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73 voordinatedLplantLdefenseLresponsesLinLtrabidopsisLrevealedLbyLmicroarrayLanalysisaLProceedingshofh
thehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaYL2000YLljYLddihhZic 11.5 1159

72 xxpressionLprofileLanalysisLofLtheLlowZoxygenLresponseLinLtrabidopsisLrootLculturesaLPlanthCellYL2002
YLdgYLegkdZlg 11.6 314

71 TheLtranscriptionLfactorLtTtyeLrepressesLtheLexpressionLofLpathogenesisZrelatedLgenesLinL
trabidopsisaLPlanthJournalYL2005YLgfYLjghZhj 6.9 234

70 zlobalLchangesLinLgeneLexpressionLinLresponseLtoLhighLlightLinLtrabidopsisaLPlanthPhysiologyYL2002YL
dfcYLddclZec 6.6 234

69 trabidopsisLRtPeaemLanLethyleneLresponseLtranscriptionLfactorLthatLisLimportantLforLhypoxiaL
survivalaLPlanthPhysiologyYL2010YLdhfYLjhjZje 6.6 230

68 zeneLexpressionLprofileLchangesLinLcottonLrootLandLhypocotylLtissuesLinLresponseLtoLinfectionLwithL
yusariumLoxysporumLfaLspaLvasinfectumaLMolecularhPlantxMicrobehInteractionsYL2004YLdjYLihgZij 3.6 159

67 HypoxiaZresponsiveLmicroRNtsLandLtransZactingLsmallLinterferingLRNtsLinLtrabidopsisaLJournalhofh
ExperimentalhBotanyYL2010YLidYLdihZjj 7 151

66 SystemicLgeneLexpressionLinLtrabidopsisLduringLanLincompatibleLinteractionLwithLtlternariaL
brassicicolaaLPlanthPhysiologyYL2003YLdfeYLlllZdcdc 6.6 149

65 zlobalLgeneLexpressionLresponsesLtoLwaterloggingLinLrootsLandLleavesLofLcottonLTzossypiumL
hirsutumLLaUaLPlanthandhCellhPhysiologyYL2010YLhdYLedZfj 4.9 146

64 TheLtrabidopsisLtMPdLgeneLencodesLaLputativeLglutamateLcarboxypeptidaseaLPlanthCellYL2001YLdfYLeddhZeh11.6 136

63 tnLefficientLapproachLtoLfindingLSiraitiaLgrosvenoriiLtriterpeneLbiosyntheticLgenesLbyLRNtZseqLandL
digitalLgeneLexpressionLanalysisaLBMChGenomicsYL2011YLdeYLfgf 4.5 130

62 miRgkeLregulationLofLNuSZLRRLdefenseLgenesLduringLfungalLpathogenLinfectionLinLcottonaLPLoSh
ONEYL2013YLkYLekgflc 3.7 123

61 wevelopmentLofLaLifKLSNPLtrrayLforLvottonLandLHighZwensityLMappingLofL×ntraspecificLandL
×nterspecificLPopulationsLofLzossypiumLsppaLG3:hGeneswhGenomeswhGeneticsYL2015YLhYLddkjZecl 3.2 117

60 TheLlowZoxygenZinducedLNtvLdomainLtranscriptionLfactorLtNtvdceLaffectsLviabilityLofLtrabidopsisL
seedsLfollowingLlowZoxygenLtreatmentaLPlanthPhysiologyYL2009YLdglYLdjegZfk 6.6 114

59 SpatialLandLtemporalLanalysisLofLtheLlocalLresponseLtoLwoundingLinLtrabidopsisLleavesaLPlanth
MolecularhBiologyYL2004YLhhYLdihZkd 4.6 106

58 HighLthroughputLsequencingLtechnologyLrevealsLthatLtheLtaxoidLelicitorLmethylLjasmonateL
regulatesLmicroRNtLexpressionLinLvhineseLyewLTTaxusLchinensisUaLGeneYL2009YLgfiYLfjZgg 3.8 105

57 tnalgesiamLmorphineZpathwayLblockLinLtopdLpoppiesaLNatureYL2004YLgfdYLgdfZg 50.4 91
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56 TheLtrabidopsisLtMPdLzeneLxncodesLaLPutativeLzlutamateLvarboxypeptidaseaLPlanthCellYL2001YLdfYLeddhZedeh11.6 90

55 zenomeLsequencingLandLanalysisLofLtheLpaclitaxelZproducingLendophyticLfungusLPenicilliumL
aurantiogriseumLNRRLLiegfdaLBMChGenomicsYL2014YLdhYLil 4.5 85

