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80 welluloseLandLhemicelluloseLdecompositionLbyLforestLsoilLbacteriaLproceedsLbyLtheLactionLofL
structurallyLvariableLenzymaticLsystemsbLScientificgReportsYL2016YLjYLfifkm 4.9 216

79 yxploringLfunctionalLcontextsLofLsymbioticLsustainLwithinLlichenaassociatedLbacteriaLbyLcomparativeL
omicsbLISMEgJournalYL2015YLmYLhefafh 11.9 159

78 IdentificationLofLproteinsLassociatedLwithLtheLPseudomonasLaeruginosaLbiofilmLextracellularLmatrixbL
JournalgofgProteomegResearchYL2012YLeeYLhmdjaei 5.6 150

77 ImpactLofLxietaryLResistantLStarchLonLtheL umanL—utLMicrobiomeYLMetaproteomeYLandL
MetabolomebLMBioYL2017YLlYL 7.8 145

76 MolecularLmechanismsLunderlyingLtheLcloseLassociationLbetweenLsoilLvurkholderiaLandLfungibLISMEg
JournalYL2016YLedYLfigajh 11.9 76

75 zungalLvolatileLcompoundsLinduceLproductionLofLtheLsecondaryLmetaboliteLSodorifenLinLSerratiaL
plymuthicaLPRIafwbLScientificgReportsYL2017YLkYLljf 4.9 65

74 xecipheringLfunctionalLdiversificationLwithinLtheLlichenLmicrobiotaLbyLmetaaomicsbLMicrobiomeYL
2017YLiYLlf 16.6 54

73 MetaproteomicsLtoLunravelLmajorLmicrobialLplayersLinLleafLlitterLandLsoilLenvironmentsnLchallengesL
andLperspectivesbLProteomicsYL2013YLegYLflmiamdm 4.8 46

72 uLmetaproteomicsLapproachLtoLelucidateLhostLandLpathogenLproteinLexpressionLduringL
catheteraassociatedLurinaryLtractLinfectionsLTwuUTIsUbLMoleculargandgCellulargProteomicsYL2015YLehYLmlmaeddl7.6 44

71 VirulenceLzactorsLProducedLbyLviofilmsL aveLaLMoonlightingLzunctionLwontributingLtoLviofilmL
IntegritybLMoleculargandgCellulargProteomicsYL2019YLelYLedgjaedig 7.6 42

70 xecodingLtheLcompleteLarsenalLforLcelluloseLandLhemicelluloseLdeconstructionLinLtheLhighlyL
efficientLcelluloseLdecomposerLPaenibacillusLOemmbLBiotechnologygforgBiofuelsYL2016YLmYLedh 7.8 42

69 MicrobialLfunctionalityLasLaffectedLbyLexperimentalLwarmingLofLaLtemperateLmountainLforestL
soilâ��uLmetaproteomicsLsurveybLAppliedgSoilgEcologyYL2017YLeekaeelYLemjafdf 5 39

68 xeletionLofLmembraneaassociatedLuspfgLleadsLtoLupregulationLofLcellLwallLstressLgenesLinL
StaphylococcusLaureusbLMoleculargMicrobiologyYL2014YLmgYLefimajl 4.1 38

67
 olisticLussessmentLofLRumenLMicrobiomeLxynamicsLthroughLQuantitativeLMetatranscriptomicsL
RevealsLMultifunctionalLRedundancyLduringLβeyLStepsLofLunaerobicLzeedLxegradationbLMSystemsYL
2018YLgYL

7.6 37

66  ighlyLpreciseLquantificationLofLproteinLmoleculesLperLcellLduringLstressLandLstarvationLresponsesLinL
vacillusLsubtilisbLMoleculargandgCellulargProteomicsYL2014YLegYLffjdakj 7.6 33

65 SymbioticLInterplayLofLzungiYLulgaeYLandLvacteriaLwithinLtheLLungLLichenLLobariaLpulmonariaLLbL
 offmbLasLussessedLbyLStateaofatheaurtLMetaproteomicsbLJournalgofgProteomegResearchYL2017YLejYLfejdafekg5.6 29

