentMbMwMxacterialMPerspectivecM
UltrasoundgingMedicinegandgBiologyaM2017aMihaMigfbigl 3.5 23

83 LowMPrevalenceMofMwzoleMResistanceMinMwspergillusMfumigatusMinMwustraliaaMandMMolecularM
yharacterisationMofbResistantMIsolatescMOpengForumgInfectiousgDiseasesaM2017aMiaMSfhgbSfhh 1

82 RifampicinbManukaMHoneyMyombinationsMwreMSuperiorMtoMOtherMwntibioticbManukaMHoneyM
yombinationsMinM–radicatingMxiofilmscMFrontiersgingMicrobiologyaM2017aMnaMglkh 5.7 24

81 TheMwntifungalMwctivityMofMLactoferrinMandMItsMzerivedMPeptidespMMechanismsMofMwctionMandMSynergyM
withMzrugsMagainstM—ungalMPathogenscMFrontiersgingMicrobiologyaM2017aMnaMg 5.7 66

80 SynergyMandMantagonismMbetweenMironMchelatorsMandMantifungalMdrugsMinMyryptococcuscM
InternationalgJournalgofgAntimicrobialgAgentsaM2016aMinaMhnnboi 14.3 38

79 SpeciesMinMtheMyomplexMzifferMinMyapsuleMandMyellMSizeMfollowingMGrowthMunderMyapsulebInducingM
yonditionscMMSphereaM2016aMfaM 5 20

78 TherapeuticMManukaMHoneypMNoMLongerMSoMwlternativecMFrontiersgingMicrobiologyaM2016aMmaMklo 5.7 87

77 OpenMSourceMzrugMziscoveryMwithMtheMMalariaMxoxMyompoundMyollectionMforMNeglectedMziseasesM
andMxeyondcMPLoSgPathogensaM2016aMfgaMefeekmlh 7.6 167

76 TheMwntibacterialMwctivityMofMwustralianMLeptospermumMHoneyMyorrelatesMwithMMethylglyoxalM
LevelscMPLoSgONEaM2016aMffaMeeflmmne 3.7 49

75 yomparativeMtranscriptomicManalysesMofMZymoseptoriaMtriticiMstrainsMshowMcomplexMlifestyleM
transitionsMandMintraspecificMvariabilityMinMtranscriptionMprofilescMMoleculargPlantgPathologyaM2016aMfmaMnikbko5.7 58

74 yryptococcusMstrainsMwithMdifferentMpathogenicMpotentialsMhaveMdiverseMproteinMsecretomescM
EukaryoticgCellaM2015aMfiaMkkiblh 13

73 YouMareMwhatMyouMsecretepMextracellularMproteinsMandMvirulenceMinMyryptococcuscMMicrobiologyg
AustraliaaM2015aMhlaMoh 0.8 0

(2015-2019)
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72 wntibioticbspecificMdifferencesMinMtheMresponseMofMStaphylococcusMaureusMtoMtreatmentMwithM
antimicrobialsMcombinedMwithMmanukaMhoneycMFrontiersgingMicrobiologyaM2014aMkaMmmo 5.7 32

71
MultilocusMvariablebnumberMtandembrepeatManalysisMofMclinicalMisolatesMofMwspergillusMflavusMfromM
IranMrevealsMtheMfirstMcasesMofMwspergillusMminisclerotigenesMassociatedMwithMhumanMinfectioncMBMCg
InfectiousgDiseasesaM2014aMfiaMhkn

4 8

70 ManukabtypeMhoneysMcanMeradicateMbiofilmsMproducedMbyMStaphylococcusMaureusMstrainsMwithM
differentMbiofilmbformingMabilitiescMPeerJaM2014aMgaMehgl 3.1 89

69 HighlyMrecombinantMVGIIMyryptococcusMgattiiMpopulationMdevelopsMclonalMoutbreakMclustersMthroughM
bothMsexualMmacroevolutionMandMasexualMmicroevolutioncMMBioaM2014aMkaMeefioibfi 7.8 63