54 zeneLexpressionLinLxucalyptusLbranchLwoodLwithLmarkedLvariationLinLcelluloseLmicrofibrilL
orientationLandLlackingLzZlayersaLNewhPhytologistYL2008YLdjlYLlgZdcf 9.8 76

53
vomparisonLofLxrysipheLcichoracearumLandLxaLcruciferarumLandLaLsurveyLofLficLtrabidopsisL
thalianaLaccessionsLforLresistanceLtoLtheseLtwoLpowderyLmildewLpathogensaLMolecularh
PlantxMicrobehInteractionsYL1999YLdeYLdcfdZgf

3.6 74

52 NewLnormalizationLmethodsLforLcwNtLmicroarrayLdataaLBioinformaticsYL2003YLdlYLdfehZfe 7.2 72

51 tTtyLNtvLtranscriptionLfactorsmLregulatorsLofLplantLstressLsignalingaLPlanthSignalinghandhBehaviorYL
2010YLhYLgekZfe 2.5 65

50 weepLsequencingLrevealsLtranscriptomeLreZprogrammingLofLTaxusLˆ�LmediaLcellsLtoLtheLelicitationL
withLmethylLjasmonateaLPLoShONEYL2013YLkYLeiekih 3.7 65

49 TheLshootLandLrootLgrowthLofLurachypodiumLandLitsLpotentialLasLaLmodelLforLwheatLandLotherL
cerealLcropsaLFunctionalhPlanthBiologyYL2009YLfiYLlicZlil 2.7 60

48 MutationsLaffectingLtranslationalLcouplingLbetweenLtheLrepLgenesLofLanL×ncuLminiplasmidaLJournalh
ofhBacteriologyYL1992YLdjgYLefjiZkf 3.5 60

47
weLnovoLtranscriptomeLsequencingLandLdigitalLgeneLexpressionLanalysisLpredictLbiosyntheticL
pathwayLofLrhynchophyllineLandLisorhynchophyllineLfromLUncariaLrhynchophyllaYLaLnonZmodelLplantL
withLpotentLantiZalzheimerSsLpropertiesaLBMChGenomicsYL2014YLdhYLiji

4.5 50

46 VxRNtL×ZtT×ONL×NSxNS×T×VxLfLTV×NfULisLrequiredLforLtheLresponseLofLtrabidopsisLthalianaL
seedlingsLexposedLtoLlowLoxygenLconditionsaLPlanthJournalYL2009YLhlYLhjiZkj 6.9 48

45 zeneticLandLwNtLmethylationLchangesLinLcottonLTzossypiumULgenotypesLandLtissuesaLPLoShONEYL
2014YLlYLekicgl 3.7 43

44 SignallingLpathwaysmLaLcommonLthemeLinLplantsLandLanimalsraLCurrenthBiologyYL1997YLjYLRdjhZk 6.3 41

43 vomparisonsLofLearlyLtranscriptomeLresponsesLtoLlowZoxygenLenvironmentsLinLthreeL
dicotyledonousLplantLspeciesaLPlanthSignalinghandhBehaviorYL2010YLhYLdcciZl 2.5 37

42 MutationsLaffectingLpseudoknotLcontrolLofLtheLreplicationLofLuLgroupLplasmidsaLJournalhofh
BacteriologyYL1993YLdjhYLigjiZkf 3.5 35

41 ×ntegratedLmappingLandLcharacterizationLofLtheLgeneLunderlyingLtheLokraLleafLtraitLinLzossypiumL
hirsutumLLaLJournalhofhExperimentalhBotanyYL2016YLijYLjifZjg 7 33

40 xnhancingL×ntegratedLPestLManagementLinLzMLvottonLSystemsLUsingLHostLPlantLResistanceaL
FrontiershinhPlanthScienceYL2016YLjYLhcc 6.2 33

39 wiversityLanalysisLofLcottonLTzossypiumLhirsutumLLaULgermplasmLusingLtheLvottonSNPifKLtrrayaL
BMChPlanthBiologyYL2017YLdjYLfj 5.3 32
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38 MicroarrayLanalysisLrevealsLvegetativeLmolecularLphenotypesLofLtrabidopsisLfloweringZtimeL
mutantsaLPlanthandhCellhPhysiologyYL2005YLgiYLddlcZecd 4.9 32