64 SoilLandLleafLlitterLmetaproteomicsaaLbriefLguidelineLfromLsamplingLtoLunderstandingbLFEMSg
MicrobiologygEcologyYL2016YLmfYL 4.3 28
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63 uureolibLaLaLproteomeLsignatureLlibrarynLtowardsLanLunderstandingLofLstaphylococcusLaureusL
pathophysiologybLPLoSgONEYL2013YLlYLekdjjm 3.7 26

62 TheLLichensSLMicrobiotaYLStillLaLMysterysbLFrontiersgingMicrobiologyYL2021YLefYLjfglgm 5.7 26

61 IronLRegulationLinbLFrontiersgingMicrobiologyYL2018YLmYLgelg 5.7 23

60 wostsLofLlifeLaLxynamicsLofLtheLproteinLinventoryLofLStaphylococcusLaureusLduringLanaerobiosisbL
ScientificgReportsYL2016YLjYLflekf 4.9 22

59 MilkadeterioratingLexoenzymesLfromLPseudomonasLfluorescensLdheLisolatedLfromLrefrigeratedLrawL
milkbLBraziliangJournalgofgMicrobiologyYL2015YLhjYLfdkaek 2.2 22

58 uLworeL—enomeLMultilocusLSequenceLTypingLSchemeLforLynterococcusLfaecalisbLJournalgofgClinicalg
MicrobiologyYL2019YLikYL 9.7 22

57 ProteomicLanalysisLofLtheLfoodLspoilerLPseudomonasLfluorescensLITyMLekfmlLrevealsLtheL
antibiofilmLactivityLofLtheLpepsinadigestedLbovineLlactoferrinbLFoodgMicrobiologyYL2019YLlfYLekkaemg 6 21

56 ynhancingLRecombinantLProteinLYieldsLinLtheLPeriplasmLbyLwombiningLSignalLPeptideLandL
ProductionLRateLScreeningbLFrontiersgingMicrobiologyYL2019YLedYLeiee 5.7 20

55
TheL IPPOLTransducerLYuPLandLItsLTargetsLwT—zLandLwyrjeLxriveLaLParacrineLSignallingLinLwoldL
utmosphericLPlasmaaMediatedLWoundL ealingbLOxidativegMedicinegandgCellulargLongevityYL2020YL
fdfdYLhmedfld

6.7 19

54 ResponseLofLMicrobialLwommunitiesLandLTheirLMetabolicLzunctionsLtoLxryingsRewettingLStressLinLaL
TemperateLzorestLSoilbLMicroorganismsYL2019YLkYL 4.9 18

53 LifeLStageaspecificLProteomesLofLLegionellaLpneumophilaLRevealLaL ighlyLxifferentialLubundanceLofL
VirulenceaassociatedLxotcIcmLeffectorsbLMoleculargandgCellulargProteomicsYL2016YLeiYLekkafdd 7.6 18

52 xataLvisualizationLinLenvironmentalLproteomicsbLProteomicsYL2013YLegYLfldiafe 4.8 17

51 uLsulfuracontainingLvolatileLemittedLbyLpotatoaassociatedLbacteriaLconfersLprotectionLagainstLlateL
blightLthroughLdirectLantiaoomyceteLactivitybLScientificgReportsYL2019YLmYLelkkl 4.9 16

50 untibacterialLmetabolitesLandLbacteriolyticLenzymesLproducedLbyLvacillusLpumilusLduringL
bacteriolysisLofLurthrobacterLcitreusbLMarinegBiotechnologyYL2015YLekYLfmdagdh 3.4 14

49 untimicrobialLeffectsLofLmicrowaveainducedLplasmaLtorchLTMiniMIPULtreatmentLonLwandidaLalbicansL
biofilmsbLMicrobialgBiotechnologyYL2019YLefYLedghaedhl 6.3 14