68 SexualMreproductionMofMhumanMfungalMpathogenscMColdgSpringgHarborgPerspectivesgingMedicineaM2014aM
iaM 5.4 31

67 yhromeraMetMalcpMNovelMPhotosyntheticMwlveolatesMandMwpicomplexanMRelativesM2014aMfnhbfol 3

66 IsolationMofMyompleteMyhloroplastsMfromMyhromeraMVeliaMâ��MtheMPhotosyntheticMRelativeMofMParasiticM
wpicomplexacMAdvancedgTopicsgingSciencegandgTechnologygingChinaaM2013aMihlbiho 0.2 2

65 yhromeraMveliapMTheMMissingMLinkMinMtheM–volutionMofMParasitismcMAdvancesgingAppliedgMicrobiologyaM
2013aMnkaMffobii 4.9 13

64 SynergismMbetweenMMedihoneyMandMrifampicinMagainstMmethicillinbresistantMStaphylococcusMaureusM
VMRSwWcMPLoSgONEaM2013aMnaMekmlmo 3.7 65

63 TheMeffectMofMNewMZealandMkanukaaMmanukaMandMcloverMhoneysMonMbacterialMgrowthMdynamicsMandM
cellularMmorphologyMvariesMaccordingMtoMtheMspeciescMPLoSgONEaM2013aMnaMekknon 3.7 67

62 PhylogeneticManalysisMofMtheMlightbharvestingMsystemMinMyhromeraMveliacMPhotosynthesisgResearchaM
2012aMfffaMfobgn 3.7 32

61 SpecificMnonbperoxideMantibacterialMeffectMofMmanukaMhoneyMonMtheMStaphylococcusMaureusM
proteomecMInternationalgJournalgofgAntimicrobialgAgentsaM2012aMieaMihbke 14.3 46

60 TheMeffectMofMstandardMheatMandMfiltrationMprocessingMproceduresMonMantimicrobialMactivityMandM
hydrogenMperoxideMlevelsMinMhoneycMFrontiersgingMicrobiologyaM2012aMhaMglk 5.7 49

59 TimebcourseMproteomeManalysisMrevealsMtheMdynamicMresponseMofMyryptococcusMgattiiMcellsMtoM
fluconazolecMPLoSgONEaM2012aMmaMeignhk 3.7 15

58 SurfaceMandMflagellaMmorphologyMofMtheMmotileMformMofMyhromeraMveliaMrevealedMbyMfieldbemissionM
scanningMelectronMmicroscopycMProtistaM2011aMflgaMfigbkh 2.5 16

57
MostMcasesMofMcryptococcalMmeningitisMinMHIVbuninfectedMpatientsMinMVietnamMareMdueMtoMaMdistinctM
amplifiedMfragmentMlengthMpolymorphismbdefinedMclusterMofMyryptococcusMneoformansMvarcMgrubiiM
VNfcMJournalgofgClinicalgMicrobiologyaM2011aMioaMlknbli

9.7 32

56 GenomeMvariationMinMyryptococcusMgattiiaManMemergingMpathogenMofMimmunocompetentMhostscMMBioaM
2011aMgaMeeehigbfe 7.8 137

55 TheMantibacterialMactivityMofMhoneyMderivedMfromMwustralianMfloracMPLoSgONEaM2011aMlaMefnggo 3.7 113
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54 –ffectMofMnutrientMconcentrationMandMsalinityMonMimmotilebmotileMtransformationMofMyhromeraMveliacM
JournalgofgEukaryoticgMicrobiologyaM2010aMkmaMiiibl 3.6 11

53 –mergenceMandMpathogenicityMofMhighlyMvirulentMyryptococcusMgattiiMgenotypesMinMtheMnorthwestM
UnitedMStatescMPLoSgPathogensaM2010aMlaMefeeenke 7.6 245

52 InMvitroMsusceptibilityMofMtheMyeastMpathogenMcryptococcusMtoMfluconazoleMandMotherMazolesMvariesM
withMmolecularMgenotypecMJournalgofgClinicalgMicrobiologyaM2010aMinaMiffkbge 9.7 70