37 wNtLmicroarraysmLnewLtoolsLinLtheLanalysisLofLplantLdefenceLresponsesaLMolecularhPlanthPathologyYL
2001YLeYLdjjZkh 5.7 32

36 ×dentificationLofLnovelLandLconservedLmicroRNtsLinLPanaxLnotoginsengLrootsLbyLhighZthroughputL
sequencingaLBMChGenomicsYL2015YLdiYLkfh 4.5 29

35
zenomewideLanalysisLofLtheLlateralLorganLboundariesLdomainLgeneLfamilyLinLxucalyptusLgrandisL
revealsLmembersLthatLdifferentiallyLimpactLsecondaryLgrowthaLPlanthBiotechnologyhJournalYL2018YL
diYLdegZdfi

11.6 27

34 yusariumLwiltLTyusariumLoxysporumLfaLspaLvasinfectumULgenesLexpressedLduringLinfectionLofLcottonL
TzossypiumLhirsutumUdaggeraLMolecularhPlanthPathologyYL2006YLjYLkjZdcd 5.7 27

33 MolecularLanalysisLofLRNt×LcontrolLofLrepuLtranslationLinL×ncuLplasmidsaLJournalhofhBacteriologyYL
1994YLdjiYLigljZhck 3.5 26

32 zeneticLdissectionLofLtheLfuzzlessLseedLtraitLinLzossypiumLbarbadenseaLJournalhofhExperimentalh
BotanyYL2018YLilYLlljZdccl 7 22

31
UnderstandingLtheLmolecularLeventsLunderpinningLcultivarLdifferencesLinLtheLphysiologicalL
performanceLandLheatLtoleranceLofLcottonLTzossypiumLhirsutumUaLFunctionalhPlanthBiologyYL2013YL
gdYLhiZij

2.7 20

30 MolecularLmappingLofLaLnewLsourceLofLyusariumLwiltLresistanceLinLtetraploidLcottonLTzossypiumL
hirsutumLLaUaLMolecularhBreedingYL2012YLfcYLddkdZddld 3.4 20

29 PolygenicLpowderyLmildewLdiseaseLresistanceLinLtrabidopsisLthalianamLquantitativeLtraitLanalysisLofL
theLaccessionLWarschauZdaLPlanthPathologyYL2001YLhcYLilcZjcd 2.8 20

28 zenomeZwideLassociationLstudyLofLyieldLcomponentsLandLfibreLqualityLtraitsLinLaLcottonLgermplasmL
diversityLpanelaLEuphyticaYL2017YLedfYLd 2.1 18

27 MolecularLcloningLandLcharacterizationLofLaLcytochromeLPghcLtaxoidLlˆ¡ZhydroxylaseLinLzinkgoL
bilobaLcellsaLBiochemicalhandhBiophysicalhResearchhCommunicationsYL2014YLggfYLlfkZgf 3.4 18

26 áasmonicLacidLisLassociatedLwithLresistanceLtoLtwospottedLspiderLmitesLinLdiploidLcottonL
TzossypiumLarboreumUaLFunctionalhPlanthBiologyYL2014YLgdYLjgkZjhj 2.7 16

25 TranscriptomeLandLcomplexityZreducedYLwNtZbasedLidentificationLofLintraspeciesLsingleZnucleotideL
polymorphismsLinLtheLpolyploidLzossypiumLhirsutumLLaLG3:hGeneswhGenomeswhGeneticsYL2014YLgYLdklfZlch 3.2 16

24 ×mportanceLofLstructuralLdifferencesLbetweenLcomplementaryLRNtLmoleculesLtoLcontrolLofL
replicationLofLanL×ncuLplasmidaLJournalhofhBacteriologyYL1997YLdjlYLjgeZhf 3.5 16

23 HistoricalLwatasetsLSupportLzenomicLSelectionLModelsLforLtheLPredictionLofLvottonLyiberLQualityL
PhenotypesLtcrossLMultipleLxnvironmentsaLG3:hGeneswhGenomeswhGeneticsYL2018YLkYLdjedZdjfe 3.2 15

22 zenomeZwideLidentificationLandLcharacterizationLofLtheLSPLLgeneLfamilyLinLZiziphusLjujubaaLGeneYL
2017YLiejYLfdhZfed 3.8 15

21 TranscriptomicLtnalysisLofLinLResponseLtoLSaltLStressaLInternationalhJournalhofhMolecularhSciencesYL
2018YLdlYL 6.3 13
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20 MolecularLmappingLofLbunchyLtopLdiseaseLresistanceLinLzossypiumLhirsutumLLaaLEuphyticaYL2016YL
edcYLdfhZdge 2.1 11