48 uLcompleteLandLflexibleLworkflowLforLmetaproteomicsLdataLanalysisLbasedLonL
MetaProteomeunalyzerLandLProphanebLNaturegProtocolsYL2020YLeiYLgfefagfgm 18.8 14

47 viofilmLandLPathogenesisaRelatedLProteinsLinLtheLzoodborneLITyMLekfmlLWithLxistinctiveL
PhenotypesLxuringLwoldLStoragebLFrontiersgingMicrobiologyYL2020YLeeYLmme 5.7 13

46 womprehensiveLRedoxLProfilingLofLtheLThiolLProteomeLofbLMoleculargandgCellulargProteomicsYL2018YL
ekYLedgiaedhj 7.6 13
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45 ProteomeLandLcarbonLfluxLanalysisLofLPseudomonas´ aeruginosaLclinicalLisolatesLfromLdifferentL
infectionLsitesbLProteomicsYL2016YLejYLegleai 4.8 12

44 TheLproteinLinventoryLofLwlostridiumLdifficileLgrownLinLcomplexLandLminimalLmediumbLProteomicsgvg
ClinicalgApplicationsYL2016YLedYLedjlaedkf 3.1 12

43 xifferentialLViewLonLtheLvileLucidLStressLResponseLofbLFrontiersgingMicrobiologyYL2019YLedYLfil 5.7 10

42 TimeaResolvedLunalysisLofLwytosolicLandLSurfaceaussociatedLProteinsLofLStaphylococcusLaureusL
 —ddeLunderLPlanktonicLandLviofilmLwonditionsbLJournalgofgProteomegResearchYL2015YLehYLgldhaff 5.6 10

41 QuorumLSensingLandLSpoilageLPotentialLofLPsychrotrophicLynterobacteriaceaeLIsolatedLfromLMilkbL
BioMedgResearchgInternationalYL2018YLfdelYLfkfgeik 3 10

40 ProteomicLSignaturesLofLStressedLwithLMetronidazoleYLVancomycinYLorLzidaxomicinbLCellsYL2018YLkYL 7.9 10

39 viotransformationLandLreductionLofLestrogenicityLofLbisphenolLuLbyLtheLbiphenyladegradingL
wupriavidusLbasilensisbLAppliedgMicrobiologygandgBiotechnologyYL2017YLedeYLgkhgagkil 5.7 9

38 ProteogenomicsLUncoversLwriticalLylementsLofL ostLResponseLinLvovineLSoftLPalateLypithelialLwellsL
zollowingLInLVitroLInfectionLwithLzootaundaMouthLxiseaseLVirusbLVirusesYL2019YLeeYL 6.2 9

37 ReducingLtheLgeneticLcodeLinducesLmassiveLrearrangementLofLtheLproteomebLProceedingsgofgtheg
NationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaYL2014YLeeeYLekfdjaee 11.5 9

36 xetailedLSolubleLProteomeLunalysesLofLaLxairyaIsolatedLnLuLPossibleLupproachLtoLussessLzoodL
SafetyLandLPotentialLProbioticLValuebLFrontiersgingNutritionYL2019YLjYLke 6.2 8

35
wharacterizationLofLuntimicrobialLyffectsLofLPlasmaaTreatedLWaterLTPTWULProducedLbyL
MicrowaveaInducedLPlasmaLTMidiPLexcULonLPseudomonasLfluorescensLviofilmsbLAppliedgSciencesg
pSwitzerlandrYL2020YLedYLgeel

2.6 7

34 TheLhiddenLlipoproteomeLofLStaphylococcusLaureusbLInternationalgJournalgofgMedicalgMicrobiologyYL
2018YLgdlYLijmaile 3.7 7

33 SampleLPreparationLforLMetaproteomeLunalysesLofLSoilLandLLeafLLitterbLMethodsgingMolecularg
BiologyYL2018YLelheYLgdgagel 1.4 7