51
TheMunusualMantibacterialMactivityMofMmedicalbgradeMLeptospermumMhoneypMantibacterialMspectrumaM
resistanceMandMtranscriptomeManalysiscMEuropeangJournalgofgClinicalgMicrobiologygandgInfectiousg
DiseasesaM2009aMgnaMffoobgen

5.3 160

50 SurveyMofMVietnameseMpeanutsaMcornMandMsoilMforMtheMpresenceMofMwspergillusMflavusMandMwspergillusM
parasiticuscMMycopathologiaaM2009aMflnaMgkmbln 2.9 30

49 StabilityMofMcoralâ��endosymbiontMassociationsMduringMandMafterMaMthermalMstressMeventMinMtheM
southernMGreatMxarrierMReefcMCoralgReefsaM2009aMgnaMmeobmfh 4.2 90

48 —irstMreportedMcaseMofMyryptococcusMgattiiMinMtheMSoutheasternMUSwpMimplicationsMforM
travelbassociatedMacquisitionMofManMemergingMpathogencMPLoSgONEaM2009aMiaMeknkf 3.7 67

47 wMphotosyntheticMalveolateMcloselyMrelatedMtoMapicomplexanMparasitescMNatureaM2008aMikfaMokoblh 50.4 358

46 wntibacterialMactivityMofMhoneyMfromMtheMwustralianMstinglessMbeeMTrigonaMcarbonariacMInternationalg
JournalgofgAntimicrobialgAgentsaM2008aMhgaMnoboe 14.3 32

45 zevelopmentMofMpolymorphicMmicrosatelliteMmarkersMforMyryptococcusMneoformanscMMolecularg
EcologygResourcesaM2008aMnaMffhlbn 8.4 13

44 –videnceMofMrecombinationMinMmixedbmatingbtypeMandMalphabonlyMpopulationsMofMyryptococcusMgattiiM
sourcedMfromMsingleMeucalyptusMtreeMhollowscMEukaryoticgCellaM2008aMmaMmgmbhi 73

43 IsolatesMofMyryptococcusMneoformansMfromMinfectedManimalsMrevealMgeneticMexchangeMinMunisexualaM
alphaMmatingMtypeMpopulationscMEukaryoticgCellaM2008aMmaMfmmfbne 75

42 SymbiontMacquisitionMstrategyMdrivesMhostâ��symbiontMassociationsMinMtheMsouthernMGreatMxarrierM
ReefcMCoralgReefsaM2008aMgmaMmlhbmmg 4.2 65

41 zevelopmentMandMclinicalMapplicationMofMaMpanfungalMPyRMassayMtoMdetectMandMidentifyMfungalMzNwMinM
tissueMspecimenscMJournalgofgClinicalgMicrobiologyaM2007aMikaMhnebk 9.7 230

40 SurveyMofMVietnameseMcoffeeMbeansMforMtheMpresenceMofMochratoxigenicMwspergillicMMycopathologiaaM
2007aMflhaMfmmbng 2.9 18

39 HoneyMhasManMantifungalMeffectMagainstMyandidaMspeciescMMedicalgMycologyaM2006aMiiaMgnobof 3.9 101

38 TheMevolutionaryMhistoryMofMSymbiodiniumMandMscleractinianMhostsâ��SymbiosisaMdiversityaMandMtheM
effectMofMclimateMchangecMPerspectivesgingPlantgEcologyugEvolutiongandgSystematicsaM2006aMnaMghbih 3 211

37 LookingMforMsexMinMtheMfungalMpathogensMyryptococcusMneoformansMandMyryptococcusMgattiicMFEMSg
YeastgResearchaM2006aMlaMknnbon 3.1 30

(2006-2010)
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36 ziversityMofMtheMTrichocomaceaeMinMtheMKatandraMNatureMReserveaMyentralMyoastaMNSWaMwustraliacM
MycologicalgResearchaM2005aMfeoaMolibmh 7