19 uaselineLsurveyLofLrootZassociatedLmicrobesLofLTaxusLchinensisLTPilgerULRehdaLPLoShONEYL2015YLdcYLecdefcei3.7 10

18 zeneticL×dentificationLandLTranscriptomeLtnalysisLofLLintlessLandLyuzzlessLTraitsLinLLaLInternationalh
JournalhofhMolecularhSciencesYL2020YLedYL 6.3 9

17 wevelopingLcontrolledLenvironmentLscreeningLforLhighZtemperatureLtoleranceLinLcottonLthatL
accuratelyLreflectsLperformanceLinLtheLfieldaLFunctionalhPlanthBiologyYL2012YLflYLijcZijk 2.7 9

16 TheLhuntLforLhypoxiaLresponsiveLnaturalLantisenseLshortLinterferingLRNtsaLPlanthSignalinghandh
BehaviorYL2010YLhYLegjZhd 2.5 9

15 ×dentificationLofLtheLzenesL×nvolvedLinLtnthocyaninLuiosynthesisLandLtccumulationLinaLGenesYL2019YL
dcYL 4.2 8

14 WholeLtranscriptomeLanalysisLofLthreeLleafLstagesLinLtwoLcultivarsLandLoneLofLtheirLydLhybridLofL
vamelliaLsinensisLLaLwithLdifferingLxzvzLcontentaLTreehGeneticshandhGenomesYL2017YLdfYLd 2.1 7

13 PlantLfunctionalLgenomicsmLopportunitiesLinLmicroarrayLdatabasesLandLdataLminingaLFunctionalhPlanth
BiologyYL2004YLfdYLelhZfdg 2.7 7

12 tLcomparativeLmetabolomicsLanalysisLofLtheLcomponentsLofLheartwoodLandLsapwoodLinLTaxusL
chinensisLTPilgerULRehdaLScientifichReportsYL2019YLlYLdjigj 4.9 7

11 tustralianLvottonLzermplasmLResources 6

10 TheLResearchLProgressLofLTaxolLinLTaxusaLCurrenthPharmaceuticalhBiotechnologyYL2021YLeeYLficZfii 2.6 5

9 xxpansionLofLM×RgkebeddkLbyLaLclassZ××LtransposableLelementLinLcottonaLPlanthJournalYL2020YLdcfYLeckgZecll6.9 4

8 TheLReRfZMYuLtranscriptionLfactorLfamilyLinLmLidentificationYLcharacterizationYLexpressionLprofilingL
andLposttranscriptionalLregulationLanalysisaLPeerJYL2020YLkYLekgjf 3.1 4

7 zenomeZwideLidentificationLandLcharacterizationLofLtheLhomeodomainZleucineLzipperL×LfamilyLofL
genesLinLcottonLTLzossypiumLsppaUaLPlanthGeneYL2016YLjYLhcZid 3.1 3

6
voZregulationLofLcatechinsLbiosynthesisLresponsesLtoLtemperatureLchangesLbyLshootLgrowthLandL
catechinLrelatedLgeneLexpressionLinLteaLplantsLTvamelliaLsinensisLLaUaLJournalhofhHorticulturalhScienceh
andhBiotechnologyYL2021YLliYLeekZefk

1.9 3

5 vharacterizationLandLzeneticLMappingLofLulackLRootLRotLResistanceLinLLaLInternationalhJournalhofh
MolecularhSciencesYL2021YLeeYL 6.3 3

4 TheLtrabidopsisLtMPdLzeneLxncodesLaLPutativeLzlutamateLvarboxypeptidaseaLPlanthCellYL2001YLdfYLeddh11.6 2

3 zeneticLmappingLandLtranscriptomicLcharacterizationLofLaLnewLfuzzlessZtuftedLcottonseedLmutantaL
G3:hGeneswhGenomeswhGeneticsYL2021YLddYLdZdg 3.2 2
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2 tLcomparativeLanalysisLofLdifferentialLNiZmethyladenosineLTmitULmodificationLbetweenL
nonZtransgenicLandLLuwdhLoverexpressingLPoplarLkgLKLplantsaLTreehGeneticshandhGenomesYL2021YLdjYLd 2.1 1

1 zenomeZWideL×dentificationLofLmitLWritersYLxrasersLandLReadersLinLPoplarLkgKaLGenesYL2022YLdfYLdcdk 4.2 1
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