32
womparativeLproteomeLanalysisLinLanLyscherichiaLcoliLwyxiswoLstrainLidentifiesLstressLresponsesL
relatedLtoLproteinLproductionYLoxidativeLstressLandLaccumulationLofLmisfoldedLproteinbLMicrobialg
CellgFactoriesYL2019YLelYLem

6.4 6

31
InvestigationLofLtheLchemicalLcompositionLofLplasmaatreatedLwaterLbyLMidiPLexcLandLitsL
antimicrobialLeffectLonLbLmonocytogenesandPseudomonasLfluorescensmonospeciesLsuspensionL
culturesbLJournalgPhysicsgD:gAppliedgPhysicsYL2020YLigYLgdifdh

3 6

30 unLoptimizedLmetaproteomicsLprotocolLforLaLholisticLtaxonomicLandLfunctionalLcharacterizationLofL
microbialLcommunitiesLfromLmarineLparticlesbLEnvironmentalgMicrobiologygReportsYL2020YLefYLgjkagkj 3.7 6

29 yffectsLofLadultLtemperatureLonLgeneLexpressionLinLaLbutterflynLidentifyingLpathwaysLassociatedL
withLthermalLacclimationbLBMCgEvolutionarygBiologyYL2019YLemYLgf 3 5

28 ImpactLofLxifferentLTraceLylementsLonLtheL—rowthLandLProteomeLofLTwoLStrainsLofLYLwlassL
NucidobacteriiaNbLFrontiersgingMicrobiologyYL2020YLeeYLeffk 5.7 5
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27 zarareachingLcellularLconsequencesLofLtatLdeletionLinLyscherichiaLcoliLrevealedLbyLcomprehensiveL
proteomeLanalysesbLMicrobiologicalgResearchYL2019YLfelYLmkaedk 5.3 5

26 ModelLofLpersistentLfootaandamouthLdiseaseLvirusLinfectionLinLmultilayeredLcellsLderivedLfromL
bovineLdorsalLsoftLpalatebLTransboundarygandgEmerginggDiseasesYL2020YLjkYLeggaehl 4.2 5

25 NonainvasiveLandLlabelafreeLgxavisualizationLshowsLinLvivoLoligomerizationLofLtheLstaphylococcalL
alkalineLshockLproteinLfgLTuspfgUbLScientificgReportsYL2020YLedYLefi 4.9 4

24 uLPointLMutationLinLtheLTranscriptionalLRepressorLPerRLResultsLinLaLwonstitutiveLOxidativeLStressL
ResponseLinLwlostridioidesLdifficileLjgd˛�bLMSphereYL2021YLjYL 5 4

23 TheLInvolvementLofLtheLMcsvLurginineLβinaseLinLwlpaxependentLxegradationLofLtheLMgsRL
RegulatorLinbLFrontiersgingMicrobiologyYL2020YLeeYLmdd 5.7 3

22 MetabolicLRearrangementsLwausingLylevatedLProlineLandLPolyhydroxybutyrateLuccumulationL
xuringLtheLOsmoticLudaptationLResponseLofbLFrontiersgingBioengineeringgandgBiotechnologyYL2020YLlYLhk 5.8 3

21 wanLudaptLItsLProteinLTranslocationLMachineryLforLynhancedLPeriplasmicLRecombinantLProteinL
ProductionbLFrontiersgingBioengineeringgandgBiotechnologyYL2019YLkYLhji 5.8 3

20 uLMultiaOmicsLProtocolLforLSwineLzecesLtoLylucidateLLongitudinalLxynamicsLinLMicrobiomeL
StructureLandLzunctionbLMicroorganismsYL2020YLlYL 4.9 3

19 zibronectinLrescuesLaberrantLphenotypeLofLendothelialLcellsLlackingLeitherLwwMeYLwwMfLorLwwMgbL
FASEBgJournalYL2020YLghYLmdelamdgg 0.9 3

18 WhatSsLaLviofilmsa owLtheLwhoiceLofLtheLviofilmLModelLImpactsLtheLProteinLInventoryLofbLFrontiersg
ingMicrobiologyYL2021YLefYLjlfeee 5.7 3