35 ylonalityMandMrecombinationMinMgeneticallyMdifferentiatedMsubgroupsMofMyryptococcusMgattiicM
EukaryoticgCellaM2005aMiaMfiehbo 111

34 ylinicalMandMenvironmentalMisolatesMofMyryptococcusMgattiiMfromMwustraliaMthatMretainMsexualM
fecunditycMEukaryoticgCellaM2005aMiaMfifebo 65

33 GeneticMstructureMofMpopulationsMofM—usariumMproliferatumMinMsoilsMassociatedMwithMLivistonaMmariaeM
palmsMinMLittleMPalmMyreekaMNorthernMTerritoryaMwustraliacMAustraliangJournalgofgBotanyaM2004aMkgaMkih 1.2 7

32 TheMzevelopmentMofMGeneticMMarkersMfromM—ungalMGenomeMInitiativescMAppliedgMycologygandg
BiotechnologyaM2004aMiaMfbgm 6

31 wMcomparisonMofMtheMnatureMandMabundanceMofMmicrosatellitesMinMfiMfungalMgenomescMFungalg
GeneticsgandgBiologyaM2004aMifaMfegkbhl 3.9 103

30 ylonalMreproductionMandMlimitedMdispersalMinManMenvironmentalMpopulationMofMyryptococcusM
neoformansMvarMgattiiMisolatesMfromMwustraliacMJournalgofgClinicalgMicrobiologyaM2003aMifaMmehbff 9.7 72

29 GeneticMvariationMofMtheMscleractinianMcoralMStylophoraMpistillataaMfromMwesternMPacificMreefscMCoralg
ReefsaM2003aMggaMfmbgg 4.2 31

28 PhylogeographyMofMtheMfungalMpathogenMHistoplasmaMcapsulatumcMMoleculargEcologyaM2003aMfgaMhhnhbief5.7 248

27 HighlyMorganizedMstructureMinMtheMnonbcodingMregionMofMtheMpsbwMminicircleMfromMcladeMyM
SymbiodiniumcMInternationalgJournalgofgSystematicgandgEvolutionarygMicrobiologyaM2003aMkhaMfmgkbhi 2.2 61

26 –nvironmentalMsamplingMforMyryptococcusMneoformansMvarcMgattiiMfromMtheMxlueMMountainsMNationalM
ParkaMSydneyaMwustraliacMMedicalgMycologyaM2002aMieaMkhble 3.9 36

25 PossibleMmigrationMroutesMintoMSouthMwmericaMdeducedMfromMmitochondrialMzNwMstudiesMinM
yolombianMwmerindianMpopulationscMHumangBiologyaM2002aMmiaMgffbhh 1.2 32

24 LatitudinalMvariabilityMinMsymbiontMspecificityMwithinMtheMwidespreadMscleractinianMcoralMPlesiastreaM
versiporacMMarinegBiologyaM2001aMfhnaMffmkbffnf 2.5 96

23 PhylogeneticMPlacementMandMHostMSpecificityMofMMycorrhizalMIsolatesMxelongingMtoMwGblMandMwGbfgM
inMtheMRhizoctoniaMsolaniMSpeciesMyomplexcMMycologiaaM2001aMohaMmfg 2.4 27

22 PhenotypicMswitchingMandMgeneticMdiversityMofMyryptococcusMneoformanscMJournalgofgClinicalg
MicrobiologyaM2001aMhoaMgelebi 9.7 18

21
wmplifiedMsinglebnucleotideMpolymorphismsMandMaMVGwWVnWMmicrosatelliteMmarkerMrevealMgeneticM
differentiationMbetweenMpopulationsMofMHistoplasmaMcapsulatumMfromMtheMwmericascMFungalg
GeneticsgandgBiologyaM2001aMhiaMhmbin

3.9 38

20 PhylogeneticMplacementMandMhostMspecificityMofMmycorrhizalMisolatesMbelongingMtoMwGblMandMwGbfgMinM
theMRhizoctoniaMsolaniMspeciesMcomplexcMMycologiaaM2001aMohaMmfgbmfo 2.4 28

