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Insights into the negative regulation of EGFR upon the binding of an allosteric inhibitor. Chemical
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Potential of esterase DmtH in transforming plastic additive dimethyl terephthalate to less toxic

mono-methyl terephthalate. Ecotoxicology and Environmental Safety, 2020, 187, 109848. 6.0 A
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A Safe Polyzwitterionic Hydrogel Electrolyte for Longa€tife Quasid€solid State Zinc Metal Batteries.

Advanced Functional Materials, 2020, 30, 2001317. 14.9 188
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A novel highly selective near-infrared and naked-eye fluorescence probe for imaging peroxynitrite.

Analytical Methods, 2019, 11, 1522-1529.
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The molecular mechanism of pHa€regulating C3d4€CR?2 interactions: Insights from molecular dynamics
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Kinetic Insights into Zn<sup>2+</sup>-Induced Amyloid 12-Protein Aggregation Revealed by Stopped-Flow
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