17 warbonLSourceaxependentLReprogrammingLofLunaerobicLMetabolismLinLStaphylococcusLaureusbL
JournalgofgBacteriologyYL2021YLfdgYL 3.5 3

16 ResponsesLofLspbLW eiLtoL ighLwarbonLRevealedLbyLIntegratedLOmicsLunalysesbLMicroorganismsYL
2020YLlYL 4.9 2

15 Myxopyronin´ vLinhibitsLgrowthLofLaLzidaxomicinaresistantLwlostridioides´ difficileLisolateLandL
interferesLwithLtoxinLsynthesisbbLGutgPathogensYL2022YLehYLh 5.4 2

14 womplementationLstudiesLwithLhumanLwlpPLinLvacillusLsubtilisbLBiochimicagEtgBiophysicagActagvg
MoleculargCellgResearchYL2020YLeljkYLeelkhh 4.9 1

13 UpdatingLtheLproteomeLofLtheLuncultivableLhemotrophicLMycoplasmaLsuisLinLexperimentallyL
infectedLpigsbLProteomicsYL2016YLejYLjdmaeg 4.8 1

12 zlechtenaMikrobiomnLeineLalteLSymbioseLneuLentdecktbLBioSpektrumYL2016YLffYLefaei 0.1 1

11 vioinformaticLanalysisLofLfoldatypeLIIILPLPadependentLenzymesLdiscoversLmultimericLracemasesbL
AppliedgMicrobiologygandgBiotechnologyYL2017YLedeYLehmmaeidk 5.7 1

10 InfluenzaLuL eNeLInducedLxisturbanceLofLtheLRespiratoryLandLzecalLMicrobiomeLofL—ermanL
LandraceLPigsLaLaLMultiaOmicsLwharacterizationbLMicrobiologygSpectrumYL2021YLmYLeddelffe 8.9 1
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9 MoniliellaLspathulataYLanLoiladegradingLyeastYLwhichLpromotesLgrowthLofLbarleyLinLoilapollutedLsoilbL
AppliedgMicrobiologygandgBiotechnologyYL2021YLediYLhdeahei 5.7 1

8 IdentificationLofLu LaLandLvxSzawontrolledLProteinsLinLvurkholderiaLcenocepaciaLbyLProteomicsbL
MethodsgingMoleculargBiologyYL2018YLejkgYLemgafdf 1.4 1

7 PolymerLdrugLreleaseLsystemLforLbiofilmLinhibitionLinLmedicalLapplicationbLCurrentgDirectionsging
BiomedicalgEngineeringYL2018YLhYLfegafej 0.5 1

6 unLInnovativeLProtocolLforLMetaproteomicLunalysesLofLMicrobialLPathogensLinLwysticLzibrosisL
SputumbLFrontiersgingCellulargandgInfectiongMicrobiologyYL2021YLeeYLkfhijm 5.9 1

5
InsightsLinLtheLxegradationLofLMediumawhainLLengthLxicarboxylicLucidsLinL ejLrevealLxifferencesLinL
˛†aOxidationLbetweenLxicarboxylicLucidsLandLzattyLucidsbLAppliedgandgEnvironmentalgMicrobiologyYL
2021YLuyMdelkgfe

4.8 0

4 PlasmaaTreatedLWaterLuffectsLVitalityLandLviofilmLStructurebLFrontiersgingMicrobiologyYL2021YLefYLjifhle 5.7 0

3 MetagenomeaussembledL—enomeLSequencesLfromLxifferentLWastewaterLTreatmentLStagesLinL
—ermanybLMicrobiologygResourcegAnnouncementsYL2021YLedYLeddidhfe 1.3 0

2 MetaproteomicsLofLLitteraussociatedLzungiL2020YLgjmaglg

1 ProteinLexpressionLprofilingLofLStaphylococcusLaureusLinLresponseLtoLtheLbacteriocinLbovicinL wibL
AppliedgMicrobiologygandgBiotechnologyYL2021YLediYLklikakljm 5.7
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