19
GeneticMvariabilityMofMtheMsymbioticMdinoflagellatesMfromMtheMwideMrangingMcoralMspeciesMSeriatoporaM
hystrixMandMwcroporaMlongicyathusMinMtheMIndobWestMPacificcMMarinegEcologygvgProgressgSeriesaM2001aM
gggaMombfem

2.6 88

Dee A Carter

6



18 yharacterizationMofMmicrosatelliteMlociMinMtheMaflatoxigenicMfungiMwspergillusMflavusMandMwspergillusM
parasiticuscMMoleculargEcologyaM2000aMoaMgfmebgfmg 5.7 24

17 MolecularMtypingMofMpathogenicMfungicMMedicalgMycologyaM2000aMhnaMfnobfom 3.9 29

16 MolecularMgenotypeManalysisMofMnaturalMtoxigenicMandMnontoxigenicMisolatesMofMwspergillusMflavusM
andMwcMparasiticuscMMycologicalgResearchaM1999aMfehaMfinkbfioe 104

15 yharacterizationMofMMycorrhizalMIsolatesMofMRhizoctoniaMsolaniMfromManMOrchidaMIncludingMwGbfgaMaM
NewMwnastomosisMGroupcMPhytopathologyaM1999aMnoaMoigbl 3.8 85

14 TheMdetectionMofMnonhybridaMtrisomicaMandMtriploidMoffspringMinMsexualMprogenyMofMaMmatingMofM
PhytophthoraMinfestanscMFungalgGeneticsgandgBiologyaM1999aMglaMfonbgen 3.9 35

13 MolecularMmarkersMrevealMdifferentiationMamongMisolatesMofMyoccidioidesMimmitisMfromMyaliforniaaM
wrizonaMandMTexascMMoleculargEcologyaM1997aMlaMmnfbl 5.7 74

12 wMsetMofMelectrophoreticMmolecularMmarkersMforMstrainMtypingMandMpopulationMgeneticMstudiesMofM
HistoplasmaMcapsulatumcMElectrophoresisaM1997aMfnaMfeimbkh 3.6 27

11 wnalysisMofMtheMinternalMtranscribedMspacerMregionsMofMribosomalMzNwMinMcommonMairborneMallergenicM
fungicMElectrophoresisaM1997aMfnaMfklmbo 3.6 25

10 MolecularMmarkersMrevealMcrypticMsexMinMtheMhumanMpathogenMyoccidioidesMimmitiscMProceedingsgofg
thegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaaM1996aMohaMmmebh 11.5 435

9 ylinicalMisolatesMofMHistoplasmaMcapsulatumMfromMIndianapolisaMIndianaaMhaveMaMrecombiningM
populationMstructurecMJournalgofgClinicalgMicrobiologyaM1996aMhiaMgkmmbni 9.7 45

8 zNwMsequencingMwithMarbitraryMprimerMpairscMMoleculargEcologyaM1994aMhaMkghbk 5.7 61

7 NoMmutationMinMcodonMmfhMofMtheMamyloidMprecursorMgeneMinMschizophrenicMpatientscMHumang
MoleculargGeneticsaM1993aMgaMhgf 5.6 5

6 MoreMmissenseMinMamyloidMgenecMNaturegGeneticsaM1992aMgaMgkkbl 36.3 62

5 RestrictionMfragmentMlengthMpolymorphismsMofMmitochondrialMzNwMofMPhytophthoraMinfestanscM
MycologicalgResearchaM1990aMoiaMffghbffgn 72

4 SexualMReproductionMofMyryptococcusMgattiipMaMPopulationMGeneticsMPerspectivegoobhff 1

3 VeterinaryMInsightsMintoMyryptococcosisMyausedMbyMyryptococcusMneoformansMandMyryptococcusMgattiiinobkei 7

2 PhenotypicMvariabilityMcorrelatesMwithMclinicalMoutcomeMinyryptococcusisolatesMobtainedMfromM
xotswananMHIVdwIzSMpatients 1

1 SexMinMNaturalMPopulationsMofMyryptococcusMgattiiimmbinn

(-2000)
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