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Assessing Mitochondrial DNA Variation and Copy Number in Lymphocytes of ~2,000 Sardinians Using
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PLAC1, an Xq26 Gene with Placenta-Specific Expression. Genomics, 2000, 68, 305-312. 2.9 95

Rare variant genotype imputation with thousands of study-specific whole-genome sequences:
implications for cost-effective study designs. European Journal of Human Genetics, 2015, 23, 975-983.

Identification of Transcription Factors for Lineage-Specific ESC Differentiation. Stem Cell Reports, 48 76
2013, 1, 545-559. )
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Loss-of-function genomic variants highlight potential therapeutic targets for cardiovascular disease.
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